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Abstract 

Diabetes mellitus (DM) is a chronic metabolic disorder characterized by hyperglycemia resulting from insulin secretion 
defects or insulin resistance. The global incidence of DM has been gradually increasing due to improvements in living 
standards and changes in dietary habits, making it a major non-communicable disease that poses a significant threat 
to human health and life. The pathogenesis of DM remains incompletely understood till now, and current pharma-
cotherapeutic interventions are largely inadequate, resulting in relapses and severe adverse reactions. Although DM 
is not explicitly mentioned in traditional Chinese medicine (TCM) theory and clinical practice, it is often classified as 
“Xiaoke” due to similarities in etiology, pathogenesis, and symptoms. With its overall regulation, multiple targets, and 
personalized medication approach, TCM treatment can effectively alleviate the clinical manifestations of DM and pre-
vent or treat its complications. Furthermore, TCM exhibits desirable therapeutic effects with minimal side effects and a 
favorable safety profile. This paper provides a comprehensive comparison and contrast of Xiaoke and DM by examin-
ing the involvement of TCM in their etiology, pathogenesis, treatment guidelines, and other relevant aspects based on 
classical literature and research reports. The current TCM experimental research on the treatment of DM by lowering 
blood glucose levels also be generalized. This innovative focus not only illuminates the role of TCM in DM treatment, 
but also underscores the potential of TCM in DM management.
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Background
According to the 10th edition of the Global Diabetes 
Map, 537 million adults were diagnosed with diabe-
tes mellitus (DM) worldwide in 2021, and this number 
is expected to rise to 643 and 783 million in 2030 and 
2045, respectively [1]. A recent study on the preva-
lence and treatment of DM in China between 2013 and 
2018 revealed that the prevalence in Chinese adults had 
increased from 10.95 to 12.4%. This trend is thought 
to be dues to an overall rise in DM risk factors, such as 
unhealthy diets, lack of physical activity, smoking, alcohol 
consumption, and obesity and overweight [2, 3]. Stud-
ies have demonstrated that Chinese people have weaker 
β-cell functionality and a high prevalence of obesity that 
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is concomitant with insulin resistance (IR), contributing 
to the weak β-cell function which leads to an increase 
in the prevalence of DM [4]. The classification of DM 
includes type 1 (T1DM), type 2 (T2DM), or gestational 
(GDM), as well as distinct forms such as type 3 (T3DM) 
and type 3c (T3cDM) DM. T2DM accounts for 90% of all 
DM cases in the Chinese population. According to the 
Guidelines for the Prevention and Treatment of Type 2 
Diabetes Mellitus in China (2020 Edition), the awareness 
(36.5%), treatment (32.2%), and control rates (49.2%) of 
DM in China have improved; however, those percentages 
remain relatively low [5].

The treatment strategy for DM is not only limited to 
reducing blood glucose, but also includes the control of 
blood pressure, blood lipids, and body weight; antiplate-
let therapy; and lifestyle improvement. Treatment should 
follow the principles of individualized medicine; how-
ever, the current hypoglycemic drugs are both unsatisfac-
tory in their therapeutic effects and not well-tolerated, 
and they cannot meet the needs of personalized treat-
ment. The merits of TCM include treatment based on 
syndrome differentiation and a holistic view. Results from 
drug therapy, acupuncture, moxibustion, diet control, 
and other affiliated therapies, sufficiently demonstrate 
the efficacy of TCM in the overall regulation and treat-
ment of multiple targets and in providing personalized 
medication. TCM can significantly ameliorate the clini-
cal symptoms of DM and effectively prevent and treat its 
complications, which has been a common strategy for 
managing chronic metabolic disorders typified by DM.

No relevant description of DM can be found in TCM 
theory and clinical practice. Therefore, DM is often clas-
sified as “Xiaoke”. However, despite similarities between 
Xiaoke and DM regarding etiology, pathogenesis, and 
symptoms, the two diseases are not identical. Previous 
studies have frequently addressed Xiaoke and DM, but 
a comprehensive comparison of their similarities and 
differences has been lacking. Drawing on classical lit-
erature and contemporary research on TCM’s efficacy in 
treating these conditions, this paper presents theoretical 
considerations, methodological innovations, and clinical 
applications as the epistemological foundations of TCM 
treatment for Xiaoke and DM. This is not only illumi-
nates the role of TCM in DM treatment, but also under-
scores the potential of TCM in DM management.

DM stemming from Xiaoke based on TCM 
principles
According to TCM theory, DM falls under the category 
of Xiaoke. Xiaoke, the disease was first named in The 
Yellow Emperor’s Inner Classic (Huang Di Nei Jing) [6]. 
The character pattern and meaning of Xiaoke indicate 
that the disease is closely related to water metabolism. 

Patients suffering from this condition experience dry 
mouth, abnormal water distribution within their body, 
and pathological changes in their metabolism [7]. In the 
medical practices of past dynasties, TCM physicians 
deepened their understanding of Xiaoke and gradually 
developed a more comprehensive understanding of its 
etiology, pathogenesis, diagnosis, and treatment.

Pre‑Qin and Han dynasties (pre‑A.D.220): academic origin 
of Xiaoke
In the Yin and Shang dynasties, oracle bone inscrip-
tions described the “urinary disease”, which is probably 
the earliest record of “Xiaoke” [8]. The earliest medical 
book, Prescriptions for Formulas for Fifty-two Diseases 
(Wu Shi Er Bing Fang), details the symptoms associated 
with Xiaoke. Huang Di Nei Jing not only classified and 
named this disease but also provided additional records 
on its clinical symptoms, etiology, treatment, progno-
sis, and taboos practices, which indicates a theoretical 
foundation for preventing Xiaoke and the emergence 
of dietary therapy in later generations. Jin Gui Yao Lve 
represents the pioneering application of syndrome dif-
ferentiation in TCM treatment for Xiaoke, which has 
continued to inform modern therapeutic strategies.

Wei, Jin, Sui, and Tang dynasties (A.D.220 to A.D.907): 
academic development of Xiaoke
The Ancient and Modern Records of Proven Formulas 
(Gu Jin Lu Yan Fang) was the first to record patients 
with Xiaoke who had sweet urine, which was a break-
through in the diagnosis of Xiaoke [9]. Arcane Essen-
tials from the Imperial Library (Wai Tai Mi Yao) quoted 
from Gu Jin Lu Yan Fang and elaborated on the charac-
teristics of Xiaoke, and divided it into three categories: 
Xiaoke, Xiaozhong and Xiaoshen [10].

The five dynasties and Liao and Song dynasties (A.D.907 
to A.D.1115): academic accumulation period of Xiaoke
Official medical books of the Song dynasty such as For-
mulas from Benevolent Sages Compiled during the Taip-
ing Era (Tai Ping Sheng Hui Fang) and Comprehensive 
Recording of Divine Assistance (Sheng Ji Zong Lu) con-
tain a plethora of theories and prescriptions that have 
been used in the treatment of Xiaoke. Tai Ping Sheng 
Hui Fang first explicitly proposes the term "Sanxiao", 
which are respectively for Xiaoke, Xiaozhong, and 
Xiaoshen, including modern Shangxiao (focus on the 
lungs), Zhongxiao (focus on the stomach), and Xiaxiao 
(focus on the kidneys) [11–13].
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Jin and Yuan dynasties (A.D.1115 to A.D.1368): academic 
contention period of Xiaoke
During the Sui and Tang dynasties, the kidneys were 
deemed the main target for the treatment of Xiaoke. In 
contrast, in the Song, Jin, and Yuan dynasties, it was pro-
posed that the disease should be located according to the 
Sanxiao term. The most prominent medical teachers in 
the Jin and Yuan dynasties were Liu Wansu, Zhang Con-
gzheng, Li Dongyuan, and Zhu Danxi, who presented 
unique perspectives on the comprehension and treat-
ment of Xiaoke. [14–17].

Ming and Qing dynasties (A.D.1368 to A.D.1912): blooming 
academic period of Xiaoke
New classification methods have emerged, for example, 
Zhang Jingyue classified Xiaoke as Yinxiao and Yangxiao 
while Qin Jingming broadly classified Xiaoke due to exog-
enous affection and internal damage [18]. Furthermore, 
the efficacy of Xiaoke treatment has been significantly 
enhanced by establishing a syndrome differentiation-
based therapeutic system that advocates for warming 
and nourishing kidney Yang, as well as increasing the 
application of Qi and blood theory in Xiaoke treatment. 
In terms of nursing care for Xiaoke, Fang Yu in the Ming 
dynasty especially pointed out that patients with Xiaoke 
should “drink more water freely” [19].

The Republic of China (A.D.1912 to A.D.1949): academic 
collision period between Xiaoke and DM
The concept of diabetes mellitus (DM) in Western medi-
cine (WM) was first introduced to China during the 
Republic of China era. In TCM, it is believed that DM 
corresponds to Xiaoke symptoms, which may have origi-
nated from the Records of Chinese Medicine with Refer-
ence to Western Medicine (Yi Xue Zhong Zhong Can Xi 
Lu), written by Zhang Xichun [20]. Zhang created a novel 
prescription named the Zicui decoction, which trans-
formed the pancreatic lesions recognized at that time 
into “involving the spleen, thereby affecting the lung and 
kidney.” During the Republic of China period, the treat-
ment method continued to be based on Xiaoke and fol-
lowed traditional Xiaoke treatment experiences [21].

Modern times (A.D.1949 to present): the initial academic 
period considering Xiaoke and DM
Professor Tong Xiaolin’s "type-stage-syndrome differenti-
ation" method, which combines disease with syndromes, 
is widely used in DM or Xiaoke treatment [22]. Yue Ren-
song et al. proposed a classification of DM and its com-
plications into three stages: early, middle, and late. Zhou 
Kai et al. divided the occurrence and development of DM 

into four stages: primitive, prodromal, diabetic, and ret-
rogressive. In addition, the authors also put forward the 
theory of combining physiques with stages [23].

In TCM, Xiaoke is considered the initial etiology of 
DM, and the systematic understanding of DM in TCM 
starts from Xiaoke (summarized in Fig.  1). Modern 
TCM views Yin deficiency and dry heat as the primary 
pathogeneses of DM, with Yin deficiency being the cause 
and dry heat being the outer phenomenon. The specific 
details will be further elaborated in the following section.

The role of TCM in the etiology and pathogenesis 
of DM
Etiology of DM according to TCM
Understanding the etiology of DM began with a discus-
sion of Xiaoke in Huang Di Nei Jing. Considering the 
research and summaries of physicians in past dynas-
ties, the etiology of Xiaoke is divided into hereditary 
and acquired factors. Hereditary factors, namely genetic 
factors, include weakness of the organs and insufficient 
endowment; acquired factors are classified as exogenous 
affections and internal damage. The primary etiological 
factors of exogenous affection include wind, cold, heat, 
dampness, dryness and fire. Conversely, the primary 
causes of internal damage are uncontrolled diet and 
indulgence in sexual activities that lead to the depletion 
of kidney essence, as well as emotional disorders.

Pathogenesis of DM according to TCM
Pathogenesis of the internal organs (Sanxiao theory)
Sanxiao is classified according to the location of dis-
eased internal organs. Shangxiao indicates afflictions in 
the lungs and heart, Zhongxiao pertains to disorders in 
the spleen, stomach, liver, and gallbladder, while Xiaxiao 
denotes issues with the kidneys and bladder.

The Shangxiao pathogenesis is typically heart fire and 
lung dryness. Zhongxiao is characterized by spleen heat 
and liver Qi stagnation. Patients with Zhongxiao exhibit 
increased appetite and frequent hunger due to heat stag-
nation in the spleen and stomach. The primary patho-
genesis of Xiaxiao is attributed to kidney deficiency. 
Therefore, compromised renal function in DM patients 
is not only a pathogenic factor but also a pathological 
outcome. Heat syndrome in the upper energizer causes 
thirst in patients resulting in hyperhydration, and the 
deficiency of Yin brings internal heat to the lower ener-
gizer, resulting in polyuria [24].

Pathogenesis theory of Qi, blood, and bodily fluids
Qi, blood, and bodily fluids are generated by internal 
organs and physiological processes. These substances 
serve as the foundation for human life activities. Accord-
ing to the theories of body fluid and Qi and blood, 
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pathological changes in these substances play a crucial 
role in the development of Xiaoke.

The theory of bodily fluids describes “bodily fluids” 
as a collective term to represent all forms of water and 
fluids in the body, including the fluid within the internal 
organs, bodies, and orifices and their normal secretions. 
Xiaoke’s pathogenesis can be attributed to insufficient 
bodily fluids or impaired transport and transformation 
thereof. Bodily fluid metabolism is closely linked with all 
internal organs; dysfunction in any one organ may result 
in abnormal metabolism and subsequent complications.

The theory of Qi and blood stipulate that Qi and blood 
are the essential elements that constitute the human body 
and maintain human life activities. They originate from 
the five organs and serve as a power source for all inter-
nal physiological functions. According to Xiaoke patho-
genesis, Yin deficiency is fundamental while dryness-heat 
is incidental. Overconsumption of Qi can deplete Yin and 
negatively impact organ function. If left uncorrected for 

an extended period, this condition may result in a defi-
ciency of Qi and blood, as well as impaired organ func-
tion, ultimately impacting the circulation of Qi and blood 
[25].

Modern theory: stage‑type theory
The "stage-syndrome differentiation" method is com-
monly employed by scholars to categorize the stages and 
syndromes of DM. For example, Professor Tong Xiao-
lin divided DM into two categories, Pidan and Xiaodan. 
Obesity-related DM (obesity-DM) is in the Pidan cate-
gory, which is common in patients with DM at this stage. 
While the typical development process of obesity-DM 
follows an “obesity or overweight-Pidan-Xiaoke/DM-Xia-
oke complications” pathway, corresponding to most cases 
in T2DM. Emaciation DM falls under the Xiaodan cate-
gory and encompasses T1DM, type 1.5 diabetes (LADA), 
and certain cases of T2DM in modern medicine. The 
pathogenesis underlying this form of DM is characterized 

Fig. 1  DM stemming from Xiaoke based on TCM principles
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by "Xiaodan-Xiaoke/DM-Xiaoke complications". Pres-
ently, the Guidelines for Clinical Evidence-Based Practice 
of TCM in Diabetes classify DM into three stages: pre-
DM, DM, and DM complications [26].

Pre‑DM stage
The pre-diabetes mellitus stage encompasses Qi, blood, 
phlegm, fire, dampness and food that contribute to the 
development of the disease. Impaired digestion is the 
foundation for Qi stagnation. Prolonged consumption 
of fatty, sweet and pungent foods or chronic spleen defi-
ciency can lead to reduced digestive function in both the 
spleen and stomach resulting in abdominal distension. 
Stagnation in the spleen and stomach generates phlegm, 
which transforms into heat and eventually develops into 
Pidan. Emotional frustration rapidly induces stagnation 
of liver Qi, whose function is to regulate the flow of Qi. 
With stagnant liver Qi, blood circulation is impeded and 
body fluid circulation becomes poor, leading to inter-
nal organ stagnation and ultimately resulting in phlegm 
dampness. Phlegm dampness may lead to spleen dysfunc-
tion, resulting in Pidan. According to modern medical 
experts, complications during the pre-diabetes stage are 
typical of the Pidan category. Although early syndromes 
of DM vary, Yin deficiency and dry heat are considered 
the main manifestations [27].

DM stage
DM is characterized by heat, deficiency, Qi stagnation 
and food indigestion that is later converted to heat. It 
involves internal organs, primarily liver and stomach 
heat, as well as lung and intestinal heat. If the dryness-
heat lingers for an extended period, it eventually leads to 
a deficiency of Qi, blood, Yin, and Yang [28].

In the TCM clinical practice, DM is classified as dry-
ness-heat caused by deficiencies in Yin, both Qi and Yin, 
or both Yin and Yang, which corresponds to the early, 
middle, and late stages of DM, respectively. Among these 
classifications, the Qi and Yin deficiency corresponds to 
the main stage of DM. The pathogenesis of DM can be 
divided into deficiency and excess syndromes. The for-
mer manifests as Qi, Yin, and Yang deficiency while the 
latter primarily manifests as blood stasis and phlegm 
turbidity.

DM chronic complication stage
Types of common chronic DM complications are dia-
betic foot (DF), diabetic nephropathy (DN), diabetic 
peripheral neuropathy (DPN), and diabetic retinopathy 
(DR). Tong Xiaolin et al. suggested that most complica-
tions occur in the stage of “damage” [29]. At this stage, 
deficiency of Qi and Yin, water dampness, phlegm tur-
bidity, and blood stasis are intertwined, and the flow of 

Qi and blood are turbulent; thus, pathogenic factors 
block the vessels, which is the key pathogenesis of early 
complications of DM [30]. The pathogenesis of the vari-
ous complications differs. Deficiency in Qi and Yin is the 
underlying cause of DF, while dryness-heat, blood sta-
sis, and phlegm turbidity are incidental factors [31]. DN 
results from a combination of deficiency in both Qi and 
Yin with blood stasis [32]. DPN can be attributed to fun-
damental deficiency along with incidental excess in blood 
stasis and phlegm turbidity [33]. DR is caused by a defi-
ciency in Yin [34]. However, the integration of the organs 
and imbalances in Qi and blood functions can exacerbate 
the “damage”. Therefore, it is crucial to prevent and treat 
early complications of DM holistically by regulating the 
five organs to restore body functions [35].

