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Correction to: BMC Genomics 22, 829 (2021)
https://doi.org/10.1186/s12864-021-08150-8
Following publication of the original article [1], it was 

reported that the article erroneously stated that the 
launch year of NovaSeq 6000 was 2013 instead of 2017.

Furthermore, the following ‘Availability of data and 
materials’ and ‘Competing interests’ declarations have 
been added to the article:

Availability of data and materials
The transcriptome and LncRNA data are deposited at 

the CNGB Sequence Archive (https://​db.​cngb.​org/​cnsa/) 
under project accession number CNP0002262.
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The original article [1] has been updated.
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