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Diffusion weighted magnetic resonance
imaging (DW-MRI) as a non-invasive, tissue
cellularity marker to monitor cancer
treatment response
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Abstract

Background: Diffusion weighted magnetic resonance imaging (DW-MRI) holds great potential for monitoring
treatment response in cancer patients shortly after initiation of radiotherapy. It is hypothesized that a decrease in
cellular density of irradiated cancerous tissue will lead to an increase in quantitative apparent diffusion coefficient
(ADC) values. DW-MRI can therefore serve as a non-invasive marker of cell death and apoptosis in response to
treatment. In the present study, we aimed to investigate the applicability of DW-MRI in preclinical models to
monitor radiation-induced treatment response. In addition, we compared DW-MRI with ex vivo measures of cell
density, cell death and apoptosis.

Methods: DW-MRI was tested in two different syngeneic mouse models, a colorectal cancer (CT26) and a breast cancer
(4 T1). ADC values were compared with quantitative determinations of apoptosis and cell death by flow cytometry.
Furthermore, ADC-values were also compared to histological measurement of cell density on tumor sections.

Results: We found a significant correlation between ADC-values and apoptotic state in the CT26 model (P = 0.0031). A
strong correlation between the two measurements of ADC-value and apoptotic state was found in both models, which
were also present when comparing ADC-values to cell densities.

Conclusions: Our findings demonstrate that DW-MRI can be used for non-invasive monitoring of radiation-induced
changes in cell state during cancer therapy. ADC values reflect ex vivo cell density and correlates well with apoptotic
state, and can hereby be described as a marker for the cell state after therapy and used as a non-invasive response
marker.

Keywords: Diffusion weighted MRI, Cancer treatment response, ADC-value, Preclinical, Cellular density

Background
Monitoring of treatment response in cancer patients is
of huge clinical importance to optimize therapeutic in-
terventions, and the general approach based on morph-
ology is described by the RECIST guidelines which were
last updated in 2009 [1]. However, non-invasive mea-
sures of functional changes in the tumor, e.g. induction

of cell death and cell density, may be of complementary
value for response monitoring.
One such potential imaging modality is diffusion

weighted magnetic resonance imaging (DW-MRI). Ini-
tially, this technique was focused on neuroimaging due
to the limited motion in the brain and hereby a de-
creased number of pitfalls and artifact shortcomings [2].
However, an increased methodical knowledge and less
hardware limitations has led to the use of DW-MRI in
most parts of the body [3].
DW-MRI is based on the brownian motion within

tissues, and molecule-movement being restricted by
cellular structures in high-density tissue e.g. solid
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cancers [4–6]. In more detail, DW-MRI measures the
indirect value of cellularity by applying the same gra-
dient at continuous short time intervals. The move-
ment of water molecules causes loss of signal through
spin dephasing, and an apparent diffusion coefficient
(ADC) value can be defined from the signal loss over
time [7, 8]. A high ADC-value hereby represents a
steep slope of signal loss and vice versa. It has been
shown that there is an inverse correlation between
cellular density and ADC, describing a high cellular
density as a low ADC-value due to high restriction in
tissue and hereby decreased water movement [9–11].
DW-MRI is described as a promising way to non-

invasively monitor treatment response shortly after
treatment initiation. Several clinical and preclinical stud-
ies are currently ongoing or published on the use DW-
MRI as a prognostic marker in various cancers [3, 6, 9,
12–18]. Accordingly, it has been shown that in general
there is an increase in ADC-value following effective
treatment. However, although the majority of studies
find an increase in ADC-value following therapy and a
correlation with long term survival or disease progres-
sion, contradictory and conflicting results have also been
reported [19, 20]. Furthermore, recommendations for
the use of DW-MRI was discussed in 2008 during “The
International Society for Magnetic Resonance in Medi-
cine Meeting” held in Toronto. Concerns for the lack of
understanding DW-MRI at a microscopic level was
among the points to be summarized in the meeting re-
port [21].
The aim of this study was therefore to evaluate the

feasibility of DW-MRI treatment response monitoring of
external radiotherapy and to evaluate how DW-MRI cor-
relates with changes in cell density and induction of
apoptosis in a preclinical setting to obtain knowledge of
the robustness of the method for translational purposes.
To do so, we studied the correlation between the non-

invasively collected ADC-values in tumors before and
after irradiation and ex vivo measures of cell density and
cell apoptosis by immunohistochemistry and flow cy-
tometry in two different murine models.

Methods
Tumor model
All experimental procedures were approved by the Da-
nish Animal Welfare Council, the Danish Ministry of
Justice (license no. 2016-15-0201-00920). Mice were
housed in IVC rack in Type III SPF cages with a max-
imum of 8 mice in each cage. Food and water was avail-
able ad libitum at all times.
Tumors were grown on female BalbC mice (Charles

River, Scanbur A/S, Karlslunde, Denmark) and mice were
included at 8 weeks of age after 1 week of acclimatization.