In summary, the systemic understanding of DM in 
TCM varies from local to general disease location and 
various stage-syndrome classifications. The disease 
location, course, etiology, and pathogenesis of DM are 
systematized and comprehensive. The systematic under-
standing of DM in TCM begins with Xiaoke. With exten-
sive knowledge of pathogenic factors, such as phlegm 
dampness, blood stasis, and emotion, a holistic under-
standing of the pathogenesis and changes in Qi, blood, 
and bodily fluids has been achieved (summarized in 
Fig.  2). Treatment based on syndrome differentiation in 
Xiaoke has advanced from a discussion of the treatment 
of Sanxiao to the whole. Moreover, from the perspective 
of Qi, blood, bodily fluids, and emotions, starting from 
aspects of blood stasis, phlegm dampness, dampness-
heat, and emotion, the treatment of DM is considered 
more comprehensively and a regimen based on syndrome 
differentiation has been established. In modern times, 
TCM incorporates WM diagnoses and pharmacological 
therapies, and the diagnosis of DM is based on the stage-
syndrome classification. Although scholars have classi-
fied Xiaoke or DM according to the stage-type disease 
development process, its pathogenesis is summarized as 
Yin deficiency and dry heat.

TCM treatment guidelines for DM
With the deepening understanding of the etiology and 
pathogenesis of DM in TCM, its treatment guidelines are 
gradually improved. The treatment guidelines are refined 
based on the pathogenesis described by Sanxiao theory, 
Qi, blood, and bodily fluids theory and stage-type theory.

Treatment based on internal organs/Sanxiao
The primary pathogenesis of Xiaoke is attributed to 
Yin and body fluid deficiency as well as excessive dry-
ness-heat. Therefore, its treatment principle involves 
clearing heat, moistening dryness, nourishing Yin and 
generating fluids. According to the distinct pathological 
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characteristics of Shangxiao, Zhongxiao, and Xiaxiao, 
ancient physicians proposed the following treatment 
principles: When treating patients with Shangxiao, it 
is appropriate to moisten their lungs while simultane-
ously clearing the heat in their stomach. When treating 
patients with Zhongxiao, it is preferable to clear the heat 
in their stomach while also nourishing their kidneys. 
Finally, when treating patients with Xiaxiao, it is suitable 
to nourish their kidneys and tonify their lungs.

Treatment based on Qi, blood, and bodily fluids
Xiaoke is regarded as a disorder of Qi function that 
disrupts the normal flow of Qi and blood, leading to 
excessive dryness-heat in the body. This results in fluid 
depletion, causing turbulent blood circulation and ves-
sel blood stasis. The primary treatment principle focuses 
on replenishing Qi, promoting blood circulation, elimi-
nating blood stasis, clearing heat, resolving phlegm, and 
strengthening spleen dampness [36, 37].

Treatment based on stages
Pre-DM stage: Depression syndrome such as liver 
depression and Qi stagnation, and stagnation of spleen 
and stomach Qi may occur. The three major treatment 
strategies to restore a normal distribution of liver Qi 
and homeostatic function of ascending and descending 
spleen and stomach Qi are regulating liver Qi, strength-
ening spleen Qi, and lowering stomach Qi [38].

DM stage: DM primarily involves stagnated heat and 
deficiency syndromes. At this stage of heat, the treat-
ment methods in addition to clearing away heat and 
purging fire, should be nourishing Qi and Yin [39]. In the 
deficiency stage, the treatment method is to clear heat, 
activate blood circulation, replenish Qi, and nourish 
the blood. The method that entails strengthening body 

resistance and correcting deficiency should be applied 
appropriately according to each case.

DM chronic complication stage: This DM stage is 
similar to the “damage” described by Xiaolin et  al., 
which is characterized by several types of complica-
tions. In DF, the predominant syndrome is the defi-
ciency of both Qi and Yin, which should be treated 
by replenishing Qi, nourishing Yin, activating blood 
circulation, and removing blood stasis [32]. For DN, 
the deficiency in Qi and Yin should be addressed by 
simultaneously stimulating both Qi and Yin [40]. The 
primary treatment for DPN involves promoting blood 
circulation and removing obstruction in the collaterals 
[39]. As for DR, treatment strategies include replenish-
ing Qi, nourishing Yin, tonifying the liver and kidneys, 
promoting blood circulation, removing blood stasis, 
dispelling pathogenic wind, and brightening the eyes 
[41].

The initial stage of the disease is characterized by a 
combined depression in different aspects. The use of 
pungent and bitter herbs for dispersion and purgation, 
respectively, facilitates Qi flow and resolves phlegm. 
Prolonged depression can transform into heat. For 
patients with stagnant heat in the liver and stomach, it 
is more effective to alleviate depression and clear heat 
in the stomach. For those with excessive heat, bitter 
and sour drugs are recommended for glucose control. 
Dryness-heat can impair Yin and eventually lead to Qi, 
blood, Yin, and Yang deficiencies. Therefore, reinforc-
ing Qi, nourishing blood, replenishing Yin, tonifying 
Yang, and moistening dryness are necessary.

The treatment guidelines for DM are gradually 
improving due to the continuous development and syn-
ergy between TCM and WM, which can vary depend-
ing on the patients during some stages of DM. Thus, 
treatment guidelines and strategies focus on alleviating 
deficiency and dryness-heat to nourish Yin and restore 
fluids regardless of the condition, DM or Xiaoke.

Fig. 2  The role of TCM in the etiology and pathogenesis of DM
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Similarities and differences between Xiaoke 
and DM
There are similarities between Xiaoke and DM in the def-
initions, classifications, etiology, pathogenesis, diagnosis, 
and treatment, although not entirely consistent.

In terms of disease name definitions and classifications, 
Xiaoke is a TCM term that refers to a condition charac-
terized by polydipsia, polyuria, polyphagia, weight loss, 
asthenia, and sweet urine, which is classified as Shangx-
iao, Zhongxiao, and Xiaxiao. DM is a WM disease name, 
referring to a chronic metabolic disorder characterized 
by hyperglycemia and caused by absolute or relative 
insufficient secretion of insulin and/or IR, which is classi-
fied into the pre-DM, DM, and DM chronic complication 
stages.

Although both conditions are related to factors such 
as heredity, diet, and exogenous damage to the body and 
emotion, the etiology of TCM is thought to involve all 
factors causing an imbalance in Yin and Yang. The etiol-
ogy of Xiaoke includes hereditary factors such as insuf-
ficient endowment and weakness of the five zang-organs, 
acquired factors such as improper diet resulting in the 
accumulation of heat and damage to bodily fluids, dis-
ordered emotions causing the poor function of Qi, and 
excessive physical and sexual activities. The exogenous 
etiology of DM is more specific and includes risk factors 
such as an unhealthy diet, insufficient physical exercise, 
smoking, and alcohol consumption. IR is confounded by 
risk factors such as being overweight or obese.

Regarding the pathogenesis, dryness-heat caused by a 
deficiency in Yin is apparent in both diseases; however, 
DM is a complex metabolic condition. In the early stages 
of DM, there is typically no Yin deficiency, some patients 
with DM do not have common symptoms such as “three 
mores and one less” (polydipsia, polyphagia, polyuria, 
and weight loss).

In terms of diagnosis, Xiaoke is based on the presence 
of “Sanxiao” symptoms in patients. Early in the disease 
progression, typical Xiaoke manifestations include “three 
mores and one less” or sweet urine, similar to T1DM; 
during the pathological state, thirst and the desire to 
drink as well as frequent urination become the more 
prevalent symptoms, as in diabetes insipidus, hyperthy-
roidism, hyperaldosteronism, mental polydipsia, and 
polyuria, and other diseases in modern medicine [42]. 
Therefore, Xiaoke can only be diagnosed when patients 
with DM present with symptoms like “three mores and 
one less” [43]. The diagnostic criteria of DM include 
hyperglycemia and urinary glucose as the gold stand-
ard. The initial stage of DM consists of the excess syn-
drome and is characterized by “slow and stagnated Qi 
in the spleen and abnormal digestion and transporta-
tion,” which is related to Pidan. It progresses to Xiaoke 

when the “three mores and one less” symptoms appear, 
in association with “Xiaozhong,” kidney dryness, Gexiao, 
and “Xiaoke”. The “Xiaoke” stage is the progression from 
excess to deficiency or a mixture of poverty and excess, 
and the basic pathogenesis is dryness-heat due to a lack 
of Yin. During the DM complication stage, the organs 
are impaired and exhibit carbuncles, abscesses, and cat-
aracts. These chronic complications of DM are remark-
ably similar to those of Xiaoke. Many patients do not 
have symptoms in the early stage, but their blood glucose 
is elevated when measured during physical examina-
tion. If the disease progresses to a Xiaoke state of “three 
mores and one less”, most patients would be diagnosed 
with middle or late stage-DM; thus, Xiaoke cannot be 
compared to modern DM. For DM, in the initial stage of 
TCM, the “syndrome differentiation of Sanxiao” is mainly 
used, and then the “symptom stage-type” is established 
[22]. Although this varies among individuals, the general 
treatment methods for Xiaoke involve removing heat, 
nourishing Yin, invigorating Qi, promoting bodily fluid 
production, benefiting Yin, supporting Yang, promoting 
blood circulation, and removing blood stasis. However, 
DM is treated with hypoglycemic Chinese and West-
ern medicines. Although Xiaoke and DM overlap, they 
cannot be considered the same condition owing to the 
incongruency between them. A diagnosis of DM cannot 
replace a diagnosis of Xiaoke. The foundation and simi-
larities and differences between Xiaoke and DM accord-
ing to TCM are summarized in Fig. 3.

Research advances in the mechanism of TCM 
treatment for DM
Modern research studies have shown that IR is the core 
mechanism of DM pathogenesis and it plays a vital role 
in the formation of DM. IR refers to a decrease in the 
effect of insulin on its target tissues, such as the brain, 
heart, liver, kidney, and skeletal muscle. The factors caus-
ing IR include: inflammation of the central nervous sys-
tem, increased inflammation mediated by macrophages, 
increased concentrations of tumor necrosis factor (TNF-
α), activation of the nuclear factor-κB (NF-κB) path-
way, altered mitochondrial dynamics, increased levels 
of circulating fatty acids, and lipid accumulation in the 
muscles and liver [44–49]. Experimental studies have 
also shown that TCM reduces IR through multi-target 
action and has an apparent advantage in treating DM and 
chronic complications. Modern research findings pro-
vide crucial theoretical support and a clinical basis for 
the clinical application of TCM. Its mechanism of action 
can be summarized as either stimulating β cells to secrete 
insulin or increasing the number of insulin receptors, 
improving responsiveness and affinity, or inhibiting the 
secretion of insulin antagonists and promoting glucose 



Page 8 of 22Meng et al. Chinese Medicine           (2023) 18:75 

degradation, which ultimately improves IR. TCM treat-
ment for DM can effectively control blood glucose and 
reduce target organ damage by alleviating the effects 
of IR [50]. TCM in the treatment of DM includes many 
means, such as single Chinese herbal medicine, TCM 
compound, traditional chinese patent medicines and sim-
ple preparations, chinese medicine external treatment, 
acupuncture and moxibustion, and sports therapy (also 
including Taijiquan and Baduanjin). Chinese herbal med-
icines that are medicine and food homologies, such as 
Astragali Radix, Ginseng Radix et Rhizoma, Rehmanniae 
Radix, Coptidis Rhizoma, and their proven prescriptions, 
small compound prescriptions, active parts, and mono-
mer components, have unique advantages for safety and 
effectiveness in the treatment of DM, which have been 
commended in recent years. Specific research examples 
are described below.

Study on a single Chinese herbal medicine
The compositions of Chinese herbal medicines are com-
plex. Chemical compositions and pharmacological activ-
ity of these medicines have been studied in the treatment 
of DM, combined with modern separation and analy-
sis methods. Studies have mainly focused on Astragali 
Radix, Ginseng Radix et Rhizoma, Rehmanniae Radix, 
Pueraria Lobata Radix, Trichosanthis Radix, Dioscoreae 
Rhizoma, Coptidis Rhizoma, Mori Folium, Codonop-
sis Radix, and Ophiopogonis Radix. The details are as 
follows:

Astragali Radix is the dried root of Astragalus mem-
eranaceus (Fisch.) Bge. Var. mongholicus (Bge.) Hsiao or 
Astragalus membranaceus (Fisch.) Bge., which has the 
following functions: lowers blood glucose, lowers lipids, 
has an anti-inflammatory effect, and improves islet func-
tion [51]. The main active ingredients are polysaccha-
rides, saponins, flavonoids, and triterpenes. Astragalus 
polysaccharide can reduce glycosylated hemoglobin 
levels, blood glucose, and serum insulin. It can decrease 
the level of endoplasmic reticulum stress, improve the 
functional morphology of islets, and increase the num-
ber of islet β cells in DM rat models, to inhibit or delay 

apoptosis of the islet and protect its function. Astraga-
loside IV in Astragali Radix can reduce blood glucose, 
increase insulin sensitivity, and improve IR [52]. It also 
has a specific protective effect on the kidneys and can 
reduce DN fibrosis [53]. It can also increase the activity 
of fork-head box transcription factor 1 by inhibiting the 
phosphatidylinositol 3-kinase (PI3K)/protein kinase B 
(Akt) signaling pathway, which slows down the injury of 
renal tissue in patients with DM [54, 55]. Astragaloside 
IV can improve renal function and morphology of DM 
KK-Ay mice [56]. Astragali Radix can enhance immune 
functions [57] and can improve renal injury in DN by 
interfering with signal transduction and inflammatory 
reactions [58].

Ginseng Radix et Rhizoma is the dried root and rhi-
zome of Panax ginseng C. A. Mey., which has pharmaco-
logical effects, such as enhancing learning and memory, 
strengthening the heart, anti-shock properties, enhanc-
ing immune function, and delaying aging. The main 
components are saponins, polysaccharides, polypep-
tides, and glycopeptides. Ginsenoside can improve the 
action of insulin; thus, lowering blood glucose. Ginseng 
glycopeptide (GGP) plays a hypoglycemic role by restor-
ing the function of pancreatic β cells in DM rat models, 
reducing IR and glycolipid metabolism disorder, promot-
ing liver glycogen synthesis, scavenging free radicals, 
and enhancing anti-lipid peroxidation [59, 60]. Ginse-
noside Re can also selectively promote enzyme activity 
in the islet β cell plexus and acetylcholinesterase (AchE) 
activity in the hippocampus, thereby contributing to the 
prevention of DM [61]. Similarly, Ginsenoside Rh2 can 
stimulate nerve endings to release acetylcholine, activat-
ing islet cell M receptors and promoting insulin secre-
tion. In alloxan DM mice treated with Ginsenoside Rb3, 
the degree of damage to the islet tissue was reduced, and 
cell morphology and structure were normal. In addi-
tion, Ginsenoside Rb1 also enhances the activity of islet 
β cells [62]. Ginseng Radix et Rhizoma improve hepato-
cyte glycogen synthesis, promote glucose utilization, and 
reduce gluconeogenesis, thereby lowering blood glucose 
[62]. The Ginseng aqueous extract can also regulate the 

Fig. 3  Similarities and differences between Xiaoke and DM based on TCM principles
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mutual transformation of sugar and fat [63]. Further, the 
hypoglycemic movement of ginseng glycopeptide (GGP) 
is achieved by binding with a β-adrenoceptor to trigger 
the cyclic adenosine monophosphate (cAMP) signaling 
pathway and then promote aerobic glycolysis of mito-
chondrial glucose [64]. Ginseng polysaccharide GH1 can 
upregulate insulin release and increase plasma insulin 
levels in normal mice [65].

Rehmanniae Radix is the dried root tuber of 
Rehmannia glutinosa Libosch., which can lower blood 
glucose, protect the heart and liver, boost immunity, 
and provide an anti-tumor effect. Its main components 
include iridoids, phenylethanol glycosides, and saccha-
rides [66, 67]. Catalpol, a component of raw Rehmanniae 
Radix, can effectively reduce blood glucose, protect islet 
cells, and increase insulin secretion in DM mice [68], as 
well as increase serum insulin levels, attenuate IR, allevi-
ate inflammatory injury caused by DM and its metabo-
lites [69], regulate lipid metabolism, and reduce the levels 
of cholesterol and triacylglycerol caused by a high-fat 
diet [70–72]. It can also effectively decrease fasting blood 
glucose (FBG) levels and 24 h urinary albumin excretion 
rate in T2DM mice models, ameliorate the pathological 
state of kidneys, reduce the damage to renal cells, protect 
the kidney [73, 74]. Both raw and processed Rehmanniae 
Radix can reduce blood glucose levels in T2DM mice 
models, prevent pathological damage and fibrosis in the 
pancreas, kidneys, and liver, and reduce inflammatory 
reactions. However, the mechanisms for regulating multi-
organ energy metabolism and exerting anti-inflammatory 
effects to alleviate the symptoms in DM mice vary [75].

