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A B S T R A C T

Background: Acute myocardial infarction (AMI) causes irreversible myocardial damage and release of
inflammatory mediators, including cytokines, chemokines and miRNAs. We aimed to investigate changes
in the levels of cytokines (IL-6, TNF-α and IL-10), miRNAs profiles (miR-146 and miR-155) and distribution
of different monocyte subsets (CD14++CD16-, CD14++CD16+, CD14+CD16++) in the acute and post-
healing phases of AMI.
Methods: In eighteen consecutive AMI patients (mean age 56.78 � 12.4 years, mean left ventricle ejection
fraction – LVEF: 41.9 � 9.8%), treated invasively, monocyte subsets frequencies were evaluated (flow
cytometry), cytokine concentrations were analyzed (ELISA) as well as plasma miRNAs were isolated
twice – on admission and after 19.2 � 5.9 weeks of follow-up. Measurements were also performed among
healthy volunteers.
Results: AMI patients presented significantly decreased frequencies of classical cells in comparison to
healthy controls (median 71.22% [IQR: 64.4–79.04] vs. 84.35% [IQR: 81.2–86.7], p = 0.001) and higher
percent of both intermediate and non-classical cells, yet without statistical significance (median 6.54%
[IQR: 5.14–16.64] vs. 5.87% [IQR: 4.48–8.6], p = 0.37 and median 5.99% [IQR: 3.39–11.5] vs. 5.26% [IQR:
3.62–6.2], p = 0.42, respectively). In AMI patients both, analyzed plasma miRNA concentrations were
higher than in healthy subjects (miR-146: median 5.48 [IQR: 2.4–11.27] vs. 1.84 [IQR: 0.87–2.53],
p = 0.003; miR-155: median 25.35 [IQR: 8.17–43.15] vs. 8.4 [IQR: 0.08–16.9], p = 0.027, respectively), and
returned back to the values found in the control group in follow-up. miR-155/miR-146 ratio correlated
with the frequencies of classical monocytes (r=0.6, p = 0.01) and miR-155 correlated positively with the
concentration of inflammatory cytokines � IL-6 and TNF-α.
Conclusions: These results may suggest cooperation of both pro-inflammatory and anti-inflammatory
signals in AMI in order to promote appropriate healing of the infarcted myocardium.

© 2018 Institute of Pharmacology, Polish Academy of Sciences. Published by Elsevier B.V. All rights
reserved.
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LVEF, left ventricle ejection fraction; LPS, lipopolysaccharide; miRNA, micro RNA; pPCI, primary percutaneous coronary intervention; ROS, reactive oxygen species; Socs1,
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Introduction

In the course of acute myocardial infarction (AMI), irreversible
myocardial injury occurs due to sustained ischemia. In conse-
quence, necrotic cardiomyocytes release ligands and inflammatory
mediators, including cytokines and micro RNA (miRNAs), which
activate the components of innate immune system [1]. Therefore,
previous findings revealed significantly increased concentration of
either pro-inflammatory and anti-inflammatory cytokines in AMI
patients [2,3].

In the early phase of AMI, adrenergic signaling alerts bone
marrow niche cells, which in turn leads to hematopoietic cell (HSC)
mobilization from bone marrow to spleen and induce extra-
medullary hematopoiesis [4,5]. Importantly, recent reports have
indicated that acute inflammation observed in the acute phase of
AMI leads to innate immune cells mobilization and recruitment to
the infarcted myocardium zone [6]. Notably, monocytes represent
an important cellular component of innate immune response and
in the early phase of AMI. Although circulating monocytes that
once leave bloodstream and enter infarcted myocardium are
referred to as macrophages, their peripheral activation affects
directly the biological activity of the latter cells. More importantly,
due to pleiotropic biological activities, macrophages may play a
crucial role in both myocardial injury and repair [7,8].

Monocytes are heterogeneous cell population [9]. Due to the
differences in CD14 (lipopolysaccharide receptor) and CD16
(FcgRIII) expression levels, three functionally distinct subsets
can be distinguished – classical (CD14++CD16-), intermediate
(CD14++CD16+) and non-classical (CD14+CD16++) monocytes.
Classical monocytes are referred to as unstimulated cells that
are characterized by high phagocytic activity [10–12]. In contrast to
classical cells, remaining two subsets represent activated CD16+
cells. Interestingly, intermediate monocytes present low or no
reactive oxygen species (ROS), myeloperoxidase and lysozyme
production, and upon lipopolysaccharide (LPS) stimulation they
produce high amounts of anti-inflammatory interleukin 10 (IL-10)
[13,14]. Furthermore, they were shown to support angiogenesis,
tissue regeneration and repair [15]. Therefore, intermediate
monocytes are believed to differentiate into anti-inflammatory/
reparatory M2 macrophages and thus may support post-AMI
myocardial regeneration. Conversely, non-classical monocytes
possess high cytotoxic and antigen presenting abilities. Further-
more, in response to pro-inflammatory signaling they produce
high amounts of pro-inflammatory tumour necrosis factor α
(TNF-α) and IL-1β [16,17]. Therefore, non-classical monocytes are
recognized as pro-inflammatory cells (M1 macrophage-like cells),
involved in necrotic cell clearance, antigen presentation and
immune activation, among others.