Mice were injected subcutaneously with either 3 × 105

CT26 WT (murine colon carcinoma, CRL-2638, ATCC,
Virginia, USA) cells or 5 × 105 4 T1 (murine stage IV
breast cancer cells, CRL-2539, ATCC, Virginia, USA) in a
total volume of 100 μL RPMI serum-free medium on the
lower part of the right flank. Roswell Park Memorial Insti-
tute (RPMI) medium supplemented with 10% Fetal Calf
Serum (FCS) and 1% penicillin-streptomycin (Biowest,
Nuaillé, France) was used for growth of both cell lines
prior to inoculation. In vitro growth of cells upon inocula-
tion were maintained in culture flasks (5% CO2 at 37

0 C).
During inoculation mice were anaesthetized with 3.5%
sevoflurane (Abbvie Inc., North Chicago, IL, USA) in a
mixture of oxygen and air (35% O2 and 65% N2). Tumor
size and body weight were measured continuously from
day 5 after implant to follow the development of tumors
and monitor health of the mice. Tumor size were calcu-
lated from the formula of 0.52 · (W2 · L), where L repre-
sents the length and W for the width measured by
external caliper. When tumors reached a mean size of ap-
proximately 170mm3, mice were randomized into three
different groups of six mice for both models. Groups in-
cluded an untreated control group and two treatment
groups receiving either 10Gy or 15Gy of radiation ther-
apy. Motivations for treatment doses were chosen based
on the known sensitivity of the included tumor models to-
wards radiation therapy to investigate doses inducing a
treatment response, but without diminishing investigated
tumors completely during study time in order to sustain
tumor tissue for sampling at day 4. Filatenkov and col-
leagues have shown how 30Gy leads to complete remis-
sion in CT26 tumors and the doses were set based on this
and studies within our own department showing treat-
ment responses from doses of 10 and 15Gy in both
models [22]. Radiation therapy was delivered at 1 Gy/min
(320 kV/12.5mA) using a biological irradiator X-Rad 320
(PXI Precision X-ray, North Branford, Connecticut, USA).

MRI protocol
DW-MRI scans were performed using a Preclinical BioS-
pec MR 7 T Scanner (Bruker, Ettlingen, Germany) and a
20mm planar RF surface coil. Both an anatomical T2-
weighted sequence and diffusion-weighted sequence was
acquired. The T2-weighted anatomical sequence was
performed using the following parameters; TR/TE. 2500/
35 milliseconds, image size: 256 × 256, Field of view
(FOV): 30 × 30 mm, averages: 2, slice thickness: 0.7 mm,
and scan time 2min 40 s. Diffusion-weighted EPI scan
sequence was performed using the following parameters;
TR/TE: 550/24 milliseconds, image size: 96 × 96, FOV:
30 × 30 mm, averages: 6, segments: 6, slice thickness: 0.7
mm, b-values: 0, 100, 200, 600, 1000, 1500, 2000, and
scan time 2min 18 s. An extended shimming procedure
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and B0-map was included in diffusion-weighted protocol
to decrease artifacts and noise in images.
All mice had MRI performed at baseline before radi-

ation therapy and daily for 4 days following irradiation
to monitor treatment response. Mice were anesthetized
as previously described, placed on a water-heated bed to
stabilize body temperature, and respiration was moni-
tored during entire scan procedure.
Image analysis was performed in ParaVision 6.0.1 soft-

ware (Bruker, Ettlingen, Germany). Region of interests
(ROI) were drawn over tumor tissue in a circular shape
on a single axial slice placed to cover center of tumor in
a maximum volume. Tissue ADC-values were calculated
using bi-exponential signal intensity plot fitting, and re-
sults accordingly describe the mean ADC-value in a cen-
tral slice of the tumor.

Apoptosis quantification by Annexin V
After MRI scan on day four after radiation therapy, all
mice were euthanized by cervical dislocation and tumors
collected for ex vivo analysis. Tumors were harvested
and stored in MACS tissue storage solution until disso-
ciated with Tumor Dissociation kit (Miltenyi Biotec,
Germany) using a gentleMACS™ Octo Dissociator (Mil-
tenyi Biotec, Germany). Dissociation was performed fol-
lowing the manufacturer’s standard protocol. Cells were
washed and diluted into single cell suspensions before
assay detection, and red blood cells lysed using Versa-
Lyse™ Lysing Solution, according to manufacturer’s
protocol (Beckman Coulter, Brea, Californien, USA). De-
tection of apoptotic cells, apoptotic stage, and dead cells
in tumor tissue was obtained using MUSE® Cell Analyzer
and accompanying Annexin V & Dead Cell Kit (Merck
Millipore, Darmstadt, Germany) [23].
Results of the cellular counts are given in percentages

of the gated cells and in number of total cells counted in
the gated area. Gates were set in a default setting on a
test sample of tissue, and kept fixed for all samples in
data set. Results are presented as percentage of all apop-
totic cells, including both cells gated as early apoptotic
and late apoptotic.