Pueraria Lobata Radix is the dried root of Pueraria 
lobata (Willd.) Ohwi, which effectively lowers blood lev-
els of glucose, pressure, and lipids and enhances antioxi-
dation. It comprises isoflavones, triterpenes, saponins, 
and polysaccharides [76]. Pueraria Lobata Radix plays a 
hypoglycemic role by protecting islet β cells, improving 
liver function, and activating the Akt pathway down-
stream of insulin receptors [77]. Pueraria can also reduce 
the levels of blood glucose and lipids in DM rats, inhibit 
IR, enhance the sensitivity of surrounding tissues to insu-
lin, and promote insulin secretion by islet β cells. It can 
inhibit the expression of hepatic acetyl coenzyme A car-
boxylase (ACC) mRNA, alleviate IR in T2DM mice by 
regulating the hepatic ACC signaling pathway, and fur-
ther promote glucose and lipid metabolism.

Trichosanthis Radix is the dried root of Trichosanthes 
kirilowii maxim. or Trichosanthes rosthornii Herms is 
an essential drug for treating DM and has pharmaco-
logical effects, such as anti-tumor, anti-virus, enhancing 
immunity, and lowering blood glucose levels. It mainly 
consists of trichosanthin (TCS), trichosanthes kirilowii 
lectin (TKL), and trichosanthin polysaccharide. TCS can 

prevent or treat DM by regulating the functional imbal-
ance of Th1/Th2 cells. TKL improves the body’s antioxi-
dant ability and regulates glucose and lipid metabolism 
[78].

Dioscoreae Rhizoma is the dried rhizome of Dioscorea 
opposita Thunb, whose effects include hypoglycemic, 
hypolipidemic, and antioxidant. The components are 
polysaccharides, Dioscoreae Rhizoma compounds, and 
amino and fatty acids [79]. Dioscoreae Rhizoma polysac-
charides have the functions of reducing blood glucose 
levels, promoting insulin secretion, protecting islet func-
tion, and regulating lipid metabolism disorder in DM 
mice [80–82]. In DM mice models, it can reduce blood 
glucose levels induced by alloxan and exhibits a specific 
concentration of dependence. Moreover, Dioscoreae Rhi-
zoma can effectively regulate cholesterol levels, triacyl-
glycerol, and other related blood lipid indicators [83]; as 
well as reduce blood glucose levels, increase C-peptide 
values, and treat DM by increasing insulin secretion and 
improving the function of damaged islet β cells in DM 
rats [84]. It is also involved in the regulation of blood glu-
cose, lipids, and antioxidation, and can improve insulin 
sensitivity [85].

Coptidis Rhizoma is the dried rhizome of Coptis chin-
ensis Franch., Coptis deltoidea C.Y. Cheng et Hsiao or 
Coptis teeta Wall., and functions in reducing blood glu-
cose levels, regulating blood lipids, and anti-inflamma-
tory effects. Alkaloids, coumarins, lignans, flavonoids, 
terpenoids, and polysaccharides are the main com-
ponents. Berberine can reduce blood glucose, inhibit 
IR, enhance insulin sensitivity of surrounding tissues, 
promote insulin secretion, reduce lipids, cause anti-
inflammation and antioxidation, reduce the production 
of advanced glycation end products, promote the secre-
tion of glucagon-like peptide-1 (GLP-1), and increase 
the number of islets β cells [86, 87]. Furthermore, it can 
reduce liver IR through the miR-146b/SIRT1 pathway. It 
can also ameliorate hyperglycemia and hyperlipidemia in 
T2DM rats, reduce IR of the target tissue, and promote 
insulin secretion in islet β cells. Berberine can also pre-
vent IR by increasing glucose consumption in a culture 
medium, increasing intracellular glycogen content, and 
upregulating leptin receptor mRNA expression levels of 
HepG2 cells.

Mori Folium is the dried leaves of Morus alba L., and 
functions in lowering blood glucose, regulating blood 
lipids, clearing away oxygen free radicals, and anti-virus 
activities. Its main components are flavonoids and fla-
vone glycosides, polyphenols, and alkaloids. Mori Folium 
flavonoids can effectively reduce FBG and blood lipid 
levels. Insulin in T2DM rat models reduces the levels 
of serum free fatty acid (FFA) [88], inhibits apoptosis 
induced by FFA, improves energy homeostasis based on 
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the expression of adenylate kinase 2 (AK2) protein and 
peroxidase proliferator-activated receptor γ coactivator 
1α (PGC1α) protein, and has an anti-DM effect [60].

Codonopsis Radix is the dried root of Codonopsis pilo-
sula (Franch.) Nannf., Codonopsis pilosula Nannf. var. 
modesta (Nannf.) L. T. Shen or Codonopsis tangshen 
Oliv., which regulates blood glucose, enhances immu-
nity, has anti-hypoxia and anti-stress effects and delays 
aging. Its main components are saccharides, triterpe-
nes, steroids, alkaloids, lignanoids, and flavonoids [89]. 
Codonopsis polysaccharide can scavenge free radicals in 
vivo and in vitro [90, 91] and reduce the damage caused 
by oxygen free radicals to islet β cells by enhancing anti-
oxidant effects, protecting β cells, and attenuating IR, 
which reduces blood glucose levels in DM mice [92]. It 
can increase the cell proliferation ability of the diabetes 
vascular endothelial cell injury model, thereby inhibit-
ing DM vascular endothelial cell injury [93], and its joint 
silencing information regulatory protein 4 (SIRT4) can 
inhibit oxidative stress and mitochondrial apoptosis, thus 
inhibiting DM vascular endothelial cell apoptosis in vitro.

Ophiopogonis Radix is the dried root tuber of Ophi-
opogon japonicas (L.f ) Ker-Gawl., which can lower blood 
glucose levels, enhance immunity, delay skin aging, and 
provide anti-inflammation and anti-tumor effects. The 
main components are steroidal saponins, homoiso-
flavonoids, and polysaccharides. Ophiopogonis Radix 
polysaccharide can reduce blood glucose levels in mice 
with hyperglycemia induced by factors, such as glucose, 
adrenaline, and alloxan [94]; promote the transport and 
utilization of glucose by adipocytes, reduce FBG levels 
and inhibit IR in T2DM rats. It can also improve car-
diac function; enhance the sensitivity of T2DM rats to 
exogenous insulin and the content of hepatic glycogen 
and skeletal muscle glycogen in blood; and significantly 
reduce the renal failure index, urinary albumin excre-
tion rate, and pathological injury of pancreatic tissue in 
T2DM rats.

Prescription studies
Owing to the complexity of the patient’s condition and 
the diversity of the pathogenesis, single-agent prescrip-
tions have the disadvantage of limited efficacy and weak 
drug potency. TCM compound prescriptions under accu-
rate syndrome differentiation are more suitable for clini-
cal practice in complex pathogenesis and known diseases 
and syndromes. Classic compound prescriptions have 
promising therapeutic effects in DM, as described below.

Baihu decoction originates from the Treatise on Cold 
Damage (Shang Han Lun), written by Zhang Zhongjing 
in the Eastern Han Dynasty. It comprises Gypsum Fibro-
sum, Anemarrhenae Rhizoma, Glycyrrhizae Radix et 
Rhizoma Praeparata cum Melle, and non-glutinous rice. 

It functions by reducing heat, generating body fluids, 
regulating blood glucose and lipid metabolism, reduc-
ing islet cell load, alleviating IR, and promoting insulin 
sensitivity. Baihu decoction can enhance insulin sensitiv-
ity in T2DM rats [95], lower blood glucose and lipid lev-
els, improve glucose tolerance, reduce the level of serum 
inflammatory factors, and regulate liver lipid metabolism 
in T2DM rats by regulating insulin receptor substrate 1 
(IRS-1)/PI3K/Akt signaling pathways [96, 97]. Renshen 
Baihu decoction can also prevent the progression of DN 
[98].

Banxia Xiexin decoction comes from the Shang Han 
Lun, written by Zhang Zhongjing, and is composed of 
Pinelliae Rhizoma, Zingiberis Rhizoma, Scutellariae 
Radix, Coptidis Rhizoma, Ginseng Radix et Rhizoma, 
Jujubae Fructus, and Glycyrrhizae Radix et Rhizoma. 
It regulates the following: the liver and spleen function, 
blood glucose and lipid metabolism, gut microbiota, and 
neurotransmitters [99]. Banxia Xiexin decoction can 
improve the proliferation and differentiation of islet β 
cells, prevent their functional failure, alleviate IR, regu-
late blood [100]. It can also enhance insulin sensitiv-
ity by regulating various cytokines such as TNF-α and 
interleukin-6 (IL-6), which are secreted by adipose tissue 
and cellular factors, thereby alleviating the inflamma-
tory reaction and indirectly improving IR [101]. A high 
dose of Banxia Xiexin decoction can substantially reduce 
FBG levels and the IR index (IRI) [102]. There is no sig-
nificant difference in efficacy between this decoction and 
metformin.

Erchen decoction is derived from the Beneficial For-
mulas from the Taiping Imperial Pharmacy (Tai Ping 
Hui Min He Ji Jv Fang), written by Chen Shiwen in the 
Song Dynasty. It consists of Pinelliae Rhizoma, Peri-
carpium Citri Reticulatae, Poria, Glycyrrhizae Radix et 
Rhizoma Praeparata cum Melle, Zingiberis Rhizoma 
Recens, and Mume Fructus. It regulates Qi, resolves 
phlegm, reduces blood glucose, and produces an anti-
oxidation effect [103, 104]. Erchen decoction can alle-
viate the symptoms of T2DM in rats with nonalcoholic 
fatty liver disease (NAFLD) by regulating the SIRT1/
mitochondrial uncoupling protein 2 signaling pathway. 
Modified Erchen decoction can partially regulate blood 
glucose and lipid levels in DM rats with fatty liver disease 
and improve IR [105]. It can improve glucose tolerance, 
improve insulin sensitivity, and slow the progression of 
the pre-DM stage in patients. Further, this decoction can 
reduce body weight, inhibit IR, ameliorate blood glucose 
and lipids dysregulation, improve peripheral neuropathy, 
and promote the conduction velocity of sensory nerves 
and motor nerves in patients. It can also reduce high-risk 
cardiovascular factors, myocardial and renal function 
damage, and macro and microvascular diseases, as well 
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as delay the incidence and development of DM complica-
tions. Moreover, it can also modify insulin signal trans-
duction. Experimental studies (in vivo and in vitro) have 
reported that Erchen decoction and its modified pre-
scriptions can attenuate IR by acting on the IRS-1/PI3K/
Akt signaling pathways in hepatocytes [106].

The Yuquan pill is derived from Ren-zhai’s Direct Guid-
ance on Formulas (Ren Zhai Zhi Zhi Fang), written by 
Yang Shiying in the Song Dynasty. It comprises Pueraria 
Lobata Radix, Ophiopogonis Radix, Rehmanniae Radix, 
Schisandrae Chinensis fructus, Trichosanthis Radix, and 
Glycyrrhizae Radix et Rhizoma. It nourishes Yin, gener-
ates body fluid, relieves thirst and restlessness, invigor-
ates Qi and regulates the stomach, lowers blood glucose, 
reduces the cellular level of pro-inflammatory factors, 
protects endothelial cells, and scavenges free radicals 
[107]. The ingredients in the Yuquan pill have hypoglyce-
mic effects. Puerarin can improve blood glucose control 
in patients with T2DM and increase the body’s sensitiv-
ity to insulin. Ophiopogonis Radix polysaccharides can 
significantly inhibit blood glucose in insulin-depend-
ent-alloxan mice models, indicating a protective effect 
against islet β-cell damage caused by alloxan. Glycyrrhi-
zic acid and licorice flavonoids can inhibit α-glucosidase, 
delay the speed of intestinal absorption of glucose, and 
produce hypoglycemic effects. The hypoglycemic effect 
of Rehmannia polysaccharide in Radix Rehmanniae can 
have various mechanisms including glucose-dependent 
insulinotropic peptide and GLP-1 which promotes insu-
lin secretion. Glucose-dependent insulinotropic peptide 
improves insulin sensitivity, while GLP-1 can inhibit 
glucagon secretion and promote insulin secretion. TKL 
in Trichosanthis Radix has anti-lipolysis and other insu-
lin-like effects, and fructus Schisandra polysaccharides 
can regulate the expression of glucose transporter 4 
in the cell membrane by upregulating the levels of Akt, 
PI3K, and IRS1, which then play an anti-IR role. The 
ingredients of the six herbs in the Yuquan pill can play a 
hypoglycemic role by improving insulin sensitivity [108, 
109].

Danggui Liuhuang decoction comes from the Secrets 
from the Orchid Chamber (Lan Shi Mi Cang), written 
by Li Dongyuan in the Jin and Yuan Dynasties. It com-
prises Angelicae sinensis Radix, Rehmanniae Radix, 
Rehmanniae Radix Praeparata, Scutellariae Radix, Cop-
tidis Rhizoma, Phellodendri Chinensis Cortex, and 
Astragali Radix. It functions by clearing deficiency heat, 
nourishing Yin and purging fire, resisting liver fibrosis, 
and inhibiting islet cell apoptosis and immunosuppres-
sion. The substances contained in Danggui Liuhuang 
decoction, such as ferulic acid, Catalpol, Baicalin, Ber-
berine, and Astragaloside IV, can promote glucose uptake 
in HepG2 cells, inhibit proliferation of T lymphocytes, 

promote the differentiation of regulatory T cells (Tregs) 
in vivo, inhibit the interactions between dendritic cells 
(DCS) and T lymphocytes, enhance the expression of 
α1-antitrypsin-1 (AAT-1), B-cell lymphoma gene-2 (Bcl-
2) and cyclin D 1, inhibit the expression of Bcl-2 related 
X protein, and increase the expression of programmed 
death ligand-1 in DCS, which will delay the incidence 
and development of DM [110, 111].

Yu’nv decoction comes from The Complete Works of 
[Zhang] Jing-Yue (Jing Yue Quan Shu), written by Zhang 
Jingyue in the Ming Dynasty, and is composed of Gyp-
sum Fibrosum, Anemarrhenae Rhizoma, Rehmanniae 
Radix Praeparata, Ophiopogonis Radix, and Achyranthis 
Bidentatae Radix [112]. It functions by clearing stom-
ach heat, nourishing kidney Yin, lowering blood glucose, 
anti-inflammation, and anti-ventricular remodeling. In 
the prescription, Anemarrhenae Rhizoma, Rehmanniae 
Radix Praeparata, and Radix Achyranthis Videntatae all 
improve T2DM symptoms and have antipyretic and anti-
inflammatory effects. Anemarrhenae Rhizoma can lower 
blood glucose, reduce IR and blood lipid levels, and pre-
vent atherosclerosis. Both diphenylpyrones mangiferin 
and neomangiferin in Anemarrhenae Rhizoma lower 
blood glucose levels and ameliorate T2DM symptoms. 
The flavonoid chemical constituents in Rehmanniae 
Radix have anti-inflammatory and antibacterial effects, 
and some glycosides can effectively lower blood glu-
cose and improve blood lipid levels [66, 113]. Berberine 
in Radix Achyranthis Videntatae can improve glucose 
uptake and utilization, and reduce fat production, gly-
cogen decomposition, and gluconeogenesis [114]. Trit-
erpenoids and ecdysterone can prevent the increase in 
drug-induced blood glucose levels, reduce blood lipid 
levels, regulate immunity, and strengthen the heart 
[115–117].

Liuwei Dihuang’s decoction comes from the Jing Yue 
Quan Shu, written by Zhang Jingyue in the Ming Dynasty. 
Liuwei Dihuang decoction, composed of Rehmanniae 
Radix Praeparata, Corni Fructus, Dioscoreae Rhizoma, 
Moutan Cortex, Alismatis Rhizoma, and Poria, has the 
functions of nourishing the liver and kidney Yin, regulat-
ing immune function, and providing anti-tumor and anti-
aging effects. It also prevents and treats abnormal glucose 
metabolism. Liuwei Dihuang decoction can reduce the 
blood glucose index, cholesterol, triacylglycerol (TG), 
and low-density lipoprotein content. It can also increase 
the range of high-density lipoprotein in T2DM rat mod-
els. Through upregulating the expression of phosphodi-
esterase 3B factor in adipose tissue, the Liuwei Dihuang 
decoction can promote Akt-mediated phosphorylation 
and activation, reduce the level of cAMP in cells, reduce 
the activity of protein kinase A, and ultimately reduce the 
hydrolysis of stored TG and the release of free fatty acids 
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from adipocytes, to alleviate IR [118]. Its water-extract 
and alcohol-soluble parts can promote the recovery of 
insulin signaling in adipose tissue and intervene in IR 
by upregulating the expression of the crucial gene insu-
lin receptor substrate 2, and PI3K and Akt in PI3K/Akt 
signaling pathways in the adipose tissue of T2DM rats, 
thereby improving T2DM [119]. In patients with T2DM, 
it can effectively reduce and maintain blood glucose 
levels, enhance the function of islet β cells, and further 
improve the quality of life [120].

