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Abstract 
Endoparasitic diseases are commonly encountered in free-ranging birds. Although not all endoparasites cause disease, persist-
ent infection with large numbers of parasites almost always affects normal physiological functions, leading to deleterious ef-
fects on the host. This paper describes the anatomopathological alterations caused by the renal trematode Paratanaisia bragai
in Indian peafowl (n = 3) and examines the phylogeny of these and related parasites. Peafowl from forests in and around the
Bareilly region, Uttar Pradesh, India, were necropsied, and microscopic and molecular investigations were performed. The
peafowl were confirmed to be infected with P. bragai. Significant gross pathological lesions suggested nephrosis, and micro-
scopic findings indicated a mild-to-moderate degree of nephrosis caused by the parasites in the tissue. The parasites were iden-
tified as P. bragai by histomorphological analysis of adult and eggs in the ureters, and the identification was confirmed by PCR
and phylogenetic analysis. Nucleotide sequencing of the PCR products from the renal trematodes recovered from Indian peafowl
revealed a close association with P. bragai from Columbiformes in the United Kingdom and Spain. The pathology and molec-
ular epidemiology of parasitic diseases affecting peafowl is not well understood in India. This is the first report from India and
the second report worldwide to document P. bragai infection in peafowl. 
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Introduction

The Pavo cristatus peafowl (Galliformes: Phasianidae:
Phasianinae), commonly referred to as a peacock, is the na-
tional bird of India. Endoparasitic infections are one cause of
mortality in peafowl (Freitas et al. 2002). The pathology and
molecular epidemiology of parasitic diseases affecting
peafowl is not well understood in India compared to other
areas. Among endoparasitic diseases, coccidiosis results in
poor growth and diarrhea that can lead to death (Jaiswal et al.
2012). Renal coccidiosis caused by Eimeria spp. are the most
important cause of parasitic nephritis (Pollock, 2006). Kidney
trematodes are seldom reported in peafowl in India.

Paratanaisia bragai parasitizes the kidneys and ureters of sev-
eral avian species (Brandolini et al. 1997; Kanev et al. 2002).
The parasite P. bragai, a member of the family Eucotylidae,
has a two-host life cycle. The metacercariae develop as sporo-
cysts in fresh water as well as in land snails, and the infected
snails are ingested by birds. The ingested metacercariae ex-
cyst and develop in the kidneys of the definitive host to be-
come mature parasites (Unwin et al. 2013). P. bragai has been
identified and reported in various host species viz., Gallus gal-
lus domesticus (chicken), Columba livia domestica (pigeon),
Phasianus colchicus (pheasant), Numida meleagris (helmeted
guineafowl), M. gallopavo (turkey), Melopsittacus undulatus
(white-eared parakeet), Rhynchotus rufescens (red-winged
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timamou), Primolius maracana (blue-winged macaw), Pavo
cristatus (peafowls) and Columbina talpacoti (ruddy ground
dove) from various parts of the world including Central Amer-
ica, South America, Asia, islands of the tropical Pacific Ocean
and India (Keller and Araujo, 1992; Menezes et al. 2001;
Mapeli et al. 2003; Pinto et al. 2004; Gomes et al. 2005; Luppi
et al. 2007; Unwin et al. 2013; Costa et al. 2015; Malik et al.
2016). In India, P. bragai has been reported only in pigeons
(Borah et al. 2009; Malik et al. 2016). The infection is typi-
cally subclinical in certain species and fatal in others. Mortal-
ity is common in Psittaciformes infected with P. bragai (Luppi
et al. 2007; Unwin et al. 2013). Microscopically, adults and
eggs are frequently found in the renal parenchyma, with patho-
logical changes associated with dilation of the collecting ducts
(Pinto et al. 2004; Gomes et al. 2005). The occurrence and
pathology of renal trematodiasis caused by P. bragai infection
in avian species is not well defined in India. A literature 
survey revealed that there are only two reports from India on
P. bragai infection in pigeons (Borah et al. 2009; Malik et al.
2016), but whether it occurs in other avian species in this
country is unknown. This paper describes P. bragai infection
in free-roaming Indian peafowl, with an emphasis on gross
and histopathological tissue alterations in the renal paren-
chyma and ureters. Understanding the occurrence and pathol-
ogy of renal trematodiasis in other aquatic, captive, and free-
ranging avian species is crucial to ascertaining the host range
of P. bragai. 