Immunohistochemistry protocol
Immunohistochemistry (IHC) was performed on formalin-
fixed, paraffin-embedded 4 μm tumor sections that were
stained with haematoxylin and eosin for 5 and 3min, re-
spectively. Separate groups of mice were included for this
study. A total of 4 mice were included for each treatment
group in the two different models of either CT26 or 4 T1.
Subsequently slides were mounted for electronic slide scan-
ning (Axio scan, Carl Zeiss, Germany) (pixel size 0.022 ×
0.022 μm). Five regions of interests were used to generate a
reflection of the full slide environment. Cellular density was
determined using the “color deconvolution”-function in Fiji

[24] to isolate the haematoxylin-stain image. The isolated
haematoxylin stained image was extracted to binary values
and the nuclei density was determined by excluding frag-
ments and artifacts by automated exclusion of structures
below a cut-off size of 50 pixels2. All structures above 50
pixels2 were hereby counted as cellular nuclei, and the
“watershed”-function was used to differentiate if stacks of
nuclei were seen, and hereby counted as individual nuclei.
Five density values are thereby included for each tumor
slide, and two individual slides for each tumor was
evaluated.

Statistical analysis
Statistical analysis was performed in GraphPad 7
(GraphPad Software, San Diego, CA, USA). Results of
tumor volumes are presented as mean ± SEM (Standard
Error of Mean). Analysis of data from tumor growth,
ADC-values, histological staining, and apoptotic assay
was performed using one-way ANOVA variance analysis
to evaluate differences over time or between treatment
groups. Pearson correlation analysis was used to evaluate
correlations between data sets. P-value <0.05 was con-
sidered statistically significant in all cases.

Results
DW-MRI scan sequence was performed with high quali-
tative reproducibility and limited artifacts. Optimal
image quality seen in center of coil, but no eddy cur-
rents- or motion artifacts were seen in either of the
slices, which is otherwise known to be an obstacle for
EPI sequences.
Tumor growth for all groups in both models are

shown in Fig. 1a and b as mean ± SEM in each group.
Successful tumor inhibition was seen in all treatment
groups for both models over time given by a significant
increase in control groups, which was absent in all treat-
ment groups. The average non-treated CT26 tumor size
(± SEM) increased 240% from 170 ± 47 mm3 to 400 ±
110 mm3 from day 0 to day 4. In the group treated with
10 Gy, a decrease in size of 7% from 170 ± 35 mm3 to
160 ± 48 mm3 was observed, and in the 15 Gy treated
group a decrease of 9% in size from 170 ± 28mm3 to
155 ± 29 mm3. The tumor size at day 4 of the treated
groups were approximately 60% lower than in the un-
treated group (one-way ANOVA, P = 0.0416). Non-
treated 4 T1 tumors increased 210% in group mean size
(± SEM) from 160 ± 12 mm3 to 335 ± 18 mm3 from day
0 to day 4. In the group treated with 10 Gy, a mean
tumor size decrease of 4% from 160 ± 7mm3 to 153 ±
13mm3 was observed, and in the 15 Gy treated group a
tumor size decrease of 19% from 160 ± 11 mm3 to 130 ±
10mm3 was observed. The size at day 4 of the treated
groups were approximately 55% lower for the 10 Gy
group and 60% lower for the 15 Gy group, than in the
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untreated group (one-way ANOVA, P = 0.0001). Suc-
cessful tumor inhibition is seen in all treatment groups
for both models over time given by a significant increase
in tumor size for the control groups, which is absent in
all treatment groups (significance levels shown in Fig. 1a
and b). Larger variations in tumor size were seen for the
syngeneic CT26 colon cancer model compared to the
syngeneic 4 T1 breast cancer model, which is also
depicted by the p-values for comparison on day 4.
ADC-values on the DW-MRI scans made on day 0, 1,