The Jiaotai pill comes from the Han’s Clear View of 
Medicine (Han Shi Yi Tong), written by Han Mao in the 
Ming Dynasty, which is composed of Coptidis Rhizoma 
and Cinnamomi Cortex. The Jiaotai pill is effective in 
the heart and kidneys and can treat insomnia caused by 
heart-kidney disharmony. Moreover, studies have found 
that the Jiaotai pill has therapeutic effects on T2DM 
[121], which can protect pancreatic islet β cells, pro-
mote insulin secretion [122], inhibit IR [123], regulate 
lipid metabolism [124], and promote anti-inflammatory 
effects [125]. Coptis chinensis attenuates IR by decreas-
ing serum retinol-binding protein 4 levels and increasing 
glucose transporter 4 (GLUT4) levels [126]. Cinnamon 
extract increases glucose uptake in muscle and adipose 
tissues via GLUT4 production and transportation [127, 
128], inhibits glycogen synthase kinase 3β by promoting 
glycogen synthesis in the liver [129], and lowers blood 
glucose levels by suppressing the gene expression of two 
gluconeogenic regulators in the liver [130].

The modified prescription of Fenugreek pills is used in 
tonifying kidneys, strengthening Yang, and in the detoxi-
fication method proposed by Professor Lu Fuer through 
adding and subtracting a combination of the Fenugreek 
and Jiaotai pills, composed of Trigonellae Semen, Cop-
tidis Rhizoma, Cinnamomi Cortex and Achyranthis 
Bidentatae Radix. Of those, Trigonella foenum greacum 
L Saponin, Diosgenin, 4-Hydroxyisoleucine, Berberine 
and Cinnamaldehyde are studied more extensively and 
are reported to have an effect in elevating FBG levels and 
glucose and insulin tolerance. Concurrently, they can 
stimulate insulin secretion, increase insulin sensitivity, 
and alleviate the symptoms of diabetes and diabetic kid-
ney disease. Most of these active ingredients produce a 
therapeutic effect through inhibiting oxidative stress and 
inflammation, and modifying the expression of related 
genes. While PI3K/AKT, ACC/CPT-1A and AMPK sign-
aling pathways play important roles in these processes 
[131].

Other therapies
Acupuncture and moxibustion therapy, guided by the 
theoretical concepts of TCM with the efficacy of treat-
ment based on syndrome differentiation, have recently 

been widely used in treating DM. These therapies lower 
blood glucose, reducing the level of inflammatory fac-
tors, and attenuate IR. Electroacupuncture at the fol-
lowing acupoints: “Sanyinjiao,” “Housanli,” “Pishu,” and 
“Weiwanxiashu” can reduce the serum leptin levels in 
T2DM rats, inhibit leptin resistance, and alleviate IR 
[132]. Taijiquan is a recommended exercise in the Chi-
nese Guidelines for the Prevention and Treatment of 
Type 2 diabetes, as it has been shown to regulate glu-
cose and lipid metabolism, reduce inflammation lev-
els, improve obesity and overweight conditions, and 
enhance cardiopulmonary function [133].

Preparation of T2DM models for research 
on the mechanism
Modeling methods of WM
In terms of DM animal models, WM has more estab-
lished modeling strategies such as using chemicals 
to destroy islet β cells in animals to create a model of 
DM or using streptozotocin (STZ) or alloxan to induce 
hyperglycemia in animals. To create a rat model of obe-
sity and DM, rats were injected with low-dose STZ to 
induce slight damage to islet β cells, resulting in abnor-
mal glucose tolerance. As such, after feeding the ani-
mals a high calorie diet for 10 weeks, obese is induced 
confounded by hyperglycemia, hyperinsulinemia, and 
IR. Another type is the IR spontaneous diabetes ani-
mal model such as db/db and ob/ob mice, which have 
obesity and hyperinsulinemia similar to human T2DM. 
These animal models are often used to develop new 
oral drugs to treat DM and its complications [134].

In addition, DM models simulating damaged human 
pancreatic cells are created in vitro; such a model of 
DM was induced using a modified medium that con-
tained a precise dose of glucose to act on mouse islet β 
cells or rat islet cell tumor cells [135, 136].

The use of chemical substances to specifically destroy 
islet β cells to induce DM is the most common mod-
eling method because of its simplicity and high success 
rate. However, drugs that stimulate insulin secretion 
and insulin sensitizers have no hypoglycemic response 
in these models. There are many types of DM and the 
models achieve an experimental “drug-induced” DM 
simulation, and not actual clinical type of DM. Moreo-
ver, owing to the various etiologies, pathogeneses, and 
syndrome types in patients with T2DM/Xiaoke, there is 
currently no recognized animal model simulating TCM 
syndromes. Experimental studies often use spontane-
ous, induced, and transgenic animal models to simulate 
different syndromes of T2DM/Xiaoke.
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Modeling methods of TCM
After consulting the literature, it is evident that most ani-
mal model strategies of TCM are based on the modeling 
methods of WM and auxiliary means to simulate the path-
ogenic progression of the disease in humans. A TCM`s DM 
model of the syndrome of phlegm dampness, blood stasis, 
and heat was established using seven specific pathogen-free 
(SPF) 8-week-old Sprague–Dawley (SD) male rats using a 
45% calorie-ratio high-fat diet combined with restricted 
activity space [137]. A TCM`s DM model of the syndrome 
of liver depression and spleen deficiency was established 
using SPF 6-week-old SD male rats fed fructose water and 
a high-fat diet. Simultaneously, the rats were bound in a 
supine position to restrict activity and prevent food and 
water intake for 3 h daily [138]. Feng Hui et al. studied SPF 
db/db mice in the WM IR-type spontaneous DM animal 
model at 8–14  weeks. This type of rodent met the syn-
drome characteristics of excess Yang and heat in the early 
stage of Xiaoke, combined with the syndrome of phlegm 
dampness and Qi deficiency; at 14–16  weeks, these rats 
displayed characteristics of a deficiency in spleen Qi and 
accumulation of phlegm and dampness. At 16–20 weeks, it 
exhibited characteristics of insufficiency of both the spleen 
and kidneys and deficiency of both Qi and Yin in the mid-
dle and late stages of Xiaoke disease, combined with the 
manifestations of syndromes of kidney Yang deficiency and 
phlegm dampness [139]. Lv Yiyan et al. used SPF ICR male 
mice that were each injected intraperitoneally with STZ 
solution for five consecutive days. The short-term model 
group was administered warm medicine on day 9 after the 
STZ injection. The long-term model group was adminis-
tered the medicine for 35 consecutive days to establish the 
TCM`s DM model of internal heat Xiaoke syndrome [140].

A few modeling strategies exist for creating DM animal 
models in TCM. The reason may be that TCM empha-
sizes treatment based on syndrome differentiation. TCM 
requires clinical practice and research is performed on 
humans rather than animals. For TCM, the pathogenesis of 
human conditions cannot be mimicked in animals owing to 
inter-species differences that make it challenging to simu-
late syndrome differentiation and its complexity. However, 
considering the associated ethical issues, it is not ethical 
to conduct the research in humans. Therefore, modeling 
methods for TCM rely on multiple disciplines, such as 
zoology and veterinary medicine that also use TCM [141].

New methods and technologies for research 
on TCM and anti‑DM mechanisms
Recently, advancements have been made in the devel-
opment of instrumental analyses and the introduction 
of systems biology platforms, multi-omics technologies 
(i.e., genomics), epigenetics, transcriptomics, proteom-
ics, microbiomics, and metabolomics, as well as data 

analyses methods, such as network pharmacology and 
bioinformatics. Multi-omics technology can reflect the 
interactions between various substances in biological sys-
tems, which is consistent with the perspectives of TCM 
in many aspects. They all emphasize the characteristics 
of the whole, connections, constant changes, and key fac-
tors. Therefore, these new methods have been gradually 
applied to study the pathogenesis of DM.

Genomics
Genomics is an interdisciplinary biological discipline for 
collective characterization, quantitative research, and 
comparative study of genomes in different organisms. It 
has since been applied to the study of DM. Through vir-
tual screening of functional foods and analysis of their 
roles in regulating gene function, Afroz S et al. found that 
functional foods such as Rhizoma zingiberis recens, Rhi-
zoma curcumae longae, and Momordica charantia can 
regulate DM complications induced by coronavirus infec-
tion through the regulation of the peroxisome prolifera-
tor-activated receptor γ (PPARG) and the TNF-α genes 
in DM [142]. Hu S et al. identified 1,366 DN-related dif-
ferentially expressed genes from the GSE30528 dataset, 
including five target genes, i.e., KCNH2, NCOA1, KDR, 
NR3C2, and ADRB2, and then explored the action mech-
anisms of Radix salviae miltiorrhizae in the treatment of 
DN [143]. In a study by Zhao R et al., Pericarpium zan-
thoxyli showed a therapeutic effect on DM and comor-
bid conditions induced by oxidative stress when studying 
280 intersecting genes and 105 signaling pathways and 
their related targets [144]. Dong Y et al. through the data 
analysis of genes, found that Radix astragali-Chinese 
angelica compound can treat DN by acting on vascular 
endothelial growth factor A, tumor antigen p53, IL-6, 
TNF-α, and mitogen-activated protein kinase (MAPK) 1 
[145]. Genomics analysis has significantly contributed to 
related research on DM.

Epigenetics
Epigenetics is a branch of genetics that studies heritable 
changes in gene expression that do not change the DNA 
sequence, including DNA methylation, histone modifi-
cation, non-coding RNA, genomic imprinting, maternal 
effects, and gene silencing. It is a molecular bridge that 
connects genes and the environment. In recent years, 
studies have confirmed that the interactions between 
genetic and environmental factors play an essential role 
in DM pathogenesis. Kim A et  al. found that the com-
bined treatment of luteolin and fisetin can inhibit the 
production of cytokines in monocytes under a specific 
dose of glucose through epigenetic modifications, such 
as NF-κB activation and combination therapy may be a 
potential candidate for the treatment and prevention of 
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DM and its complications [146]. Lee W et  al. reported 
that gallic acid may potentially treat and prevent DM 
and comorbid conditions by inhibiting hyperglycemia-
induced cytokine production in monocytes through epi-
genetic changes in NF-κB [147]. While a study by Jiang 
H et  al. showed that baicalin inhibits the incidence of 
T2DM liver tumors by regulating methyltransferase 3/
N6-methyl adenylate/hexokinase domain component 1 
axis and downstream tyrosine-protein kinase p-JAK2/
transcriptional activator-1/cysteine protease three path-
ways [148]. Epigenetics leads to persistent changes in 
gene expression; its application will provide a new per-
spective for the study in the incidence and development 
of DM, and it provides new focus areas and ideas for the 
clinical treatment of DM [149].

Transcriptomics
Transcriptomics refers to a discipline that studies gene 
transcription and transcriptional regulation in cells. It 
has been used to further reveal the pathogenic molecu-
lar mechanisms of DM and its complications. Based on 
transcriptomic analysis, Folimu mori and Radix astragali 
can regulate the differentially expressed genes and pro-
teins in the liver of STZ-induced DM mice, and the genes 
and enzymes involved in the chlorogenic acid biosynthe-
sis pathway were identified [150]. Wild silkworms can be 
used to treat DM [151]. The curative effect of Huangqi 
Liuyi decoction in treating T2DM has been studied 
extensively [152]. Berberine in Gegen Qinlian decoction 
reportedly reduces blood glucose levels in DM rat model 
[153]. Mahongsu alleviated DN by activating podocyte 
protein phosphatase 2A [154]. Biomarkers used in the 
treatment of DM wounds by Shengji Huayu prescription 
have been identified [155]. Furthermore, 18 candidate 
drugs such as andrographolide, can be used to treat DR 
[156]. Therefore, transcriptomics can be used to study 
the active state of DM genes in different tissue cells and at 
different periods to corroborate DM treatment strategies.

Proteomics
Proteomics is a science that takes the proteome as the 
research object and studies the protein composition and 
changes in cells, tissues, or organisms. The study of pro-
teomics provides, not only a material basis for the prin-
ciples of life activities, but also a theoretical basis and 
solutions for the elucidation and conquest of various dis-
ease mechanisms. As a new research method, it is widely 
used in the study of DM [157, 158]. The Zuogui pill medi-
cated serum can prevent or ameliorate DM and comor-
bid diseases by regulating associated protein pathways in 
a culture medium [159]. Radix Trichosanthis and its pro-
tein components have hypoglycemic effects on DM mice 
by contributing in the insulin receptor pathway [160]. A 

study on the action mechanisms of Chinese herbal medi-
cines in treating DM was previously performed [161]. 
A cell division control protein 42 homolog and the Ras 
homolog gene family member A were therapeutic targets 
of the Yiqi Yangyin Huatan Quyu prescription for T2DM 
[162]. Quercetin exhibits potentially therapeutic effects 
on T2DM by targeting the MAPK signaling pathway 
[163]. Ginseng can also treat DM and its complications 
by alleviating inflammation [164].

Metabolomics
Metabolomics is a research method that quantitatively 
analyzes all metabolites in organisms and identifies a way 
to investigate the relative relationship between metabo-
lites and physiological and pathological modifications. 
This method is an integral part of systems biology and 
has been applied in the study of DM. Song L et al. studied 
the therapeutic effects of extracts from cortex phelloden-
dri and angelica dahurica on STZ-induced T2DM mice 
models based on gas chromatography-mass spectrometry 
(GC/MS) metabolomic profiling [165]. Zhu Y et al. con-
ducted a fecal metabolomics study on DM mice treated 
with Ophiopogonis Radix polysaccharide MDG-1 [166]. 
Cui X et al. analyzed the mechanism of Scutellariae Radix 
and Coptidis Rhizoma to treat T2DM by studying plasma 
and urine [167]. Qin Z et  al. revealed the hypoglycemic 
effects of Rehmanniae Radix, and Coptidis Rhizoma and 
their combination on high-fat diet-induced DM mice 
by performing metabolomics analyses on serum sam-
ples [168]. Wei H et al. found that urinary metabolomics 
combined with a personalized diagnosis under the guid-
ance of TCM can determine subtypes of the pre-DM 
stage [169]. Through metabolomic analyses of intestinal 
microbiota and DM mice feces, Li CN et  al. found that 
the combination of berberine and stachyose-induced 
glucose metabolism is better than berberine alone [170]. 
Yang L et  al. used a non-targeted UPLC-LTQ-orbitrap 
metabolomics method to assess chemical characteris-
tics of the extract and found that the Jinqi hypoglycemic 
preparation can alleviate T2DM [171]. Zhou S et al. used 
a UHPLC-HRMS-based metabolomic method for chemi-
cal identification and confirmed that different varieties 
of Momordica charantia can be used to treat DM [172]. 
Wang W et  al. used a metabolomic method based on 
ultra-high performance liquid chromatography-quadru-
pole time-of-flight tandem mass spectrometry (UHPLC-
QTOF/MS) to confirm the hypoglycemic effect of the 
Gegen Jiaotai pill on T2DM rats [173]. Meng X et  al. 
used metabolomic examinations and reported that the 
Tiaowei Chengqi decoction can regulate body fat content 
and the content of medium- and long-chain fatty acids in 
the pancreas of obese mice, and they also found that the 
Tiaowei Chengqi decoction can treat DM by preventing 
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obesity, inhibiting inflammation, and regulating metabo-
lism [174]. Thus, metabolomics has unique advantages in 
the study of DM and its comorbid disorders.

Microbiomics
Microbiomics is the systematic study of the sum of all 
microorganisms and their interactions in a specific envi-
ronment and has been widely used in DM research. 
Berberine [175, 176], quercetin [177], and the Shenqi 
compound [178] can be used to treat metabolic diseases 
such as DM by regulating the gut microbiota and reduc-
ing intestinal glucose absorption. The effects of Baduanjin 
on the gut microbiota in patients with pre-DM stage was 
studied [179]. The impact of Erchen decoction on the gut 
microbiota and lipid metabolism disorder in Zucker-type 
DM obese rats was assessed [180]. Xiexin decoction can 
improve the symptoms in T2DM rats by regulating the 
gut microbiota [181]. Quercetin exerts protective effects 
on STZ-induced DPN rats through regulating intestinal 
microbiota and active oxygen levels [182]. Anemarrhenae 
Rhizoma can regulate intestinal microbiota and restore 
pancreatic function in DM rat models [183]. The anti-
DM activity of Scutellariae Radix and Coptidis Rhizoma 
has been researched [184]. Tiaowei Chengqi decoction 
can regulate the gut microbiota and improve the symp-
toms of DN mice [185]. Microbiomics can be used to 
study the pathogenesis of DM by exploring modifications 
in intestinal microbiota as a strategy to develop treat-
ments for DM.