Case report

Three carcasses of peafowl from a forest range in and around
Bareilly region, Uttar Pradesh, India, were presented to the
Avian Diseases Section, Division of Pathology, for necropsy.
Detailed necropsies of the carcasses were performed, and
gross lesions were recorded. At necropsy, all the three peafowl
showed visible gross pathology of the kidneys and ureters.
The kidneys were swollen and edematous with surfaces re-
vealing prominent tubular patterns suggestive of nephrosis.
Ureters were dilated and contained a whitish gelatinous fluid
admixed with urate crystals (Fig. 1).

Representative tissue samples were preserved in 10% neu-
tral buffered formalin (NBF) for histological examination,
and kidney tissues were preserved by freezing at −80°C for
molecular study. The tissue (kidney and ureter) samples fixed
in 10% NBF were processed by routine paraffin embedding,
and 4–5-µm thick sections were stained with hematoxylin and
eosin (H&E) for histopathological analysis and Masson’s
trichrome (MST) stain to determine the degree of fibrosis
(Luna, 1968). Histologically, the lesions observed could be
broadly categorized into circulatory disturbances, degenerative
changes, growth disturbances, and inflammation due to the
presence of parasites. Circulatory disturbances included focal
areas of sub-capsular hemorrhage, generalized congestion of
interstitial blood vessels, and multifocal areas of hemorrhage
in the parenchyma. Degenerative changes recorded were gen-

eralized cloudy swelling of the tubular epithelium, denudation
of the tubular epithelium in its lumen, and focal areas of co-
agulative necrosis. Growth disturbances were observed in fo-
cal areas of the glomeruli that exhibited hypoplastic changes
with widened peri-glomerular spaces, flattening of the tubular
epithelium in the collecting tubules in contact with parasites,
and severe hyperplasia of the tubular epithelium with de-
nudation in the lumen (Fig. 2). Lesions were very prominent
in the medullary collecting ducts, revealing dilatation and the
presence of numerous transverse/cross-sectional sections of
adult parasites (Fig. 3), along with congested blood vessels.
The transverse sections of adult worms showed serrated cuti-
cle/tegument on their surfaces and the presence of gonadal or-
gans, as well as brownish translucent eggs within their body
cavities (Fig. 4). A few cortical tubules containing parasites ex-
hibited mild-to-moderate peritubular fibrosis (Fig. 5). Dilata-
tion of the medullary collecting ducts and flattening of the ep-
ithelial lining were observed in each case, and a few calcified
parasitic eggs were found. Severe epithelial hyperplasia and
denudation were evident in places where there were free eggs,
along with mild-to-moderate infiltration of inflammatory cells,
which were predominantly heterophils and lymphocytes (Fig.
6). The renal parenchyma adjacent to the parasitized collect-
ing ducts showed focal areas of degeneration and coagulative
necrosis (Fig. 7). 

DNA was extracted from kidney tissues collected and
stored at −80°C using the commercial DNeasy Blood & Tis-
sue Kit (Qiagen, Germany). The primers sequences used were
forward Para 28S_F (5′-AAGCCTGTGTCCACTTGGTC-
3′) and reverse Para 28S_R (5′-CGTGCTGTTTACC-
CTCTCTTC-3′), which amplified a partial-length lsrDNA
gene segment of 310 bp (Unwin et al. 2013). The 50-μl reac-
tion mixture contained 10 μl of Phusion HF Buffer (5×), 1 μl
of dNTP (10 mM), 10 pM each of forward and reverse primers,
1.0 U of Pfu polymerase, and 5.0 μl of template DNA (5 ng).
The PCR was performed in a thermal cycler (QB96 cycler,
Quanta biotech) with an initial denaturation at 94 r extension
at 72°C for 45 s, and final product extension at 72°C for
10 min. The amplified PCR products were then purified using
a GeneJET PCR Purification Kit (Thermo Scientific, USA).
PCR testing of the DNA extracted from kidney tissues yielded
partial-length lsrDNA with a single specific amplicon of 310
bp (Fig. 8).