2, 3, and 4 increased for treatment groups compared to
control group for both models (Fig. 1c and d). ADC-
values were defined as the mean value for the center of
tumor volume, detected as a circle-shaped ROI to in-
clude as much tumor as possible in the chosen slice.
ADC results are presented in relative values to describe
the systematical changes in tissue after treatment. There
was a mean increase of between 15 to 20% for the two
treatment groups in the CT26 model compared to a
mean decrease of approximately 2–5% in the control
group at day 3 (one-way ANOVA, P = 0.0190). Equiva-
lent pattern is seen for the 4 T1 model, where a mean
increase of approximately 10% in ADC-value for the two

treatment groups are seen compared to a 10% decrease
in ADC-value for the control group at day 3 (one-way
ANOVA, P = 0.0014).
Representative examples of MR scans (T2-weighted

anatomical scan, DWI and ADC-map) from each group
in both models are shown in Fig. 2.
Percentages of apoptotic cells determined by ex vivo

analysis using Annexin V staining are presented in Fig. 3a
and b. Here, a significant increase in apoptotic cell per-
centages of tumors after treatment compared to un-
treated tumors was observed in the CT26 model (one-
way ANOVA, p = 0.0077), presented by an increased
apoptotic cell proportion changing from a mean of 35 ±
1% in the control group to a mean of 45 ± 3% in the two
treatment groups. Contrarily, no significant differences
were found in the 4 T1 model although a similar ten-
dency was apparent, and an increase in apoptotic cell
percentages was observed ranging from a mean percent-
age of 37 ± 2% in the control group to an increase of
45 ± 4% in both treatment groups. Lack of significance is
most likely due to increase in variance in the control
group for the apoptotic results of the 4 T1 model com-
pared to the CT26 model.

Fig. 1 Tumor volumes (mm3) calculated from external caliper measurements for tumor-bearing mice of both CT26 (a) and 4 T1 model (b).
Volumes are described by mean ± SEM (n = 6 mice/group). Irradiation was performed on Day 0. Bottom row presents systematic ADC-results over
time in percent compared to baseline (mean ± SEM) for CT26 (c) and 4 T1 tumors (d), respectively. ADC-values are extracted from MRI scans in
ROI volume including central part of tumor. *) p < 0.05; **) p < 0.01, ***) p < 0.001: represents the systematic changes in tumor size for each group
over time (one-way ANOVA calculations on repeated measurements), and the #) p < 0.05; ##) p < 0.01, ###) p < 0.001 represents differentiation
between groups from one-way ANOVA at marked day in figure, e.g. tumor size at Day 4 comparison
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Figure 3c and d illustrates the ADC-values at day 4
for individual tumors compared to the percentage of
apoptotic cells from the same tumor. A strong signifi-
cant positive correlation was found between ADC-
values of tumors and corresponding percentage of
apoptotic cells for both the CT26 tumors (Pearson
r = 0.657, P = 0.0031) and the 4 T1 tumors (Pearson
r = 0.508, P = 0.031).

For IHC analysis, additional tumors were collected 4
days after identical radiation treatment and the direct
tumor cell-densities were measured by nuclei-staining
and counting. Results of tumor-cell nuclei-staining in
both tumor models are shown in Fig. 4a and b. Figure 4c
illustrate a representative IHC section and an image of
the quantification of cell nuclei. From these analyses, a
significant decrease in cellular density after radiation

Fig. 2 MRI images shown for both anatomical T2-weighted scan, DWI scan from shortest b-value, and overlay of anatomical image and ADC-
map. Depicted is one mouse from each group in both models. The T2-weighted anatomical sequence was performed on Bruker 7 T preclinical
MRI system using the following parameters; TR/TE. 2500/35 milliseconds, image size: 256 × 256, Field of view (FOV): 30 × 30 mm, averages: 2, slice
thickness: 0.7 mm, and scan time 2 min 40 s. Diffusion-weighted scan sequence was performed using the following parameters; TR/TE: 550/24
milliseconds, image size: 96 × 96, FOV: 30 × 30 mm, averages: 6, segments: 6, slice thickness: 0.7 mm, b-values: 0, 100, 200, 600, 1000, 1500, 2000,
and scan time 2min 18 s
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treatment is observed compared to untreated controls in
both cases (one-way ANOVA, P < 0.0001). For the CT26
model a mean group decrease from 2250 ± 18 nuclei per
ROI in the control group to 1920 ± 22 nuclei per ROI
for the 10 Gy treatment group, and a further mean de-
crease to 1860 ± 25 nuclei per ROI in the 15 Gy treat-
ment group. Similarly for the 4 T1 model, mean nuclei
count per ROI in the control group was 2000 ± 45, and a
decrease in group mean for the 10 Gy treatment group
results in count of 1800 ± 35 nuclei per ROI compared
to a mean of 1660 ± 44 nuclei per ROI for the 15 Gy
treatment group.

Discussion
DW-MRI scans may provide a method of non-invasive
measurement of therapeutic efficacy. This is based on
the hypothesis that DW-MRI describes an indirect state
of cell density in tumor tissue where a lowering in cell
density equals an increase in ADC-value [5]. Cell dens-
ity, size, macromolecules, and myelin layers are among
structures that restrict the water movements, which is
basis for the proposed hypothesis of using DWI-MRI.