Network pharmacology
Using systematic network pharmacology and molecu-
lar docking methods, the pharmacological mechanism 
and material basis of berberine [176], Mori Folimu [186] 
and the Xiaoke pill [187] in the treatment of DM have 
been evaluated. The effective components and potential 
targets of the Liuwei Dihuang pill for the treatment of 
T2DM were predicted. The potential targets and molecu-
lar action mechanisms of Salviae Miltiorrhizae Radix et 
Rhizoma [188], compound Astragali Radix and Angelicae 
Sinensis Radix [145], and the Liuwei Dihuang pill [189] 
in the treatment of DN were studied. The mechanism of 
action of the Jiaotai pill in treating DM associated with 
depression was explored [190]. Combined with a valida-
tion experiment, the mechanism of Notoginseng Radix 
et Rhizoma [191] and taohong siwu decoction [192] in 
the treatment of DR was revealed, and the effects and 
components of Chinese herbal medicines Rhizoma Cop-
tidis and Rhizoma pinelliae on diabetic gastroparesis 
were observed [193]. Through network pharmacology, a 
meta-analysis conducted to explore the potential molec-
ular mechanisms of Rhizoma Polygonati in the treat-
ment of DM and to provide a theoretical basis for the 

development and research of Chinese herbal medicines 
that are both medicines and food homologies for the 
treatment of DM [194]. The anti-DM effect of the Chi-
nese herbal medicine flavonoid compound was system-
atically studied [195]. The safety and efficacy of TCM in 
treating T2DM patients were evaluated [196]. Potential 
TCM and associated active ingredient mechanisms in 
the treatment of DM were analyzed [197]. It was found 
that jinlida granules could improve blood glucose control 
and variability in newly diagnosed T2DM patients [198]. 
Therefore, network pharmacology overcomes the limita-
tions of traditional research methods, plays an essential 
role in the analysis of DM data, and provides the possibil-
ity for in-depth research on the action mechanisms and 
treatment methods of DM and other diseases.

Conclusion and prospects
With the advancements in living standards and changes 
in dietary patterns, the incidence rate of chronic meta-
bolic diseases such as obesity, DM, hyperlipidemia, fatty 
liver disease, and osteoporosis is gradually increasing. 
Their harmfulness ranks second only to cardiovascular 
and cerebrovascular diseases and cancer, which adversely 
affect the quality of life. DM is one of the common 
chronic metabolic diseases. Currently, extensive research 
and consensus exist on the pharmacodynamic material 
basis and action mechanisms of TCM and WM in treat-
ing T1DM, T2DM, and GDM. However, only a few stud-
ies on DM are confounded by other metabolic diseases, 
such as T3DM and T3cDM. T3DM has similar symp-
toms to Alzheimer’s disease and DM. The deposition of 
β-amyloid peptide leads to a disorder of the insulin signal 
transduction pathway, resulting in the decline of insu-
lin levels and IR, accompanied by apparent inflamma-
tory mediator activation, oxidative stress, DNA damage, 
and mitochondrial dysfunction [199–201]. T3cDM, also 
known as pancreatic-derived diabetes mellitus, refers 
to DM secondary to pancreatic damage, including pan-
creatitis and pancreatic trauma, tumor, cystic fibrosis, as 
well as hemochromatosis [202]. Based on his long-term 
experience in the treatment of DM, Tong Xiaolin sug-
gested that T3cDM is clinically characterized by a syn-
drome of stagnation of heat in the liver and stomach, and 
a syndrome of Qi stagnation and blood stasis, which can 
be treated with a modified dachaihu decoction. However, 
since then, there has been no further breakthrough in the 
treatment and research of T3cDM in TCM and modern 
medicine. Therefore, it presents a new area of study and 
potential research avenues in the pathogenesis of new 
types of DM and discovering effective therapeutic drugs 
or prescriptions and their effective mechanisms in TCM.

The treatment principles and methods of DM in TCM 
are derived from Xiaoke. Guided by the principle of 
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TCM, the treatment is based on syndrome differentiation, 
internal organs/Sanxiao (Qi, blood, and bodily fluids) and 
the disease stage. The treatment methods vary for each 
individual and are mainly focused on removing heat and 
nourishing Yin, replenishing Qi, generating bodily fluids, 
supplementing Yin, supporting Yang, promoting blood 

circulation, and removing blood stasis. TCM-based treat-
ments are characterized by multi-channels, multi-tar-
gets, multi-links, significant curative effects, and fewer 
side effects. TCM has unique advantages in preventing 
the occurrence, development, and progression of DM 
(summarized in Fig. 4). Further studies should focus on 

Fig. 4  Summary of research progression in TCM for Xiaoke or DM treatment
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therapeutic drugs and related action mechanisms in DM 
treatments, from screening single drugs, proven pre-
scriptions, simple compound prescriptions, active and 
monomeric components with multiple hypoglycemic 
mechanisms, and improving insulin receptor sensitiv-
ity. Moreover, studies should establish animal models 
using different mechanisms, select corresponding control 
drugs, and explore new drugs with reasonable hypogly-
cemic effects that can prevent and treat DM complica-
tions. However, screening critical signaling pathways and 
core targets of TCM in the treatment of DM and clarify-
ing its mechanisms of action are challenges hindering the 
advancement of TCM in the study of DM.

Abbreviations
AAT-1		�  α1-Antitrypsin-1
ACC​		�  Acetyl coenzyme A carboxylase
AchE		�  Acetylcholinesterase
AD		�  Alzheimer’s disease
AK2		�  Adenylate kinase 2
Akt		�  Protein kinase B
Bax		�  Bcl-2 related X protein
Bcl-2		�  B-cell lymphoma gene-2
cAMP		�  Cyclic adenosine monophosphate
DCS		�  Dendritic cells
DF		�  Diabetic foot
DM		�  Diabetes mellitus
DN		�  Diabetic nephropathy
DPN		�  Diabetic peripheral neuropathy
DR		�  Diabetic retinopathy
FBG		�  Blood glucose index
FFA		�  Free fatty acid
Fox O1		�  Fork-head box transcription factor 1
FPG		�  Fasting blood glucose
GC/MS		�  Gas chromatography-mass spectrometry
GDM		�  Gestational DM
GGP		�  Ginseng glycopeptide
GLP-1		�  Glucagon-like peptide-1
HDL-C		�  High density lipoprotein
IL-6		�  Interleukin-6
IL-6		�  Interleukin-6
INS-1		�  Islet cell tumor cells
IR		�  Insulin resistance
IRI		�  Insulin resistance index
IRS-1		�  Insulin receptor substrate 1
IRS2		�  Insulin receptor substrate 2
LADA		�  Type 1.5 diabetes
LDL-C		�  Low-density lipoprotein
MAPK		�  Mitogen-activated protein kinase
NAFLD		�  Nonalcoholic fatty liver disease
PDE3B		�  Phosphodiesterase 3B
PD-L1		�  Programmed death ligand-1
PDM		�  Pancreatic-derived diabetes mellitus
PGC1α		�  Peroxidase proliferator activated receptor γ coactiva-

tor 1α
PI3K		�  Phosphatidylinositol 3-kinase
PKA		�  Protein kinase A
PPARG​		�  Peroxisome proliferator activated receptor γ
RhoA		�  Ras homolog gene family member A
SIRT1		�  Silencing information regulator
SIRT4		�  Silencing information regulatory protein 4
STZ		�  Streptozotocin
T1DM		�  Type 1 DM
T2DM		�  Type 2 DM
T3cDM		�  Type 3c DM

T3DM		�  Type 3 DM
TC		�  Cholesterol
TCM		�  Traditional Chinese medicine
TCS		�  Trichosanthin
TG		�  Triacylglycerol
TKL		�  Trichosanthes kirilowii lectin
TNF		�  Tumor necrosis factor
TP53		�  Tumor antigen p53
UCP2		�  Uncoupling protein 2
UHPLC-QTOF/MS	� Ultra-high performance liquid chromatography-

quadrupole time-of-flight tandem mass spectrometry
VEGFA		�  Vascular endothelial growth factor A
WM		�  Western medicine

Acknowledgements
Not applicable.

Author contributions
XM and SZ conceived the idea. XL, JT, QS, DZ, BL, JZ, FZ, HC, TC, and ML col-
lected the literature information. XL drafted the manuscript. XM revised the 
manuscript. All authors read and approved the final version of the manuscript 
before submission.

Funding
This work was supported by the projects of Shanxi Province 
(No.20210302124694 and No.2021L364) and the Science and Technology 
Innovation Ability Cultivation Program Projects of Shanxi University of Chinese 
Medicine (No.2023BK38, No.2022PY-TH-02 and No.2022JD-KF-04).

Availability of data and materials
Not applicable.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
We declare that the Publisher has the Author’s permission to publish the rel-
evant Contribution. And this manuscript has not been submitted for possible 
publication to another journal or previously been published elsewhere.

Competing interests
The authors declare that they have no known competing financial interests 
or personal relationships that could have appeared to influence the work 
reported in this paper.

Received: 6 April 2023   Accepted: 9 June 2023

References
	 1.	 International Diabetes Federation. IDF Diabetes Atlas. 10th ed. Brus-

sels, Belgium: International Diabetes Federation; 2021.
	 2.	 Report on Nutrition and Chronic Diseases in China (2020).Acta Nutri-

menta Sinica. 2020; 42(06): 521.
	 3.	 Wang L, Peng W, Zhao Z, et al. Prevalence and treatment of diabetes 

in China, 2013–2018 [published correction appears in JAMA. 2022 
Mar 15;327(11):1093]. JAMA. 2021;326(24):2498–506. https://​doi.​org/​
10.​1001/​jama.​2021.​22208.

	 4.	 Wang T, Lu J, Shi L, et al. Association of insulin resistance and β-cell 
dysfunction with incident diabetes among adults in China: a nation-
wide, population-based, prospective cohort study. Lancet Diabetes 
Endocrinol. 2020;8(2):115–24. https://​doi.​org/​10.​1016/​S2213-​8587(19)​
30425-5.

	 5.	 Chinese Diabetes Society. Guidelines for the prevention and treatment 
of Type 2 diabetes mellitus in China (2020 Edition). Chin J Endocrinol 
Metab. 2021;37(04):311–98.

https://doi.org/10.1001/jama.2021.22208
https://doi.org/10.1001/jama.2021.22208
https://doi.org/10.1016/S2213-8587(19)30425-5
https://doi.org/10.1016/S2213-8587(19)30425-5


Page 18 of 22Meng et al. Chinese Medicine           (2023) 18:75 

	 6.	 Shi Y. Research on medical name words in Important Formulas Worth 
a Thousand Gold Pieces for Emergency. Beijing University of Chinese 
Medicine, 2014.

	 7.	 Wang F. The Research of Chinese Medical Ancient literature about 
Dispersion-thirst and the Analysis with the Bupleurum Class Treatment 
Information Nearly 30 Years. Guangzhou University of Chinese Medi-
cine, 2011.

	 8.	 Zhuang Q. A study on the academic history of ancient Xiaoke. China 
Academy of Chinese Medical Sciences, 2006.

	 9.	 Lin J. To explore the regulation of syndrome-treatment of diabetes of 
TCM before Ming and Qing dynasties. Guangzhou University of Chinese 
Medicine, 2010.

	 10.	 Yu F. Study of Ancient prescriptions of Xiao-Ke based on bibliometrics. 
Capital Medical University, 2017.

	 11.	 Wu B. Thinking way discussion of the treatment of diabetes by the 
method of warming tonifying based on the ancient. Beijing University 
of Chinese Medicine, 2014.

	 12.	 Wang J, Ma Q, Li Y, et al. Research progress on Traditional Chinese 
Medicine syndromes of diabetes mellitus. Biomed Pharmacother. 
2020;121:109565. https://​doi.​org/​10.​1016/j.​biopha.​2019.​109565.

	 13.	 Liu Y. The study on the theoretical origin and the development of 
Xiaoke based on ancient Chinese medical literature. China Academy of 
Chinese Medical Sciences, 2015.

	 14.	 Wang J, Yang Y, Shi Y. Analysis of the framework of LIU Wansu’s theory of 
thirst theory. J Liaoning Univ Tradit Chin Med. 2018;20(12):82–4.

	 15.	 Li X, Wang R. Zhang Congzheng’s contribution to theoretical system of 
the cause, the pathogenesis and therapeutic method of diabetes mel-
litus. Western J Tradit Chin Med. 2021;34(05):73–5.

	 16.	 Zhang J, Sun F. Analysis of treatment of diabetes of the four famous 
doctors in Jin and Yuan dynasty. Shandong J Tradit Chin Med. 
2011;30(09):605–7.

	 17.	 Wang R, Yang Y, Shi Y. Research on zhu Danxi’s theoretical framework of 
treating thirst. Lishizhen Med Materia Medica Res. 2018;29(01):139–40.

	 18.	 Wu T. Study on TCM document and regulation of syndrome-treatment 
prescription-drugs of diabetes. Heilongjiang University of Chinese 
Medicine, 2005.

	 19.	 Zhuang Q, Zhao Y, She Y. A study on the academic history of ancient 
Xiaoke. World J Integr Tradit West Med. 2009;4(09):612–5.

	 20.	 Wang L, Zhang W. Zhang Xichun`s academic thought of treating 
consumptive thirst. J Changchun Univ Chin Med. 2020;36(03):412–4. 
https://​doi.​org/​10.​13463/j.​cnki.​cczyy.​2020.​03.​002.

	 21.	 Liu H, Chen S, Ma D. Cognition and thinking of diabetes in TCM 
from late Qing Dynasty to Republic of China. J Basic Chin Med. 
2020;26(09):1277–9.

	 22.	 Wang Y, Tong X. Inspiration of type, stage and syndrome theory for 
theory constructio Chinese medicine for chronic disease. J Tradit Chin 
Med. 2017;58(24):2091–4.

	 23.	 Bai X, Huang Y, Xu Y. The knowledge of modern physicians on diabetes 
pathogenesis of TCM. Guangming J Chin Med. 2015;30(01):206–9.

	 24.	 Liu B, Yang Y, Tang X. ZHANG Yu-ping’s experience in the treatment of 
diabetes. Jiangxi J Tradit Chin Med. 2020;51(04):27–30.

	 25.	 Liu R, Xu Y. Analysis of relationship between diabetes and blood stasis. 
Hunan J Tradit Chin Med. 2013;29(08):5–7.

	 26.	 Tong X. TCM clinical evidence-based practice guide for diabetes (2016 
edition). Beijing: Science Press; 2016.

	 27.	 Chen H. To summarize the understanding and treatment progress of 
diabetes in traditional Chinese medicine. World Latest Med Inform. 
2016;16(70):192.

	 28.	 Tong X, Liu X, Wei J, et al. Guidelines for TCM prevention and treatment 
of diabetes. Chin Med Mod Distance Educ China. 2011;9(04):148–51.

	 29.	 Tong X, Liu H. The pathogenesis of “six depression” in early diabetes 
mellitus. J Beijing Univ Tradit Chin Med. 2007;07:447–9.

	 30.	 Li P, Zang N, Li X, et al. Preliminary study on the target of TCM in 
preventing and curing chronic complications of diabetes mellitus 
based on collateral disease theory. J Changchun Univ Chin Med. 
2019;35(05):820–3.

	 31.	 Sun W, Yu H, Li J, et al. A clinical analysis of TCM syndromes in patients 
with diabetic foot. Clin J Chin Med. 2016;8(29):11–3.

	 32.	 Wang Q, Yan M, Li P. Modern study on traditional Chinese medicine syn-
dromes of diabetic nephropathy. World Chin Med. 2018;13(06):1320–4.

	 33.	 Kang S, Du L, Wang Z. Exploration of TCM differentiation of dia-
betic peripheral nerve lesion of diabetes. Asia-Pacific Tradit Med. 
2017;13(06):50–2.

	 34.	 Wang B. The clinical observation of TCM syndrome differentiation 
and treatment of diabetic retinopathy. Henan Tradit Chin Med. 
2018;38(03):420–2.

	 35.	 Ni Q. Early diagnosis truncate the disease source, prevent transmission 
and change, early treatment first secure the land of evil——early com-
plications of diabetes and prevention of disease in traditional Chinese 
medicine. Beijing J Tradit Chin Med. 2008;06:407–10.

	 36.	 Chang J, Yue R. Emphasis on Qi regulation in treating XiaoKe. Negative. 
2014;5(03):57–9.

	 37.	 Sun X, Shi Y, Shi G. On phlegm dampness to distinguish and quench 
thirst. Liaoning J Tradit Chin Med. 2014;41(04):661–2.

	 38.	 Wang Y. Professor YANG shu-yu’s clinical experience of treating diabetes 
from the "Shu-xie" theory. Fujian University of Traditional Chinese Medi-
cine, 2018.

	 39.	 Li X. Professor Tong Xiaolin used data mining to study the dosimetric 
law of classical prescription in treating diabetes. Beijing University of 
Chinese Medicine, 2010.

	 40.	 Lun Z. Traditonal Chinese medical literature study about common 
chronic diabetic complications. China Academy of Chinese Medical 
Sciences, 2010.

	 41.	 Dong Z, Ji Y. Zhu Chen Yu’s experience in treating chronic complica-
tions of diabetes. J Tradit Chin Med. 1997;01:12–4.

	 42.	 Wei J, Bai L, Wei F. Discussion on “Xiaoke” disease and diabetes 
mellitus. Mod Tradit Chin Med Materia Medica-World Sci Technol. 
2019;21(1):54–8.

	 43.	 Wei J, Li C. Study on the name of diabetes. J Basic Chin Med. 
2020;26(11):1587–8.

	 44.	 Ferrari F, Bock PM, Motta MT, Helal L. Biochemical and molecular 
mechanisms of glucose uptake stimulated by physical exercise 
in insulin resistance state: role of inflammation. Arq Bras Cardiol. 
2019;113(6):1139–48. https://​doi.​org/​10.​5935/​abc.​20190​224.