Purified PCR products were sequenced by a commercial
sequencing service provider (Eurofins, India). The sequence
chromatogram was annotated using DNA Star software. The
annotated sequences were identified by the closest match in a
BLASTN search of sequences submitted in the non-redundant
NCBI GenBank nucleotide database (http://www.ncbi.nlm.
nih.gov) (Altschul et al. 1997). The sequence analyzed in 
this study was submitted to GenBank (accession numbers
KX431562 and KX420705). Full/partial length sequences of
the 28 ribosomal RNA (rRNA) in trematodes from various ge-
ographical locations were retrieved from GenBank and then as-
sembled and aligned using the ClustalW program in MEGA 7.0
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Figs 1–7. 1 – Bilaterally swollen kidneys showing severe
nephrosis and dilated ureters; 2 – Collecting duct showing
eggs of parasite, severe hyperplasia and denudation of the
tubular epithelium with sub-mucosal cellular infiltration.
H&E, 4X; 3 – Medullary collecting ducts revealing pres-
ence of transverse/cross/horizontal sections of adult para-
sites along with denudation of lining mucosal epithelium.
H&E, 4X; 4 – Transverse section of an adult worm show-
ing serrated tegument and presence of gonadal organs and
brownish translucent eggs. H&E, 10X; 5 – Parasitized cor-
tical tubule showing mild to moderate peritubular fibrosis.
MST, 10X; 6 – Sub-mucosa of the collecting ducts show-
ing infiltration of heterophils and lymphocytes in areas
where free eggs contacts the mucosal epithelium. H&E,
20X; 7 – Renal tubules showing coagulative necrosis in
areas adjacent to parasitized cortical tubules. H&E, 20X
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(Kumar et al. 2016). The evolutionary history of the trematodes
was inferred using the maximum likelihood method based on
the Kimura two-parameter model (Kimura, 1980). The tree
with the highest log likelihood (−632.1014) is shown. The per-
centage of trees in which the associated taxa clustered to-
gether in a bootstrap test (1000 replicates) is shown next to the
branches (Felsenstein, 1985). Initial tree(s) for the heuristic
search were obtained automatically by applying neighbor-
joining and BioNJ algorithms to a matrix of pairwise dis-
tances estimated using the maximum composite likelihood
(MCL) approach and then selecting the topology with a higher
log likelihood value. A discrete gamma distribution was used
to model differences in the evolutionary rates among sites
(five categories [+G, parameter = 0.6505]). The rate variation
model allowed for some sites to be evolutionarily invariable
([+I], 42.2490% sites). The tree is drawn to scale, with branch
lengths representing the number of substitutions per site. Eight
nucleotide sequences were analyzed. All positions with less
than 95% site coverage were eliminated. Thus, fewer than 5%
alignment gaps, missing data, or ambiguous bases were al-
lowed at any position. There was a total of 302 positions in the

final dataset. All evolutionary analyses were conducted in
MEGA 7.0 (Kumar et al. 2016). Phylogenetic analysis by
pairwise alignment between KX420705 and KX431562 
revealed a 2.4% difference between the 28S RNA gene 
sequences (Fig. 9). 