DW-MRI is currently being tested in both preclinical
and clinical studies [5, 11, 15–17, 25].
In the current study, we found that radiation treatment

of tumors increases ADC-values following the induction
of cellular damage and apoptosis in the irradiated region,
which is in accordance with Baskar et al., stating that
apoptosis is one of two main factors leading to cell deatch
after irradiation [26]. The validity of the ADC-value as an
indirect measure of cellular density was investigated by
comparing with ex vivo measurement of cellular density.
The ex vivo quantification of cellular density is a direct
measurement, and introduces the need for a biopsy of tis-
sue in a clinical setting and is therefore heavily influenced
by micro regional differences, e.g. necrotic or hypoxic re-
gions, and thereby sampling error in clinical patients.
DW-MRI scans on the other hand can cover larger re-
gions and produce an overall quantitative measurement of
important tumor characteristics using a non-invasive and
repeatable method. This is very important as clinical tu-
mors are highly heterogeneous in terms of tumor micro-
environment and response. To optimally perform the
comparisons, tumor tissues for post-mortem analysis were

Fig. 3 Results of apoptotic cell percentages for tumor-bearing mice of both CT26 (a) and 4 T1 (b). Results obtained using MUSE® Cell Analyzer
and apoptotic cell percentages are described as mean ± SEM in the three treatment groups including six mice each on Day 4 after treatment.
Statistical significance was found using one-way ANOVA testing with p-value of 0.0077 for CT26 model, but no significance found for 4 T1 model.
Bottom row presents correlation of ADC-results at Day 4 and apoptotic cell percentages on the same day for CT26 (c) and 4 T1 (d), respectively.
ADC-values are extracted from MRI scans in ROI volume including central part of tumor, and here presented in original values at Day 4.
Correlation analysis was made using Pearson correlation, resulting in values of r = 0.657 and p = 0.0031 for the CT26 tumors, and r = 0.508, p =
0.0319 for the 4 T1 tumors
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harvested in an un-paired setting, but with identical treat-
ment groups of both included models. Compatible results
were found between ex vivo cellular density and ADC
values, validating DW-MRI as a non-invasive method for
cellular density measurement. Given the high predictabil-
ity and reproducibility in the two investigated models, it
was assumed that tissue state in an un-paired setting cor-
responds to the tumor samples used for the paired correl-
ation between DW-MRI and apoptotic cell percentages.
However, the limitation of no fingerprint comparison be-
tween cellular densities and ADC-values needs to be
stated when reviewing the results.
The apoptotic cell percentages found in study showed

an increase for all treatment groups, but also a rather high
percentage in the control groups (approx. 35% apoptotic
cells). The level of apoptosis in the control groups could
be present due to necrotic regions occurring as a result of

increasing tumor size, compared to treated tumors, lead-
ing to outgrowth of capacity for neovascularization and
formation of hypoxic areas. The heterogeneous structure
of the included models is more compatible to clinical tu-
mors, and an advantage of the syngeneic tumor model
making them highly resemble to the clinical situation [27,
28]. However, one limitation to be emphasized is that the
DW-MRI data origins from on single slice in tumor
whereas the apoptotic cell percentages are calculated from
whole tumor volume. Spatial correlation between the two
parameters are hereby precluded, which could affect the
obtained results.
Despite these observations, the DW-MRI method does

seem to possess some degree of uncertainty given that
the results are highly sensitive and thereby susceptible to
heterogeneity in tumor tissue as described above. This
may explain the conflicting reporting’s in published

Fig. 4 Nuclei count for tumor-bearing mice of both CT26 (a) and 4 T1 (b) (mean ± SEM, n = 8 slides/group). Statistical significance is found using
one-way ANOVA testing (p < 0.0001 for both models). * depicting statistical differences of multiple comparisons compared to control group.
Bottom row (c) presents examples from HE staining with paired deconvoluted binary images to show the nuclei count in the two models for all
groups. Nuclei counts are calculated as number of nuclei per ROI area from five different ROIs in tumor slide in all groups. The depicted binary
images are only for visualization and not does not resemble the ROI used for data analysis
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studies [29–31]. To use DW-MRI to determine patient
outcomes in a clinical setting, a standardized protocol
for result validation is mandatory [32]. Yet, this does not
exist. A proposed method could be to set a value of per-
cent increase in ADC-value normalized to baseline scan
to stratify responders from non-responders at a given
time after treatment initiation. Threshold value does,
however, need to account for method variance and tis-
sue heterogeneity. For the two different cancer models
investigated in our study, a cancer-type specific cellular
density was found. The CT26 tumors had higher nuclei
count density, and consequently lower ADC-values,
compared to the 4 T1 model (data presented in Fig. 3c
and d). In addition, the CT26 model seemed more sensi-
tive to irradiation and displayed a more rapid decrease
in cellular density and increase in ADC values compared
to the 4 T1 model.
A study similar to ours from Paevangelou et al. previ-

ously showed that ADC-value can be used as biomarker
for early treatment response to cytotoxic drugs [33].
This matches with data obtained in the present study
where ADC-values correlated to the cellular density, but
not consistently to level of apoptotic cells. In our study
the total level of apoptotic cells (including both early
and late apoptotic state) correlated to ADC-values. In
order for DW-MRI to be used as prognostic marker, re-
sults indicate that late cell-death and potentially changes
in tissue structure needs to be present at the time of im-
aging. The use of DW-MRI has been proposed as an in-
dividual marker for treatment response [34], but also as
a complementary marker to FDG-PET [35].The combin-
ation of the non-invasive evaluation of both cellular
density (ADC) and metabolic activity could be used to
better predict therapeutic outcome, but further clinical
studies are needed to verify this.
Studies in different types of cancer have also proposed