	 45.	 Li C, He J, Zhou X, et al. Berberine regulates type 2 diabetes mel-
litus related with insulin resistance. China J Chin Materia Med. 
2017;42(12):2254–60.

	 46.	 Johnson AM, Olefsky JM. The origins and drivers of insulin resistance. 
Cell. 2013;152(4):673–84. https://​doi.​org/​10.​1016/j.​cell.​2013.​01.​041.

	 47.	 Hammerschmidt P, Ostkotte D, Nolte H, et al. CerS6-derived sphin-
golipids interact with Mff and promote mitochondrial fragmentation in 
obesity. Cell. 2019;177(6):1536-1552.e23. https://​doi.​org/​10.​1016/j.​cell.​
2019.​05.​008.

	 48.	 Wei Z, Yoshihara E, He N, et al. Vitamin D switches BAF complexes to 
protect β cells. Cell. 2018;173(5):1135-1149.e15. https://​doi.​org/​10.​
1016/j.​cell.​2018.​04.​013.

	 49.	 Zhao P, Wong KI, Sun X, et al. TBK1 at the crossroads of inflammation 
and energy homeostasis in adipose tissue. Cell. 2018;172(4):731-743.
e12. https://​doi.​org/​10.​1016/j.​cell.​2018.​01.​007.

	 50.	 Wang H, Liu T. Research on herbal compound in treating insulin 
resistance of type two diabetes mellitus. West J Tradit Chin Med. 
2017;30(5):137–40.

	 51.	 You L, Lin Y, Fang Z, et al. Research advances on astragaloside-IV in 
treatment of diabetes mellitus and its complications pharmacological 
effects. China J Chin Materia Med. 2017;42(24):4700–6.

	 52.	 Guo Z, Ning J, Wang Y. Correlations among the BMI and HbAlc, the 
insulin resistance and the renal damage indexes in patients with T2DM. 
J North Sichuan Med Coll. 2020;35(02):297–300.

	 53.	 Ren X, Zhang Y. Research progress of Huangqi(Astragalus), 
Danggui(Angelica) and their compounds in treatment of diabetic 
nephropathy. Chin Arch Tradit Chin Med. 2015;33(10):2318–20.

	 54.	 Wang H, Cheng Y. Research progress on Huangqi decoction and its 
single herbs. Shanghai J Tradit Chin Med. 2021;55(08):99–103.

	 55.	 Ma Y, Hu J, Wu W, et al. Research progress on chemical constituents 
and pharmacological effects of Radix Astragali. Acta Chin Med Phar-
macol. 2022;50(04):92–5. https://​doi.​org/​10.​19664/j.​cnki.​1002-​2392.​
220092.

	 56.	 Wang X, Gao Y, Tian N, et al. Astragaloside IV represses high glucose-
induced mesangial cells activation by enhancing autophagy via 
SIRT1 deacetylation of NF-κB p65 subunit. Drug Des Devel Ther. 
2018;12:2971–80. https://​doi.​org/​10.​2147/​DDDT.​S1740​58.

https://doi.org/10.1016/j.biopha.2019.109565
https://doi.org/10.13463/j.cnki.cczyy.2020.03.002
https://doi.org/10.5935/abc.20190224
https://doi.org/10.1016/j.cell.2013.01.041
https://doi.org/10.1016/j.cell.2019.05.008
https://doi.org/10.1016/j.cell.2019.05.008
https://doi.org/10.1016/j.cell.2018.04.013
https://doi.org/10.1016/j.cell.2018.04.013
https://doi.org/10.1016/j.cell.2018.01.007
https://doi.org/10.19664/j.cnki.1002-2392.220092
https://doi.org/10.19664/j.cnki.1002-2392.220092
https://doi.org/10.2147/DDDT.S174058


Page 19 of 22Meng et al. Chinese Medicine           (2023) 18:75 	

	 57.	 Wang B. The clinical research of treating pre-diabetes (qi stagnation 
and phlegm syndrome) by Liqi Huatan qingtoufang. Changchun 
University of Chinese Medicine, 2018.

	 58.	 Song J, Liao H, Li Y. Mechanism exploration of Astragali Radix in 
treatment of diabetic nephropathy based on network pharmacology. 
Chin Tradit Herb Drugs. 2020;51(11):2988–96.

	 59.	 Wang C, Tao Q, Lou X. Progress in research on the mechanism of 
Chinese medicine in the treatment of diabetes. Glob Tradit Chin Med. 
2022;15(01):152–8.

	 60.	 Han X. Exprimental progress of research of mechanism of action of 
single chinese herb and extract for type II diabetes. Contemp Med 
Symp. 2019;17(08):9–11.

	 61.	 Sun L, Liang X. Progress of experimental research on hypoglycemic 
mechanism of traditional Chinese medicine. China J Tradit Chin Med 
Pharm. 2007;11:789–91.

	 62.	 Gu H, Wu J, Bai S, et al. Influence of ginseng two-ingredient capsule 
on blood glucose and blood lipids in diabetic rats. Chin J Exp Tradit 
Med Formulae. 2011;17(07):132–5.

	 63.	 Xue T, Xia Z, Wu L, et al. Hypoglycemic activity research progress of 
ginseng. Mod Chin Med. 2014;16(05):428–32.

	 64.	 Xie JT, Wu JA, Mehendale S, et al. Anti-hyperglycemic effect of the 
polysaccharides fraction from American ginseng berry extract in ob/
ob mice. Phytomedicine. 2004;11(2–3):182–7. https://​doi.​org/​10.​
1078/​0944-​7113-​00325.

	 65.	 Nan M, Zhao Y, Lv N, et al. Research progress on chemical structure 
and hypoglycemic activity of ginseng polysaccharide. China Pharm. 
2014;25(47):4506–8.

	 66.	 Li H, Meng X. Research progress on chemical constituents and 
pharmacological activities of Rehmannia glutinosa. Drug Eval Res. 
2015;38(02):218–28.

	 67.	 Meng X, He M, Guo R, et al. Investigation of the effect of the degree 
of processing of radix Rehmanniae Preparata (Shu Dihuang) on 
Shu Dihuangtan carbonization preparation technology. Molecules. 
2017;22(7):1193. https://​doi.​org/​10.​3390/​molec​ules2​20711​93.

	 68.	 Zou G, Zhong W, Xu R, et al. The protective effects of catalpol on 
the islet cells in rats with type 2 diabetes mellitus. Chin J Integr Med 
Cardio-Cerebrovasc Dis. 2016;14(15):1727–9.

	 69.	 Wan G, Jiang R, Zhu H. Progress in studies of catalpol prevention of 
inflamation diseases. J Mod Med Health. 2019;35(23):3575–7.

	 70.	 Fu Y, Chen Y, Bisn W, et al. Effect of catalpol on RAW264. 7 mac-
rophage polarization mediated by AGEs-stimulated mouse mesan-
gial cells. Chin Pharmacol Bull. 2017;33(10):1399–404.

	 71.	 Li X, Xu Z, Jiang Z, et al. Hypoglycemic effect of catalpol on high-fat 
diet/streptozotocin-induced diabetic mice by increasing skeletal 
muscle mitochondrial biogenesis. Acta Biochim Biophys Sin (Shang-
hai). 2014;46(9):738–48. https://​doi.​org/​10.​1093/​abbs/​gmu065.

	 72.	 Jiang R, Wan G, Wan D. Progress in studies of pleiotropic effects of 
catalpol and its derivatives on non nervous system disease. J Mod 
Med Health. 2019;35(23):3571–4.

	 73.	 Lv X, Dai G, Lv G, et al. Synergistic interaction of effective parts in 
Rehmanniae Radix and Cornus officinalis ameliorates renal injury in 
C57BL/KsJ-db/db diabetic mice: involvement of suppression of AGEs/
RAGE/SphK1 signaling pathway. J Ethnopharmacol. 2016;185:110–9. 
https://​doi.​org/​10.​1016/j.​jep.​2016.​03.​017.

	 74.	 Jiang P, Xiang L, Chen Z, et al. Catalpol alleviates renal damage by 
improving lipid metabolism in diabetic db/db mice. Am J Transl Res. 
2018;10(6):1750–61.

	 75.	 Meng XL, Liu XQ, Ning CX, et al. Rehmanniae Radix and Rehmanniae 
Radix Praeparata improve diabetes induced by high-fat diet coupled 
with streptozotocin in mice through AMPK-mediated NF-κB/NLRP3 
signaling pathway. Zhongguo Zhong Yao Za Zhi. 2021;46(21):5627–
40. https://​doi.​org/​10.​19540/j.​cnki.​cjcmm.​20210​323.​302.

	 76.	 Shi C, Du J, Wu W, et al. Chemical constituents and pharmaco-
logical action of Puerariae Lobatae radix: a review. Mod Chin Med. 
2021;23(12):2177–95.

	 77.	 Yang L, Shu L, Yao D, et al. Study on the glucose-lowering effect 
of puerarin in STZ-induced diabetic mice. Chin J Hosp Pharm. 
2014;34(16):1338–42.

	 78.	 Wang J, Jiang J, Li X, et al. Research progress on the substance basis and 
mechanism of Trichosanthis Radix in the treatment of diabetes mellitus. 
J Pharm Res. 2021;40(10):684–6.

	 79.	 Chen M, Liu W, Chou G, et al. Research progress on chemical constitu-
ents and pharmacological activities of Dioscorea opposita thunb. Acta 
Chin Med Pharmacol. 2020;48(02):62–6.

	 80.	 Jia K, Gao Y, Chen X, et al. Application progress of metabonomics in the 
treatment of type 2 diabetes mellitus. China Med Her. 2019;16(24):36–9.

	 81.	 Lv J, Wei P, Bai F. Effects of Dioscoreae Rhizoma polysaccharide on 
platelet and enzyme activities in type 2 diabetic rats. Chin J Gerontol. 
2017;37(13):3186–7.

	 82.	 Zhi F, Xing Q, Wang Y, et al. Effect of Dioscorea opposita Thunb. Polysac-
charide on glycolipid metabolism and oxidative stress in type 2 diabetic 
rats. Food Sci. 2017;38(05):262–6.

	 83.	 Xing W, Hou J, Han H, et al. Effects of Yam polysaccharide on blood 
glucose and serum antioxidant capacity in type i diabetic mice. Food 
Res Dev. 2014;35(17):107–10.

	 84.	 Hu G, Yang B, Zhang Z. Effect of polysaccharides of rhizoma on blood 
glucose and insular function in diabetic rats. Shandong J Tradit Chin 
Med. 2004;04:230–1.

	 85.	 Li X, Pei L, Chen Y, et al. The influence of Dioscorea Batatas polysaccha-
ride on the glycolipid metabolism and oxidative stress of diabetic rats 
induced by STZ. Chin J Gerontol. 2014;34(02):420–2.

	 86.	 Lu SS, Yu YL, Zhu HJ, et al. Berberine promotes glucagon-like peptide-1 
(7–36) amide secretion in streptozotocin-induced diabetic rats. J Endo-
crinol. 2009;200(2):159–65. https://​doi.​org/​10.​1677/​JOE-​08-​0419.

	 87.	 Yin J, Gao Z, Liu D, et al. Berberine improves glucose metabolism 
through induction of glycolysis. Am J Physiol Endocrinol Metab. 
2008;294(1):E148–56. https://​doi.​org/​10.​1152/​ajpen​do.​00211.​2007.

	 88.	 Huang L, Liu T, Sun W, et al. Effect and mechanism of flavonoids from 
Mori folium on blood glucose level in diabetic rats. Chin J Exp Tradit 
Med Formulae. 2018;24(16):152–6.

	 89.	 Huang Y, Zhang Y, Kang L, et al. Research progress on chemical con-
stituents and their pharmacological activities of plant from Codonopsis. 
Chin Tradit Her Drugs. 2018;49(01):239–50.

	 90.	 Xu A, Zhang Z, Ge B, et al. Study effect and its mechanism on resisting 
senility of PCP. Chin J Mod Appl Pharm. 2006;S2:729–31.

	 91.	 Li G, Yang S. Extraction of Codonopsis Pilosula polysaccharide 
and its effects of antiactive oxygen free radicals. Chem World. 
2001;42(08):421–422+434.

	 92.	 He K, Li X, Chen X, et al. Evaluation of antidiabetic potential of selected 
traditional Chinese medicines in STZ-induced diabetic mice. J Ethnop-
harmacol. 2011;137(3):1135–42. https://​doi.​org/​10.​1016/j.​jep.​2011.​07.​
033.

	 93.	 Su H, He J, Bao L, et al. Effects of radix codonopsis polysaccharides com-
bined with sirtuin 4 on apoptosis of vascular endothelial cells induce by 
high glucose in vitro. Chin J Microcirc. 2020;30(03):11–8.

	 94.	 Li J, Su W, Wang Y, et al. Protective effects of Ophiopogonis japonicas 
extract on experimental type 2 diabetic rats. Acta Sci Natur Univ Suny-
atseni. 2017;56(03):119–24.

	 95.	 Guo Y, Du J, Jiang M. Effect of Baihutang regulating IRS-1/PI3K/Akt 
signal pathway on blood glucose, blood lipid metabolism and vascular 
remodeling in type 2 diabetic rats. Chin J Exp Tradit Med Formulae. 
2021;27(01):23–30.

	 96.	 Weng L, Chen L, Xu Y, et al. Chemical compositionand pharmacological 
action of Rhizoma Anemarrhenae. Jilin J Chin Med. 2018;38(01):90–2.

	 97.	 Feng F. A review on pharmacological effects of Rhizoma Anemarrh-
enae. Clin J Chin Med. 2017;9(12):133–7.

	 98.	 Meng X, Ma J, Kang AN, et al. A novel approach based on metabo-
lomics coupled with intestinal flora analysis and network pharmacol-
ogy to explain the mechanisms of action of Bekhogainsam decoction 
in the improvement of symptoms of streptozotocin-induced diabetic 
nephropathy in mice. Front Pharmacol. 2020;11:633. https://​doi.​org/​10.​
3389/​fphar.​2020.​00633.

	 99.	 Peng L, Diao J, Wang L. Research progress on pharmacological effect 
of Banxia Xiexin decoction. China Med Her. 2019;16(36):37–9.

	100.	 Lan X. Effect of Banxia Xiexin decoction combined with metformin 
in the treatment of type 2 diabetes patients with insomnia. Diabetes 
New World. 2021;24(23):63–6.

	101.	 Yang J. Ban Xia Xie heart decoction on Insulin Resistance and Expres-
sion of IL-6, TNF-a, FFA And NO in Type 2 Diabetic Rats. Chengdu 
University of Traditional Chinese Medicine, 2017.

	102.	 Cui W. Influence of Banxia Xiexin decoction on insulin resistance of 
diabetic rats. Acta Chin Med. 2016;31(07):1008–11.

https://doi.org/10.1078/0944-7113-00325
https://doi.org/10.1078/0944-7113-00325
https://doi.org/10.3390/molecules22071193
https://doi.org/10.1093/abbs/gmu065
https://doi.org/10.1016/j.jep.2016.03.017
https://doi.org/10.19540/j.cnki.cjcmm.20210323.302
https://doi.org/10.1677/JOE-08-0419
https://doi.org/10.1152/ajpendo.00211.2007
https://doi.org/10.1016/j.jep.2011.07.033
https://doi.org/10.1016/j.jep.2011.07.033
https://doi.org/10.3389/fphar.2020.00633
https://doi.org/10.3389/fphar.2020.00633


Page 20 of 22Meng et al. Chinese Medicine           (2023) 18:75 

	103.	 Bao Y, Xie W, Wang J. Research progress of Erchentang. Chin J Exp 
Tradit Med Formulae. 2019;25(23):9–18.

	104.	 Wu T, Gao B, Lin S, et al. Impacts of different herbal formulas on 
blood lipid in insulin resistance model rats. World J Integr Tradit West 
Med. 2009;4(07):470–2.

	105.	 Li X, Yang S, Nie M, et al. Effect of pingtang recipe on blood glucose, 
lipid, resistance of insulin, liver function and changes of hepatic lipid 
in rats with type 2 diabetes mellitus complicated with fatty liver. Chin 
J Tissue Eng Res. 2006;11:77–80.

	106.	 Zhao T, Zhan L. Research progress on the mechanism of Erchen 
decoction in metabolic diseases. Mod Tradit Chin Med Materia 
Medica-World Sci Technol. 2021;23(4):998–1005.

	107.	 Liu L, Zhang Y, Zhu Z, et al. Yuquan pill enhance the effect of 
Western medicine in treatment diabetic nephropathy: a protocol 
for systematic review and meta-analysis. Medicine (Baltimore). 
2021;100(42):e27555. https://​doi.​org/​10.​1097/​MD.​00000​00000​
027555.

	108.	 Mai X, Deng X, Luo X, et al. Research progress of Yuquan pill in the 
treatment of type 2 diabetes. China’s Naturopathy. 2020;28(18):107–9.

	109.	 Peng S, Xie Z, Zhang X, et al. Efficacy and safety of the Chinese patent 
medicine Yuquan pill on type 2 diabetes mellitus patients: a system-
atic review and meta-analysis. Evid Based Complement Alternat Med. 
2021;2021:2562590. https://​doi.​org/​10.​1155/​2021/​25625​90.