Discussion

The peafowl is the national bird of India. Recently, there have
been a few reports on the deaths of these birds due to various
diseases and malicious killing (Shivaprasad and Galey, 2001;
Aulakh et al. 2005; Shetty et al. 2011; Desingu et al. 2016).
Newcastle disease is an infectious disease whose epidemiol-
ogy has been widely studied in peafowl (Kumar et al. 2013;
Desingu et al. 2016). Among endoparasites affecting peafowl,
intestinal coccidiosis is frequently reported to cause mortal-
ity. There are reports documenting P. bragai infection in a
wide range of avian species, including peacocks in other coun-
tries. P. bragai was first reported in India in doves by Borah
et al. (2009). Renal trematodiasis caused by P. bragai has been
reported in peafowl in Brazil (Costa et al. 2015). The present
report details the pathology, diagnosis, and molecular charac-
terization of P. bragai in peafowl, which is the first study of its
kind in India. Grossly, the nephrosis and dilatation of ureters
observed was in accordance with the results from previous
studies (Unwin et al. 2013; Malik et al. 2016; Silva et al.
2016). The gross lesions associated with P. bragai infection
vary among species, ranging from no visible lesions to severe
nephritis. Disease susceptibility of various birds is well doc-
umented, and Galliformes have been found highly suscepti-
ble to P. bragai infection (Unwin et al. 2013). In Galliformes,
death resulted mainly from renal failure because of mechani-
cal and immunological responses to the parasite. 

Microscopically, the parasites were located in the
medullary collecting tubules as reported previously, and there
was severe dilatation of the tubules due to a compensatory
mechanism to pass urine (Pinto et al. 2004). There are reports
that the extent of microscopic lesions induced by the parasites
is mainly attributable to the size of the parasites, site of infec-

Fig 8. Agarose gel electrophoresis: Lane 1: 100bp plus molecular
DNA marker; Lane 2: Template control; Lane 3–6 test samples show-
ing single and specific amplicon of 310 bp

Fig 9. Evolutionary relationships of P. bragai isolated from Indian peafowl (Pavo cristatus) with other Eucotylidae members



M. Asok Kumar et al.218

tion, parasite strain, and hosts affected (Gomes et al. 2005). In
this study, severe hyperplasia of the tubular epithelium was
noted; a possible reason for this might be constant mechanical
irritation by the parasites and eggs over the mucosal surface.
Inflammation around the parasites has not been reported in all
species studied (Unwin et al. 2013), but in the present study,
there was inflammation in the submucosa of the collecting
ducts that were occluded by parasites. The presence of tegu-
mentary spines on the surface of the parasite (Costa et al. 2015)
and free eggs (Abdo et al. 2013) may have triggered the in-
flammatory reaction. Calcification of old lesions, previously
reported by Costa et al. (2015), was observed in the present
study as bluish material in the renal parenchyma. Based on the
extent of tissue reaction to the parasites, P. bragai in peafowl
might be moderately pathogenic, which contrasts with the re-
sults of an earlier study, in which the authors found very mild
inflammation in peafowl (Costa et al. 2015). This difference
in inflammatory reactions may be attributable to the strains of
parasite and host. A point of interest is that birds exhibiting
mild-to-moderate inflammation might act as reservoirs for
dissemination of the pathogen to other avian hosts. 

Unwin et al. (2013) reported that P. bragai infection can be
confirmed using established PCR methods, and the PCR results
obtained in the present study corroborated their findings. The
PCR products were sequenced, and a phylogenetic tree was re-
constructed using the maximum likelihood method based on a
Kimura 2-parameter model analysis of the 28S rRNA. A boot-
strap analysis (1000 replicates) was performed to evaluate the
clustering of taxa. Alignments with other trematodes confirmed
the close association between P. bragai isolates from a Socorro
dove (Zenaida graysoni) and helmeted guineafowl (Numida
meleagris) and their position within the system Digenea: Eu-
cotylidae, grouping with Tanaisia fedtschenkoi isolated from
mallard ducks (Anas platyrhynchus); Tamerlania spp. and
Nephromonorcha varitestis isolated from American white pel-
icans (Pelecanus erythrorhynchos); and Renicola spp. isolated
from Eurasian curlew (Numenius arquatus).

To conclude, endoparasites infecting organs outside of
the gastrointestinal tract in wild birds are underreported. 
P. bragai infection in peafowl can cause mild nephrosis to
severe nephritis, mild-to-moderate fibrosis, and renal gout,
and the outcome of this infection in different birds varies, as
evidenced in the present and previous investigations. Since
the parasite is transmitted by ingestion of freshwater or land
snails, it is important to analyze snails in their wild habitats
to understand the transmission and epidemiology of P. bra-
gai and to control the infection in wild avian species. In In-
dia, P. bragai infection has been reported in pigeons, and
now we report it in peafowl; however, other free-ranging
aquatic and wild birds should be analyzed for infection.
Careful histological screening of nephrotic and nephritic
kidneys from free-ranging aquatic and wild avian species
will provide information on the occurrence of this parasite
in different avian populations. Based on this study, it is
very clear that P. bragai exists in wild birds of India, sug-

gesting the possibility that these parasites may infect other
wild avian species. 