DW-MRI as a marker to distinguish benign and malig-
nant tumors and to evaluate the aggressiveness of cancer
based on ADC-values, but that goes beyond the scope of
the present study [36–40].

Conclusion
Our study found that DW-MRI may be used for re-
sponse monitoring in radiation therapy. ADC-values re-
flect both cellular density and apoptosis in the two
different tumor types investigated in our study.

Abbreviations
ADC: Apparent diffusion coefficient; DW-MRI: Diffusion weighted magnetic
resonance imaging; FOV: Field of view; IHC: Immunohistochemistry;
ROI: Region of interests; SEM: Standard Error of Mean

Acknowledgements
Not applicable.

Authors’ contributions
FF, AH, and AK designed the study. FF and AH performed the experiments,
with guidance and help for DWI-MR scanning by HA and flow cytometry by
TE. Manuscript drafted by FF with input to revision and approval of the final
version by all authors.

Funding
This project received funding from the European Research Council (ERC)
under the European Union’s Horizon 2020 research and innovation
programme (grant agreement No 670261), the Lundbeck Foundation, the
Novo Nordisk Foundation, the Innovation Fund Denmark, Arvid Nilsson
Foundation, Svend Andersen Foundation, the Neye Foundation, the
Research Foundation of Rigshospitalet and the Research Council for
Independent Research. The grants were unrestricted and none of funding
bodies had any influence on design of the study, data collection, analysis,
interpretation of data or in writing the manuscript.

Availability of data and materials
The datasets used and analyzed during the current study are available from
the corresponding author on reasonable request.

Ethics approval and consent to participate
All preclinical experimental procedures were approved by the Danish Animal
Welfare Council, the Danish Ministry of Justice (license no. 2016-15-0201-
00920). No human studies included and hereby consent to participate not
applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1Department of Clinical Physiology, Nuclear Medicine & PET and Cluster for
Molecular Imaging, Department of Biomedical Sciences, Rigshospitalet and
University of Copenhagen, Copenhagen, Denmark. 2Department of
Biomedical Sciences, Rigshospitalet and University of Copenhagen,
Copenhagen, Denmark. 3Colloids and Biological Interface Group, Department
of Micro- and Nanotechnology, Technical University of Denmark, Lyngby,
Denmark. 4Section of Cellular and Metabolic Research, Department of
Biomedical Sciences, University of Copenhagen, Copenhagen, Denmark.

Received: 1 March 2019 Accepted: 11 February 2020

References
1. Eisenhauer EA, Therasse P, Bogaerts J, Schwartz LH, Sargent D, Ford R, et al.

New response evaluation criteria in solid tumours: revised RECIST guideline
(version 1.1). Eur J Cancer. 2009;45(2):228–47.

2. Le Bihan D, Poupon C, Amadon A, Lethimonnier F. Artifacts and pitfalls in
diffusion MRI. J Magn Reson Im. 2006;24(3):478–88.

3. Koh DM, Collins DJ. Diffusion-weighted MRI in the body: applications and
challenges in oncology. Am J Roentgenol. 2007;188(6):1622–35.

4. Chilla GS, Tan CH, Xu C, Poh CL. Diffusion weighted magnetic resonance
imaging and its recent trend-a survey. Quant Imaging Med Surg. 2015;5(3):
407–22.

5. Ross BD, Moffat BA, Lawrence TS, Mukherji SK, Gebarski SS, Quint DJ, et al.
Evaluation of Cancer therapy using diffusion magnetic resonance imaging.
Mol Cancer Ther. 2003;2(June):581–7.

6. Galbán CJ, Hoff BA, Chenevert TL, Ross BD. Diffusion MRI in early cancer
therapeutic response assessment. NMR Biomed. 2017;30(e3458):1–14.

7. Le Bihan D, Breton E, Lallemand D, Grenier P, Cabanis E, Laval-Jeantet M.
MR imaging of intravoxel incoherent motions: application to diffusion and
perfusion in neurologic disorders. Radiology. 1986;161:401–7.

8. Patterson DM, Padhani AR, Collins DJ. Technology insight: water diffusion
MRI--a potential new biomarker of response to cancer therapy. Nat Clin
Pract Oncol. 2008;5(4):220–33.