	110.	 Xue B, Wang X, Liu H, et al. Research progress of Danggui Liuhuang 
decoction. Guiding J Tradit Chin Med Pharm. 2020;26(13):162–7.

	111.	 Gao Z, Li Q, Wu X, et al. New insights into the mechanisms of Chinese 
herbal products on diabetes: a focus on the “bacteria-mucosal immu-
nity-inflammation-diabetes” axis. J Immunol Res. 2017;2017:1813086. 
https://​doi.​org/​10.​1155/​2017/​18130​86.

	112.	 Cao S, Li Y, Ding H. Research progress on Yunyu decoction in the 
treatment of type 2 diabetes mellitus. Chin Med Mod Distance Educ 
China. 2017;15(12):156–8.

	113.	 Xue G, Jin M, Li S, et al. Chemical constituents from Rehmannia Radix 
Praeparata and their biological activities in vitro. Chin Tradit Pat Med. 
2018;40(12):2689–92.

	114.	 Yang L, Jiang H, Yang B, et al. Isolation and identification of chemical 
constituents from the root of Achyranthes bidentata BL. Inform Tradit 
Chin Med. 2012;29(01):22–4.

	115.	 Wang T, Wang Y, Sun A, et al. HPLC for simultaneous determination 
of various quota components in Yunvjian. J Tianjin Univ Tradit Chin 
Med. 2017;36(03):214–8.

	116.	 Yao F, Sun L. Advance on pharmacological activities and struc-
tural modifications of mangiferin. Chin J Exp Tradit Med Formulae. 
2014;20(12):248–52.

	117.	 Zhang L, Sun D, Tu W, et al. Study on determination of β-ecdysterone 
and fingerprints of Achyranthes bidentata Bl. from different areas. 
Nat Prod Res Dev. 2013;25(04):500–5.

	118.	 Nagaoka T, Shirakawa T, Balon TW, et al. Cyclic nucleotide phosphodi-
esterase 3 expression in vivo: evidence for tissue-specific expression 
of phosphodiesterase 3A or 3B mRNA and activity in the aorta and 
adipose tissue of atherosclerosis-prone insulin-resistant rats. Diabe-
tes. 1998;47(7):1135–44. https://​doi.​org/​10.​2337/​diabe​tes.​47.7.​1135.

	119.	 Dai B, Wu Q, Xiao Z, et al. Effects of Liuwei Dihuang decoction and its 
water-extracted alcohol-soluble parts on PI3K/Akt signaling pathway 
in adipose tissue of type 2 diabetes model rats. Chin Tradit Pat Med. 
2016;38(02):428–30.

	120.	 Wang Y. Effect of Liuwei Dihuang decoction on T2DM and its effect 
on islet β cell. China Continuing Med Educ. 2020;12(33):164–7.

	121.	 Wang Z, Su H, Tang YH, et al. Research progress on the treat-
ment of type 2 diabetes with Jiao Tai pill. World Chin Med. 
2021;16(19):2807–12.

	122.	 Chen G, Yang X, Yang X, et al. Jia-Wei-Jiao-Tai-Wan ameliorates type 2 
diabetes by improving β cell function and reducing insulin resistance in 
diabetic rats. BMC Complement Altern Med. 2017;17(1):507.

	123.	 Huang WY, Zou X, Lu FE, et al. Jiao-tai-wan up-regulates hypothalamic 
and peripheral circadian clock gene cryptochrome and activates 
PI3K/AKT signaling in partially sleep-deprived rats. Curr Med Sci. 
2018;38(4):704–13.

	124.	 Huang Z, Xu X, Lu F, et al. Jiao tai wan attenuates hepatic lipid accu-
mulation in type 2 diabetes mellitus. Evid Based Complement Alternat 
Med. 2013;2013:567045.

	125.	 Su H, Zhang C, Zou X, et al. Jiao-tai-wan inhibits inflammation of the 
gut-brain-axis and attenuates cognitive impairment in insomnic rats. J 
Ethnopharmacol. 2020;250:112478.

	126.	 Zhang W, Xu YC, Guo FJ, Meng Y, Li ML. Anti-diabetic effects of cinna-
maldehyde and berberine and their impacts on retinol-binding protein 
4 expression in rats with type 2 diabetes mellitus. Chin Med J (Engl). 
2008;121(21):2124–8.

	127.	 Shen Y, Fukushima M, Ito Y, et al. Verification of the antidiabetic effects 
of cinnamon (Cinnamomum zeylanicum) using insulin-uncontrolled 
type 1 diabetic rats and cultured adipocytes. Biosci Biotechnol Bio-
chem. 2010;74(12):2418–25.

	128.	 Anand P, Murali KY, Tandon V, Murthy PS, Chandra R. Insulinotropic 
effect of cinnamaldehyde on transcriptional regulation of pyruvate 
kinase, phosphoenolpyruvate carboxykinase, and GLUT4 translocation 
in experimental diabetic rats. Chem Biol Interact. 2010;186(1):72–81.

	129.	 Cao H, Graves DJ, Anderson RA. Cinnamon extract regulates glucose 
transporter and insulin-signaling gene expression in mouse adipocytes. 
Phytomedicine. 2010;17(13):1027–32.

	130.	 Cheng DM, Kuhn P, Poulev A, Rojo LE, Lila MA, Raskin I. In vivo 
and in vitro antidiabetic effects of aqueous cinnamon extract 
and cinnamon polyphenol-enhanced food matrix. Food Chem. 
2012;135(4):2994–3002.

	131.	 Wu WB, Wu F, Gong J, et al. Research progress of modified Fenugreek 
pill in treatment of diabetes and diabetic nephropathy. World Chin 
Med. 2021;16(19):2839–44.

	132.	 Song S, Li R, Cao B, et al. Effect of electro-acupuncture on levels of 
blood glucose, lipids and leptin in rats with type 2 DM. J Clin Acupunct 
Moxibustion. 2020;36(04):87–90.

	133.	 Cai YJ, Liu X, Li GZ. Research progress on the application of Taiji-
quan in type 2 diabetes mellitus. China J Tradit Chin Med Pharm. 
2023;38(01):298–300.

	134.	 Li C, Miao Y, Gong Z. Current situation and thinking on diabetes animal 
model of traditional Chinese medicine (TCM). J Shaanxi Univ Chin Med. 
2008;04:1–2.

	135.	 Nagy L, Béke F, Juhász L, et al. Glycogen phosphorylase inhibitor, 
2,3-bis[(2E)-3-(4-hydroxyphenyl)prop-2-enamido] butanedioic acid 
(BF142), improves baseline insulin secretion of MIN6 insulinoma cells. 
PLoS ONE. 2020;15(9):e0236081. https://​doi.​org/​10.​1371/​journ​al.​pone.​
02360​81.

	136.	 Chen Q, He Y, Wang X, et al. LncRNA PTGS2 regulates islet β-cell func-
tion through the miR-146a-5p/RBP4 axis and its diagnostic value in 
type 2 diabetes mellitus. Am J Transl Res. 2021;13(10):11316–28.

	137.	 Ma B, Song Y, Zhang Y, et al. Phlegm-dampness stagnate heat 
symptom of high-fat diet inducing IGT rat. Acta Chin Med Pharmacol. 
2014;42(05):14–7.

	138.	 Zhang L. Effect and mechanism of FT on glucose and lipid metabolism 
in rats with high fat and high sugar diet combined with liver depression 
and spleen deficiency. Guangdong Pharmaceutical University, 2021.

	139.	 Feng H, Zhu X, Fu S, et al. Evolution of tradtional chinese medicine syn-
drome of db/db mice with type 2 diabetic nephropathy. J Shandong 
Univ Tradit Chin Med. 2022;46(02):242–51.

	140.	 Lv Y, Li H, Ma X, et al. Establishment and characteristic analysis of interior 
heat and diabetes mouse model using compound factors. Chin J Tissue 
Eng Res. 2022;26(08):1187–93.

	141.	 Liu T, Wang W. Pondering on animal model of syndrome. China J Tradit 
Chin Med Pharm. 2006;09:550–1.

	142.	 Afroz S, Fairuz S, Joty JA, et al. Virtual screening of functional foods and 
dissecting their roles in modulating gene functions to support post 
COVID-19 complications. J Food Biochem. 2021;45(12):e13961. https://​
doi.​org/​10.​1111/​jfbc.​13961.

	143.	 Hu S, Chen S, Li Z, et al. Research on the potential mechanism of 
Chuanxiong Rhizoma on treating diabetic nephropathy based on 
network pharmacology. Int J Med Sci. 2020;17(15):2240–7. https://​doi.​
org/​10.​7150/​ijms.​47555.

	144.	 Zhao R, Zhang MM, Wang D, et al. Network pharmacology and molecu-
lar docking approaches to investigating the mechanism of action of 
Zanthoxylum bungeanum in the treatment of oxidative stress-induced 
diseases. Comb Chem High Throughput Screen. 2021;24(10):1754–68. 
https://​doi.​org/​10.​2174/​13862​07323​99920​11171​12316.

	145.	 Dong Y, Zhao Q, Wang Y. Network pharmacology-based investigation 
of potential targets of astragalus membranaceous-angelica sinensis 

https://doi.org/10.1097/MD.0000000000027555
https://doi.org/10.1097/MD.0000000000027555
https://doi.org/10.1155/2021/2562590
https://doi.org/10.1155/2017/1813086
https://doi.org/10.2337/diabetes.47.7.1135
https://doi.org/10.1371/journal.pone.0236081
https://doi.org/10.1371/journal.pone.0236081
https://doi.org/10.1111/jfbc.13961
https://doi.org/10.1111/jfbc.13961
https://doi.org/10.7150/ijms.47555
https://doi.org/10.7150/ijms.47555
https://doi.org/10.2174/1386207323999201117112316


Page 21 of 22Meng et al. Chinese Medicine           (2023) 18:75 	

compound acting on diabetic nephropathy. Sci Rep. 2021;11(1):19496. 
https://​doi.​org/​10.​1038/​s41598-​021-​98925-6.

	146.	 Kim A, Yun JM. Combination treatments with Luteolin and Fisetin 
enhance anti-inflammatory effects in high glucose-treated THP-1 cells 
through histone Acetyltransferase/histone Deacetylase regulation. J 
Med Food. 2017;20(8):782–9. https://​doi.​org/​10.​1089/​jmf.​2017.​3968.

	147.	 Lee W, Lee SY, Son YJ, et al. Gallic acid decreases inflammatory cytokine 
secretion through histone Acetyltransferase/histone Deacetylase 
regulation in high glucose-induced human monocytes. J Med Food. 
2015;18(7):793–801. https://​doi.​org/​10.​1089/​jmf.​2014.​3342.

	148.	 Jiang H, Yao Q, An Y, et al. Baicalin suppresses the progression of Type 2 
diabetes-induced liver tumor through regulating METTL3/m6A/HKDC1 
axis and downstream p-JAK2/STAT1/clevaged Capase3 pathway. Phy-
tomedicine. 2022;94:153823. https://​doi.​org/​10.​1016/j.​phymed.​2021.​
153823.

	149.	 Ding Q, Gao Z, Chen K, et al. Inflammation-related epigenetic modifica-
tion: the bridge between immune and metabolism in type 2 diabetes. 
Front Immunol. 2022;13:883410. https://​doi.​org/​10.​3389/​fimmu.​2022.​
883410.

	150.	 Shu Z, Qi Ge, Liang C, et al. Mulberry leaf and Radix astragali regulates 
differentially expressed genes and proteins in the streptozotocin-
induced diabetic mice liver. Processes. 2021;9(11):1898.

	151.	 Cadena-Zamudio JD, Nicasio-Torres P, Monribot-Villanueva JL, et al. 
Integrated analysis of the transcriptome and metabolome of Cecropia 
obtusifolia: a plant with high chlorogenic acid content traditionally 
used to treat diabetes mellitus. Int J Mol Sci. 2020;21(20):7572. https://​
doi.​org/​10.​3390/​ijms2​12075​72.

	152.	 Chang Y, Xu J, Yan S, et al. Transcriptomics of therapeutic effect of 
Huangqi Liuyi decoction in treating type 2 diabetes. Zhongguo Zhong 
Yao Za Zhi. 2017;42(14):2760–6. https://​doi.​org/​10.​19540/j.​cnki.​cjcmm.​
20170​609.​003.

	153.	 Xu X, Gao Z, Yang F, et al. Antidiabetic effects of Gegen Qinlian decoc-
tion via the gut microbiota are attributable to its key ingredient berber-
ine. Genomics Proteomics Bioinformatics. 2020;18(6):721–36. https://​
doi.​org/​10.​1016/j.​gpb.​2019.​09.​007.

	154.	 Zhong Y, Lee K, Deng Y, et al. Arctigenin attenuates diabetic kidney 
disease through the activation of PP2A in podocytes. Nat Commun. 
2019;10(1):4523. https://​doi.​org/​10.​1038/​s41467-​019-​12433-w.

	155.	 Xiang Y, Kuai L, Ru Y, et al. Transcriptional profiling and circRNA-
miRNA-mRNA network analysis identify the biomarkers in Sheng-ji 
Hua-yu formula treated diabetic wound healing. J Ethnopharmacol. 
2021;268:113643. https://​doi.​org/​10.​1016/j.​jep.​2020.​113643.

	156.	 Ren Y, Liu Y, Liu K, et al. Discovery of therapeutic candidates for diabetic 
retinopathy based on molecular switch analysis: application of a sys-
tematic process. Oxid Med Cell Longev. 2022;2022:3412032. https://​doi.​
org/​10.​1155/​2022/​34120​32.

	157.	 Nunez Lopez YO, Iliuk A, Petrilli AM, et al. Proteomics and phosphopro-
teomics of circulating extracellular vesicles provide new insights into 
diabetes pathobiology. Int J Mol Sci. 2022;23(10):5779. https://​doi.​org/​
10.​3390/​ijms2​31057​79.

	158.	 Jiang N, Liu HF, Li SD, et al. An integrated metabonomic and proteomic 
study on kidney-Yin deficiency syndrome patients with diabetes mel-
litus in China. Acta Pharmacol Sin. 2015;36(6):689–98. https://​doi.​org/​
10.​1038/​aps.​2014.​169.

	159.	 Xu K, Wang Y, Guo Y, et al. Proteomics study on the effects of serum 
containing Zuogui Pills on early embryos of ICR mice cultured in high 
glucose. China J Tradit Chin Med Pharm. 2020;35(07):3598–602.

	160.	 Lo HY, Li TC, Yang TY, et al. Hypoglycemic effects of Trichosanthes 
kirilowii and its protein constituent in diabetic mice: the involvement of 
insulin receptor pathway. BMC Complement Altern Med. 2017;17(1):53. 
https://​doi.​org/​10.​1186/​s12906-​017-​1578-6.

	161.	 Lao Y, Wang X, Xu N, et al. Applying proteomics to determine the 
mechanism of action of traditional Chinese medicine remedies. J 
Ethnopharmacol. 2014;155(1):1–8. https://​doi.​org/​10.​1016/j.​jep.​2014.​05.​
022.

	162.	 Zhao J, Cai CK, Xie M, et al. Investigation of the therapy targets of Yi-Qi-
Yang-Yin-Hua-Tan-Qu-Yu recipe on type 2 diabetes by serum proteome 
labeled with iTRAQ. J Ethnopharmacol. 2018;224:1–14. https://​doi.​org/​
10.​1016/j.​jep.​2018.​03.​027.

	163.	 Zu G, Sun K, Li L, et al. Mechanism of quercetin therapeutic tar-
gets for Alzheimer disease and type 2 diabetes mellitus. Sci Rep. 
2021;11(1):22959. https://​doi.​org/​10.​1038/​s41598-​021-​02248-5.

	164.	 Suo T, Wang H, Li Z. Application of proteomics in research on traditional 
Chinese medicine. Expert Rev Proteomics. 2016;13(9):873–81. https://​
doi.​org/​10.​1080/​14789​450.​2016.​12208​37.

	165.	 Song L, Liu H, Wang Y, et al. Application of GC/MS-based metabonomic 
profiling in studying the therapeutic effects of Huangbai-Zhimu herb-
pair (HZ) extract on streptozotocin-induced type 2 diabetes in mice. J 
Chromatogr B Analyt Technol Biomed Life Sci. 2015;997:96–104. https://​
doi.​org/​10.​1016/j.​jchro​mb.​2015.​05.​003.

	166.	 Zhu Y, Cong W, Shen L, et al. Fecal metabonomic study of a polysaccha-
ride, MDG-1 from Ophiopogon japonicus on diabetic mice based on 
gas chromatography/time-of-flight mass spectrometry (GC TOF/MS). 
Mol Biosyst. 2014;10(2):304–12. https://​doi.​org/​10.​1039/​c3mb7​0392d.

	167.	 Cui X, Qian DW, Jiang S, et al. Scutellariae Radix and Coptidis Rhizoma 
improve glucose and lipid metabolism in T2DM rats via regulation of 
the metabolic profiling and MAPK/PI3K/Akt signaling pathway. Int J Mol 
Sci. 2018;19(11):3634. https://​doi.​org/​10.​3390/​ijms1​91136​34.