Disclosure statement. The authors declare that they have no
competing interests. 

Acknowledgements. We thank the Director, ICAR-Indian Veterinary
Research Institute (IVRI) for providing necessary research facilities
and support. 

References

Abdo W., Sultan K. 2013. Histopathological findings of the kidney
trematode Paratanaisia spp. (Digenea: Eucotylidae) in cattle
Egret (Bubulcus ibis). Revista Brasileira de Parasitologia Vet-
erinaria, 22, 312–313 

Altschul S.F., Madden T.L., Schäffer A.A., Zhang J., Zhang Z. 1997.
Gapped BLAST and PSI-BLAST: a new generation of pro-
tein database search programs. Nucleic Acids Research, 25,
3389–3402

Aulakh R.S., Bedi J.S., Sharma J.K. 2005. Pesticide associated mor-
tality in peacocks. Indian Veterinary Journal, 82, 11–12

Borah M.K., Rahman T., Goswami S., Islam S. 2009. On the inci-
dence and pathology of Paratanaisia bragai dos Santos, 1934
(Freitas, 1959) infection in domestic pigeon (Columba livia).
Journal of Veterinary Parasitology, 23, 159–161

Brandolini S.V.P.B., Amato S.B., Pereira A.A. 1997. Relacionamento
de Tanaisia bragai (Digenea, Eucotylidae) eseu hospedeiro
intermediário, Subulina octona (Gastropoda, Subulinidae) sob
condições experimentais. Parasitol al dia, 21, 109–113

Costa R., Ambrósio N., Soares B., Bezerra Júnior P., Barçante T.
2015. Pathological and parasitological aspects of the peacock
(Pavo cristatus) infection by Tanaisia (Paratanaisia) bragai.
Pesquisa Veterinaria Brasileira, 35, 466–469

Desingu P., Singh S., Dhama K., Vinodhkumar O., Barathidasan R.
2016. Molecular characterization, isolation, pathology and
pathotyping of peafowl (Pavo cristatus) origin Newcastle dis-
ease virus isolates recovered from disease outbreaks in three
states of India. Avian Pathology, 45, 674–682

Felsenstein J. 1985. Confidence limits on phylogenies: An approach
using the bootstrap. Evolution, 39, 783–791

Freitas M.F.L., Oliveira J.B., Cavalcanti M.D.B., Leite A.S., Maga-
lhaes V.S. 2002. Gastrointestinal parasites of captive wild
birds in Pernambuco state, Brazil. Parasitol Latinoam, 57,
50–54

Gomes D., Menezes R., Tortelly R., Pinto R. 2005. Pathology and
first occurrence of the kidney trematode Paratanaisia bragai
(Santos, 1934) Freitas, 1959 (Digenea: Eucotylidae) in
Phasianus colchicus L., 1758, from Brazil. Memórias do In-
stituto Oswaldo Cruz, 100, 285–288

Jaiswal A., Sudan V., Shanker D., Kumar P. 2012. Endoparasitic in-
fections in Indian peacocks (Pavo cristatus) of Veterinary Col-
lege Campus, Mathura. Journal of Parasitic Diseases, 37,
26–28

Kanev I., Radev V., Fried B. 2002. Family Eucotylidae 1904. In:
(Eds: D.I. Gibson, A. Jones, R.A. Bray) Vol. 1, CAB Interna-
tional Publishing, Wallingford, 147–153