9. Afaq A, Andreou A, Koh DM. Diffusion-weighted magnetic resonance
imaging for tumour response assessment: Why, when and how? Cancer
Imaging. 2010;10(SPEC. ISS. A):179–88.

Fliedner et al. BMC Cancer          (2020) 20:134 Page 8 of 9



10. Ellingson BM, Malkin MG, Rand SD, Connelly JM, Quinsey C, LaViolette PS,
et al. Validation of functional diffusion maps (fDMs) as a biomarker for
human glioma cellularity. J Magn Reson Imaging. 2010;31(3):538–48.

11. Hayashida Y, Hirai T, Morishita S, Kitajima M, Murakami R, Korogi Y, et al.
Diffusion-weighted imaging of metastatic brain tumors: comparison with
histologic type and tumor cellularity. Am J Neuroradiol. 2006;27(7):1419–25.

12. Thoeny HC, Ross BD. Predicting and monitoring cancer treatment response
with diffusion-weighted MRI. J Magn Reson Imaging. 2010;32:2–16.

13. Wang H, Fei B. Diffusion-weighted MRI for monitoring tumor response to
photodynamic therapy. J Magn Reson Imaging. 2010;32(2):409–17.

14. Durando M, Gennaro L, Cho GY, Giri DD, Gnanasigamani MM, Patil S, et al.
Quantitative apparent diffusion coefficient measurement obtained by 3.0
tesla MRI as a potential noninvasive marker of tumor aggressiveness in
breast cancer. Eur J Radiol. 2016;85(9):1651–8.

15. Zhang XY, Sun YS, Tang L, Xue WC, Zhang XP. Correlation of diffusion-
weighted imaging data with apoptotic and proliferation indexes in CT26
colorectal tumor homografts in balb/c mouse. J Magn Reson Imaging. 2011;
33:1171–6.

16. Roth Y, Tichler T, Kostenich G, Ruiz-Cabello J, Maier SE, Cohen JS, et al. High-
b-value diffusion-weighted MR imaging for pretreatment prediction and
early monitoring of tumor response to therapy in mice. Radiology. 2004;
232(3):685–92.

17. Li Q-W, Qiu B, Wang B, Wang D-L, Yin S-H, Yang H, et al. Prediction of
pathologic responders to neoadjuvant chemoradiotherapy by diffusion-
weighted magnetic resonance imaging in locally advanced esophageal
squamous cell carcinoma: a prospective study. Dis Esophagus. 2017;31(2):1–7.

18. Kubo T, Furuta T, Johan MP, Ochi M, Adachi N. Value of diffusion-weighted
imaging for evaluating chemotherapy response in osteosarcoma: a meta-
analysis. Mol Clin Oncol. 2017 Jul;7(1):88–92.

19. Kamitani T, Matsuo Y, Yabuuchi H, Fujita N, Nagao M, Jinnouchi M, et al.
Correlations between apparent diffusion coefficient values and prognostic
factors of breast Cancer. Magn Reson Med Sci. 2013;12(3):193–9.

20. Kim SH, Cha ES, Kim HS, Kang BJ, Choi JJ, Jung JH, et al. Diffusion-weighted
imaging of breast cancer: correlation of the apparent diffusion coefficient
value with prognostic factors. J Magn Reson Imaging. 2009;30(3):615–20.

21. Padhani AR, Liu G, Koh DM, Chenevert TL, Thoeny HC, Takahara T, et al.
Diffusion-weighted magnetic resonance imaging as a cancer biomarker:
consensus and recommendations. Neoplasia. 2009;11(2):102–25.

22. Filatenkov A, Baker J, Mueller AMS, Kenkel J, Ahn GO, Dutt S, et al. Ablative
tumor radiation can change the tumor immune cell microenvironment to
induce durable complete remissions. Clin Cancer Res. 2015;21(16):3727–39.

23. Khan A, Gillis K, Clor J, Tyagarajan K. Simplified evaluation of apoptosis using
the Muse TM Cell Analyzer. Postępy Biochem Adv Biochem. 2012;58(4):492–6.

24. Schindelin J, Arganda-Carreras I, Frise E, Kaynig V, Longair M, Pietzsch T,
et al. Fiji: An open-source platform for biological-image analysis. Nat
Methods. 2012;9:676–82.

25. Whisenant JG, Sorace AG, McIntyre JO, Kang H, Sánchez V, Loveless ME,
et al. Evaluating treatment response using DW-MRI and DCE-MRI in
trastuzumab responsive and resistant HER2-overexpressing human breast
cancer xenografts. Transl Oncol. 2014;7(6):768–79.

26. Baskar R, Lee KA, Yeo R, Yeoh K-W. Cancer and radiation therapy: current
advances and future directions. Int J Med Sci. 2012;9(3):193–9.