	168.	 Qin Z, Wang W, Liao D, et al. UPLC-Q/TOF-MS-based serum metabo-
lomics reveals hypoglycemic effects of Rehmannia glutinosa, Coptis 
chinensis and their combination on high-fat-diet-induced diabetes in 
KK-Ay mice. Int J Mol Sci. 2018;19(12):3984. https://​doi.​org/​10.​3390/​
ijms1​91239​84.

	169.	 Wei H, Pasman W, Rubingh C, et al. Urine metabolomics combined 
with the personalized diagnosis guided by Chinese medicine reveals 
subtypes of pre-diabetes. Mol Biosyst. 2012;8(5):1482–91. https://​doi.​
org/​10.​1039/​c2mb0​5445k.

	170.	 Li CN, Wang X, Lei L, et al. Berberine combined with stachyose induces 
better glycometabolism than berberine alone through modulating gut 
microbiota and fecal metabolomics in diabetic mice. Phytother Res. 
2020;34(5):1166–74. https://​doi.​org/​10.​1002/​ptr.​6588.

	171.	 Yang L, Xue Y, Wei J, et al. Integrating metabolomic data with machine 
learning approach for discovery of Q-markers from Jinqi Jiangtang 
preparation against type 2 diabetes. Chin Med. 2021;16(1):30. https://​
doi.​org/​10.​1186/​s13020-​021-​00438-x.

	172.	 Zhou S, Allard PM, Wolfrum C, et al. Identification of chemotypes in 
bitter melon by metabolomics: a plant with potential benefit for man-
agement of diabetes in traditional Chinese medicine. Metabolomics. 
2019;15(8):104. https://​doi.​org/​10.​1007/​s11306-​019-​1565-7.

	173.	 Wang W, Zhao L, He Z, et al. Metabolomics-based evidence of the 
hypoglycemic effect of Ge-Gen-Jiao-Tai-Wan in type 2 diabetic rats 
via UHPLC-QTOF/MS analysis. J Ethnopharmacol. 2018;219:299–318. 
https://​doi.​org/​10.​1016/j.​jep.​2018.​03.​026.

	174.	 Meng X, Yan J, Ma J, et al. Effects of Jowiseungki-tang on high fat diet-
induced obesity in mice and functional analysis on network pharmacol-
ogy and metabolomics analysis. J Ethnopharmacol. 2022;283:114700. 
https://​doi.​org/​10.​1016/j.​jep.​2021.​114700.

	175.	 Pang B, Zhao LH, Zhou Q, et al. Application of berberine on treating 
type 2 diabetes mellitus. Int J Endocrinol. 2015;2015:905749. https://​doi.​
org/​10.​1155/​2015/​905749.

	176.	 Xu X, Yi H, Wu J, et al. Therapeutic effect of berberine on metabolic 
diseases: Both pharmacological data and clinical evidence. Biomed 
Pharmacother. 2021;133:110984. https://​doi.​org/​10.​1016/j.​biopha.​2020.​
110984.

	177.	 Yi H, Peng H, Wu X, et al. The therapeutic effects and mechanisms of 
quercetin on metabolic diseases: pharmacological data and clinical 
evidence. Oxid Med Cell Longev. 2021;2021:6678662. https://​doi.​org/​
10.​1155/​2021/​66786​62.

	178.	 Xiong R, Zhao C, Zhong M, et al. Effects of Shenqi compound on 
intestinal microbial metabolites in patients with type 2 diabetes: a 
protocol for systematic review and meta analysis. Medicine (Baltimore). 
2020;99(48):e23017. https://​doi.​org/​10.​1097/​MD.​00000​00000​023017.

	179.	 Lv X, Yang M, Wang F, et al. The effect of Baduanjin on intestinal flora 
in patients with prediabetes mellitus: study protocol for a randomized 
controlled trial. Medicine (Baltimore). 2020;99(37):e22108. https://​doi.​
org/​10.​1097/​MD.​00000​00000​022108.

	180.	 Zhao T, Zhan L, Zhou W, et al. The effects of erchen decoction on gut 
microbiota and lipid metabolism disorders in Zucker diabetic fatty rats. 
Front Pharmacol. 2021;12:647529. https://​doi.​org/​10.​3389/​fphar.​2021.​
647529.

https://doi.org/10.1038/s41598-021-98925-6
https://doi.org/10.1089/jmf.2017.3968
https://doi.org/10.1089/jmf.2014.3342
https://doi.org/10.1016/j.phymed.2021.153823
https://doi.org/10.1016/j.phymed.2021.153823
https://doi.org/10.3389/fimmu.2022.883410
https://doi.org/10.3389/fimmu.2022.883410
https://doi.org/10.3390/ijms21207572
https://doi.org/10.3390/ijms21207572
https://doi.org/10.19540/j.cnki.cjcmm.20170609.003
https://doi.org/10.19540/j.cnki.cjcmm.20170609.003
https://doi.org/10.1016/j.gpb.2019.09.007
https://doi.org/10.1016/j.gpb.2019.09.007
https://doi.org/10.1038/s41467-019-12433-w
https://doi.org/10.1016/j.jep.2020.113643
https://doi.org/10.1155/2022/3412032
https://doi.org/10.1155/2022/3412032
https://doi.org/10.3390/ijms23105779
https://doi.org/10.3390/ijms23105779
https://doi.org/10.1038/aps.2014.169
https://doi.org/10.1038/aps.2014.169
https://doi.org/10.1186/s12906-017-1578-6
https://doi.org/10.1016/j.jep.2014.05.022
https://doi.org/10.1016/j.jep.2014.05.022
https://doi.org/10.1016/j.jep.2018.03.027
https://doi.org/10.1016/j.jep.2018.03.027
https://doi.org/10.1038/s41598-021-02248-5
https://doi.org/10.1080/14789450.2016.1220837
https://doi.org/10.1080/14789450.2016.1220837
https://doi.org/10.1016/j.jchromb.2015.05.003
https://doi.org/10.1016/j.jchromb.2015.05.003
https://doi.org/10.1039/c3mb70392d
https://doi.org/10.3390/ijms19113634
https://doi.org/10.3390/ijms19123984
https://doi.org/10.3390/ijms19123984
https://doi.org/10.1039/c2mb05445k
https://doi.org/10.1039/c2mb05445k
https://doi.org/10.1002/ptr.6588
https://doi.org/10.1186/s13020-021-00438-x
https://doi.org/10.1186/s13020-021-00438-x
https://doi.org/10.1007/s11306-019-1565-7
https://doi.org/10.1016/j.jep.2018.03.026
https://doi.org/10.1016/j.jep.2021.114700
https://doi.org/10.1155/2015/905749
https://doi.org/10.1155/2015/905749
https://doi.org/10.1016/j.biopha.2020.110984
https://doi.org/10.1016/j.biopha.2020.110984
https://doi.org/10.1155/2021/6678662
https://doi.org/10.1155/2021/6678662
https://doi.org/10.1097/MD.0000000000023017
https://doi.org/10.1097/MD.0000000000022108
https://doi.org/10.1097/MD.0000000000022108
https://doi.org/10.3389/fphar.2021.647529
https://doi.org/10.3389/fphar.2021.647529


Page 22 of 22Meng et al. Chinese Medicine           (2023) 18:75 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

	181.	 Wei X, Tao J, Xiao S, et al. Xiexin Tang improves the symptom of 
type 2 diabetic rats by modulation of the gut microbiota. Sci Rep. 
2018;8(1):3685. https://​doi.​org/​10.​1038/​s41598-​018-​22094-2.

	182.	 Xie J, Song W, Liang X, et al. Protective effect of quercetin on streptozo-
tocin-induced diabetic peripheral neuropathy rats through modulating 
gut microbiota and reactive oxygen species level. Biomed Pharmaco-
ther. 2020;127:110147. https://​doi.​org/​10.​1016/j.​biopha.​2020.​110147.

	183.	 Yan D, Fan P, Sun W, et al. Anemarrhena asphodeloides modulates gut 
microbiota and restores pancreatic function in diabetic rats. Biomed 
Pharmacother. 2021;133:110954. https://​doi.​org/​10.​1016/j.​biopha.​2020.​
110954.

	184.	 Zhang CH, Sheng JQ, Sarsaiya S, et al. The anti-diabetic activities, gut 
microbiota composition, the anti-inflammatory effects of Scutellaria-
coptis herb couple against insulin resistance-model of diabetes 
involving the toll-like receptor 4 signaling pathway. J Ethnopharmacol. 
2019;237:202–14. https://​doi.​org/​10.​1016/j.​jep.​2019.​02.​040.

	185.	 Meng X, Ma J, Kang SY, et al. Jowiseungki decoction affects diabetic 
nephropathy in mice through renal injury inhibition as evidenced 
by network pharmacology and gut microbiota analyses. Chin Med. 
2020;15:24. https://​doi.​org/​10.​1186/​s13020-​020-​00306-0.

	186.	 Wu Q, Hu Y. Systematic evaluation of the mechanisms of mulberry leaf 
(Morus alba Linne) acting on diabetes based on network pharmacol-
ogy and molecular docking. Comb Chem High Throughput Screen. 
2021;24(5):668–82. https://​doi.​org/​10.​2174/​13862​07323​66620​09141​
03719.

	187.	 Zhu C, Cai T, Jin Y, et al. Artificial intelligence and network pharma-
cology based investigation of pharmacological mechanism and 
substance basis of Xiaokewan in treating diabetes. Pharmacol Res. 
2020;159:104935. https://​doi.​org/​10.​1016/j.​phrs.​2020.​104935.

	188.	 Zhang L, Han L, Wang X, et al. Exploring the mechanisms underlying 
the therapeutic effect of Salvia miltiorrhiza in diabetic nephropathy 
using network pharmacology and molecular docking. Biosci Rep. 
2021;41(6):BSR20203520.

	189.	 Wang G, Zeng L, Huang Q, et al. Exploring the molecular mechanism 
of Liuwei Dihuang pills for treating diabetic nephropathy by combined 
network pharmacology and molecular docking. Evid Based Comple-
ment Alternat Med. 2021;2021:7262208. https://​doi.​org/​10.​1155/​2021/​
72622​08.

	190.	 Tang Y, Su H, Wang H, et al. The effect and mechanism of Jiao-tai-wan in 
the treatment of diabetes mellitus with depression based on network 
pharmacology and experimental analysis. Mol Med. 2021;27(1):154. 
https://​doi.​org/​10.​1186/​s10020-​021-​00414-z.

	191.	 Piao C, Sun Z, Jin D, et al. Network pharmacology-based investigation of 
the underlying mechanism of Panax notoginseng treatment of diabetic 
retinopathy. Comb Chem High Throughput Screen. 2020;23(4):334–44. 
https://​doi.​org/​10.​2174/​13862​07323​66620​03050​93709.

	192.	 Wang L, Li S, Wang L, et al. Uncovering the protective mechanism of 
Taohong Siwu decoction against diabetic retinopathy via HIF-1 signal-
ing pathway based on network analysis and experimental validation. 
BMC Complement Med Ther. 2020;20(1):298. https://​doi.​org/​10.​1186/​
s12906-​020-​03086-0.

	193.	 Liang G, Zhang L, Jiang G, et al. Effects and components of herb pair 
Huanglian-Banxia on diabetic gastroparesis by network pharmacology. 
Biomed Res Int. 2021;2021:8257937. https://​doi.​org/​10.​1155/​2021/​
82579​37.

	194.	 He W, Zeng M, Song H, et al. Exploration of molecular mechanisms 
of the homologous Chinese medicine polygonatum in treatment of 
diabetes. Acta Chin Med. 2019;34(10):2186–93.

	195.	 Bai L, Li X, He L, et al. Antidiabetic potential of flavonoids from tradi-
tional Chinese medicine: a review. Am J Chin Med. 2019;47(5):933–57. 
https://​doi.​org/​10.​1142/​S0192​415X1​95004​96.

	196.	 Zheng Y, Ding Q, Wei Y, et al. Effect of traditional Chinese medicine 
on gut microbiota in adults with type 2 diabetes: a systematic review 
and meta-analysis. Phytomedicine. 2021;88:153455. https://​doi.​org/​10.​
1016/j.​phymed.​2020.​153455.

	197.	 Meng J, Zhu Y, Ma H, Wang X, Zhao Q. The role of traditional Chinese 
medicine in the treatment of cognitive dysfunction in type 2 diabetes. 
J Ethnopharmacol. 2021;280:114464. https://​doi.​org/​10.​1016/j.​jep.​2021.​
114464.

	198.	 Pan J, Xu Y, Chen S, et al. The effectiveness of traditional Chinese 
medicine Jinlida granules on glycemic variability in newly diagnosed 

type 2 diabetes: a double-blinded, randomized trial. J Diabetes Res. 
2021;2021:6303063. https://​doi.​org/​10.​1155/​2021/​63030​63.

	199.	 Diniz Pereira J, Gomes Fraga V, Morais Santos AL, Carvalho MDG, Cara-
melli P, Braga GK. Alzheimer’s disease and type 2 diabetes mellitus: a 
systematic review of proteomic studies. J Neurochem. 2021;156(6):753–
76. https://​doi.​org/​10.​1111/​jnc.​15166.

	200.	 Xu B, Wang R, Zhang Z. Alzheimer’s disease and type 3 diabetes. Chin J 
Geriatr Heart Brain Vessel Dis. 2012;4(12):1338–40.

	201.	 Steen E, Terry BM, Rivera EJ, et al. Impaired insulin and insulin-like 
growth factor expression and signaling mechanisms in Alzheimer’s dis-
ease–is this type 3 diabetes? J Alzheimers Dis. 2005;7(1):63–80. https://​
doi.​org/​10.​3233/​jad-​2005-​7107.

	202.	 Wynne K, Devereaux B, Dornhorst A. Diabetes of the exocrine pancreas. 
J Gastroenterol Hepatol. 2019;34(2):346–54. https://​doi.​org/​10.​1111/​jgh.​
14451.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1038/s41598-018-22094-2
https://doi.org/10.1016/j.biopha.2020.110147
https://doi.org/10.1016/j.biopha.2020.110954
https://doi.org/10.1016/j.biopha.2020.110954
https://doi.org/10.1016/j.jep.2019.02.040
https://doi.org/10.1186/s13020-020-00306-0
https://doi.org/10.2174/1386207323666200914103719
https://doi.org/10.2174/1386207323666200914103719
https://doi.org/10.1016/j.phrs.2020.104935
https://doi.org/10.1155/2021/7262208
https://doi.org/10.1155/2021/7262208
https://doi.org/10.1186/s10020-021-00414-z
https://doi.org/10.2174/1386207323666200305093709
https://doi.org/10.1186/s12906-020-03086-0
https://doi.org/10.1186/s12906-020-03086-0
https://doi.org/10.1155/2021/8257937
https://doi.org/10.1155/2021/8257937
https://doi.org/10.1142/S0192415X19500496
https://doi.org/10.1016/j.phymed.2020.153455
https://doi.org/10.1016/j.phymed.2020.153455
https://doi.org/10.1016/j.jep.2021.114464
https://doi.org/10.1016/j.jep.2021.114464
https://doi.org/10.1155/2021/6303063
https://doi.org/10.1111/jnc.15166
https://doi.org/10.3233/jad-2005-7107
https://doi.org/10.3233/jad-2005-7107
https://doi.org/10.1111/jgh.14451
https://doi.org/10.1111/jgh.14451

	From Xiaoke to diabetes mellitus: a review of the research progress in traditional Chinese medicine for diabetes mellitus treatment
	Abstract 
	Background
	DM stemming from Xiaoke based on TCM principles
	Pre-Qin and Han dynasties (pre-A.D.220): academic origin of Xiaoke
	Wei, Jin, Sui, and Tang dynasties (A.D.220 to A.D.907): academic development of Xiaoke
	The five dynasties and Liao and Song dynasties (A.D.907 to A.D.1115): academic accumulation period of Xiaoke
	Jin and Yuan dynasties (A.D.1115 to A.D.1368): academic contention period of Xiaoke
	Ming and Qing dynasties (A.D.1368 to A.D.1912): blooming academic period of Xiaoke
	The Republic of China (A.D.1912 to A.D.1949): academic collision period between Xiaoke and DM
	Modern times (A.D.1949 to present): the initial academic period considering Xiaoke and DM

	The role of TCM in the etiology and pathogenesis of DM
	Etiology of DM according to TCM
	Pathogenesis of DM according to TCM
	Pathogenesis of the internal organs (Sanxiao theory)
	Pathogenesis theory of Qi, blood, and bodily fluids
	Modern theory: stage-type theory
	Pre-DM stage
	DM stage
	DM chronic complication stage


	TCM treatment guidelines for DM
	Treatment based on internal organsSanxiao
	Treatment based on Qi, blood, and bodily fluids
	Treatment based on stages

	Similarities and differences between Xiaoke and DM
	Research advances in the mechanism of TCM treatment for DM
	Study on a single Chinese herbal medicine
	Prescription studies
	Other therapies

	Preparation of T2DM models for research on the mechanism
	Modeling methods of WM
	Modeling methods of TCM

	New methods and technologies for research on TCM and anti-DM mechanisms
	Genomics
	Epigenetics
	Transcriptomics
	Proteomics
	Metabolomics
	Microbiomics
	Network pharmacology

	Conclusion and prospects
	Acknowledgements
	References