Keller D.G., Araujo J.L.B. 1992. Ciclo evolutivo de Paratanaisia
bragai (Santos, 1934) (Trematoda, Eucotylidae) com novo
hospedeiro intermediário no Brasil: Leptinaria unilamellata
(D’Orbigny, 1835) (Gastropoda, Pulmonata, Subulinidae) em
condições de laboratório. Revista Brasileira de Parasitologia
Veterinaria, 1, 89–92



Pathological and molecular studies of renal trematode Paratanaisia bragai in Indian peafowls (Pavo cristatus) 219

Kimura M. 1980. A simple method for estimating evolutionary rate of
base substitutions through comparative studies of nucleotide
sequences. Journal of Molecular Evolution, 16, 111–120

Kumar A., Maan S., Mahajan N., Rana V., Jindal N. 2013. Detection
and molecular characterization of Newcastle disease virus in
peafowl (Pavo cristatus) in Haryana State, India. Indian Jour-
nal of Virology, 24, 380–385

Kumar S., Stecher G., Tamura K. 2016. MEGA7: Molecular Evolu-
tionary Genetics Analysis version 7.0 for bigger datasets. Mo-
lecular Biology and Evolution, 33, 1870–1874

Luna L.G. 1968. Manual of Histologic Staining Methods of the
Armed Forces Institute of Pathology. Mc Graw Hill 1968.
New York, USA

Luppi M., de Melo A., Motta R., Malta M., Gardiner C. 2007. Gran-
ulomatous nephritis in psittacines associated with parasitism
by the trematode Paratanaisia spp. Veterinary Parasitology,
146, 363–366

Malik M., Goswami S., Upadhyaya T.N., Phangcho C.V., Ara Begum
S. 2016. Pathological and histochemical alterations of
Paratanaisia bragai infection in domestic pigeon (Columba
livia). Indian Journal of Veterinary Pathology, 40, 157–161

Mapeli E.B., Nascimento A.A., Szabó M.P.J., Tebaldi J.H. 2003. In-
fecções naturais por helmintos em perdizes (Rhynchotus
rufescens Temminck, 1815) de cativeiro, no Município de
Jaboticabal, estado de São Paulo. Arquivos do Instituto Bi-
ológico São Paulo, 70, 415–418. (In Spanish)

Received: March 20, 2017
Revised: November 20, 2017
Accepted for publication: November 24, 2017

Menezes R.C., Mattos-Junior D.G., Tortelly R., Muniz-Pereira L.C.,
Pinto R.M. 2001. Trematodes of free range reared guinea
fowls (Numida Meleagris Linnaeus, 1758) in the state of Rio
de Janeiro, Brazil: morphology and pathology. Avian Pathol-
ogy, 30, 209–214

Pinto R.M., Menezes R.C., Tortelly R. 2004. Systematic and patho-
logic study of Paratanaisia bragai (Santos, 1934) Freitas,
1959 (Digenea, Eucotylidae) in ruddy ground dove,
Columbina talpacoti (Temminck, 1811). Arquivo Brasileiro de
Medicina Veterinária e Zootecnia, 56, 472–479. (In Spanish)

Pollock C. 2006. Diagnosis and Treatment of Avian Renal Disease.
Veterinary Clinics: Exotic Animal Practice, 9, 107–128

Shetty P.K., Hiremath M.B., Murugan M., Nerli R.B. 2011. Farmer’s
health externalities in pesticide use predominant regions in
India. World Journal of Science and Tecchnology, 1, 1–11

Shivaprasad H., Galey F. 2001. Diphacinone and zinc phosphide tox-
icity in a flock of Peafowl. Avian Pathology, 30, 599–603

Silva T., Pavan L., Guimarães-Okamoto P., Milbradt E., Andreatti
Filho R. 2016. First record of Paratanaisia bragai (Digenea:
Eucotylidae) in blue and gold macaw (Ara ararauna). Revista
Brasileira de Parasitologia Veterinaria, 25, 112–115

Unwin S., Chantrey J., Chatterton J., Aldhoun J., Littlewood D. 2013.
Renal trematode infection due to Paratanaisia bragai in zoo
housed Columbiformes and a red bird-of-paradise (Paradis-
aea rubra). International Journal of Parasitology: Parasites
and Wildlife, 2, 32–41