27. Talmadge JE, Singh RK, Fidler IJ, Raz A. Murine models to evaluate novel
and conventional therapeutic strategies for cancer. Am J Pathol. 2007;170(3):
793–804.

28. Polin L, Corbett TH, Roberts BJ, Lawson AJ, Leopold WR, White K, et al.
Transplantable syngeneic rodent tumors: solid tumors in mice. In: Teicher BA,
editor. Tumor models in Cancer research. Totowa: Humana Press; 2011. p. 43–78.

29. Heskamp S, Heijmen L, Gerrits D, Molkenboer-Kuenen JDM, ter Voert EGW,
Heinzmann K, et al. Response monitoring with [18F] FLT PET and diffusion-
weighted MRI after cytotoxic 5-FU treatment in an experimental rat model
for colorectal liver metastases. Mol Imaging Biol. 2017;19:540–9.

30. Winfield JM, Payne GS, Weller A, Desouza NM. DCE-MRI, DW-MRI, and MRS
in Cancer: challenges and advantages of implementing qualitative and
quantitative multi-parametric imaging in the clinic. Top Magn Reson
Imaging. 2016;25(5):245–54.

31. Virostko J, Hainline A, Kang H, Arlinghaus LR, Abramson RG, Barnes SL, et al.
Dynamic contrast-enhanced magnetic resonance imaging and diffusion-
weighted magnetic resonance imaging for predicting the response of
locally advanced breast cancer to neoadjuvant therapy: a meta-analysis. J
Med Imaging. 2017;5(01):1–13.

32. Kwee RM, Dik AK, Sosef MN, Berendsen RCM, Sassen S, Lammering G, et al.
Interobserver Reproducibility of Diffusion-Weighted MRI in Monitoring
Tumor Response to Neoadjuvant Therapy in Esophageal Cancer. Coppola D,
editor. PLoS One. 2014;9(4):e92211.

33. Papaevangelou E, Almeida GS, Jamin Y, Robinson SP, Desouza NM.
Diffusion-weighted MRI for imaging cell death after cytotoxic or apoptosis-
inducing therapy. Br J Cancer. 2015;112(9):1471–9.

34. Ohno Y, Koyama H, Yoshikawa T, Matsumoto K, Aoyama N, Onishi Y, et al.
Diffusion-weighted MRI versus 18F-FDG PET/CT: performance as predictors
of tumor treatment response and patient survival in patients with non-small
cell lung cancer receiving chemoradiotherapy. Am J Roentgenol. 2012;
198(1):75–82.

35. de Jong A, Kwee TC, de Klerk JM, Adam J. A, de Keizer B, Fijnheer R, et al.
relationship between pretreatment FDG-PET and diffusion-weighted MRI
biomarkers in diffuse large B-cell lymphoma. Am J Nucl Med Mol Imaging.
2014;4(3):231–8.

36. Costantini M, Belli P, Rinaldi P, Bufi E, Giardina G, Franceschini G, et al.
Diffusion-weighted imaging in breast cancer: relationship between
apparent diffusion coefficient and tumour aggressiveness. Clin Radiol. 2010;
65(12):1005–12.

37. Tokgoz O, Unlu E, Unal I, Serifoglu I, Oz I, Aktas E, et al. Diagnostic value of
diffusion weighted MRI and ADC in differential diagnosis of cavernous
hemangioma of the liver. Afr Health Sci. 2016;16(1):227–33.

38. El-Gerby KM, El-Anwar MW. Differentiating benign from malignant sinonasal
lesions: feasibility of diffusion weighted MRI. Int Arch Otorhinolaryngol.
2017;21(4):358–65.

39. Curvo-Semedo L, Lambregts DMJ, Maas M, Beets GL, Caseiro-Alves F, Beets-
Tan RGH. Diffusion-weighted MRI in rectal cancer: apparent diffusion
coefficient as a potential noninvasive marker of tumor aggressiveness. J
Magn Reson Imaging. 2012;35(6):1365–71.

40. Akın Y, Uğurlu MÜ, Kaya H, Arıbal E. Diagnostic value of diffusion-weighted
imaging and apparent diffusion coefficient values in the differentiation of
breast lesions, Histpathologic subgroups and Correlatıon with Prognostıc
factors using 3.0 tesla MR. J breast Heal. 2016;12(3):123–32.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Fliedner et al. BMC Cancer          (2020) 20:134 Page 9 of 9


	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Tumor model
	MRI protocol
	Apoptosis quantification by Annexin V
	Immunohistochemistry protocol
	Statistical analysis

	Results
	Discussion
	Conclusion
	Abbreviations
	Acknowledgements
	Authors’ contributions
	Funding
	Availability of data and materials
	Ethics approval and consent to participate
	Consent for publication
	Competing interests
	Author details
	References
	Publisher’s Note