The involvement of distinct monocyte subsets to the myocardial
ischemic injury area for the first time on the animal model of mice.
Nahrendorf et al. have found that MI repair is characterized by a
biphasic response [18]. Ly-6Chi monocytes, which were thought to
be equivalent of CD14+CD16- monocytes in humans and accumu-
late via CCR2, predominate at the site of injury during the first 3
days, whereas the second phase, between 4 and 7 days after
infarction, is dominated by Ly-6Clo monocytes, which may
correspond to CD14+CD16+ in humans and accumulate via
CX3CR1. These two monocyte subsets present different roles.
Ly-6Chi monocytes promote inflammation and scavenge necrotic
debris by a combination of inflammatory mediator expression,
proteolysis and phagocytosis, whereas anti-inflammatory Ly-6Clo
monocytes attenuate inflammation and promote healing via
collagen accumulation and promotion of angiogenesis. It has been
suggested that monocytes response after AMI is also biphasic in
humans [19], however, according to the current knowledge, we
distinguish three monocyte subsets and none of them is

unequivocally anti- or proinflammatory. Tsujoka et al. demon-
strated that patients with ST-segment elevation AMI, treated with
PCI, show a sequential mobilization of CD14+CD16- and CD14
+CD16+ monocytes, which peak on day 2.6 � 0.8 and 4.8 � 2.9 after
onset of AMI, respectively [19]. They described the ability of
classical CD14+CD16- monocytes to escalate inflammation, which
was substantiated by their negative correlation with the extent of
myocardial salvage after 7 days, and left ventricular ejection
fraction after 6 months since AMI. Tapp et al. examined dynamic
changes and relation to left ventricular ejection fraction (LVEF) of
the three human monocyte subsets following STEMI [20]. The
comparison to the study group revealed significantly higher counts
of classical and intermediate cells, with a peak on day 1 after STEMI
and a return to proportions similar to stable coronary artery
disease (CAD) within a month. Furthermore, intermediate mono-
cytes showed a significant correlation with plasma cytokines and
troponin level as well as independently predicted 6-week LVEF
[20]. Moreover, the assessment of intermediate monocytes
trajectories from day 1 to day 7 of symptom onset in STEMI
patients turned out a novel risk factor for post-STEMI adverse
outcomes [21].

Previous studies, which was undoubtedly substantial, usually
assessed two monocyte subsets or was limited to the acute phase
of AMI without the assessment of immunological changes in
following months. Therefore, to resolve the mechanism of
monocytes activity in AMI, further continuous trials in humans
are needed. Furthermore, as far as we know, none of the studies
included the assessment of monocytes with altogether: cytokines,
circulating miRNAs and echocardiographic parameters.

Interestingly, monocyte recruitment and activation is con-
trolled by a number of proteins, including cytokines, chemokines
and growth factors. However, recent evidence indicated that
circulating short non-coding RNA (miRNA) may play an important
role in controlling both monocyte activation and differentiation
towards macrophages and macrophage activity within inflamed or
injured tissue [22,23].

Recently, miRNA dysregulation has been reported in cardiovas-
cular diseases, including AMI [24]. Observed changes in circulating
miRNA levels in AMI are probably not only associated with their
release from injured myocardium, but they might be also influenced
by other cells associated with local or systemic responses, including
activated and apoptotic leukocytes, endothelial cells and platelets.
Therefore, circulating miRNAs associated with myocardial infarction
could be divided into myocardium and muscle-delivered miRNAs,
vascular wall-delivered miRNAs, and leukocyte-delivered miRNAs.
Circulating miR-499, miR-1, miR-133a/b and miR-208 belong to
myocardium delivered miRNAs and are passively released from
cardiomyocytes after ischemic injury. Muscle-specific miRNAs
positively correlate with other, well-known markers of myocardial
infarction, such as troponins or CK-MB and may, therefore, may serve
as novel markers of myocardial infarction [25,26]. In our study,
however, we focused on immunological reactions in the course of
AMI and miRNAs associated with circulating leukocytes, namely:
miR-146 and miR-155.

miRNAs released from these cells are transported to the
recipient ones in order to regulate post-transcriptional gene
expression [27]. Previous findings concerning mechanisms of
monocytes accumulation in the infarct zone as well as their
immune activity and differentiation into macrophages indicated
the contribution of miR-155 and miR-146. The first one promotes
monocyte recruitment into the ischemic tissue by increased
production of chemokine (C-C motif) ligand 2 (CCL2) in macro-
phages, aggravates inflammatory response by increasing cytokine
(e.g. TNF-α, IL-6) and ROS expression, and eventually promotes
polarization into pro-inflammatory M1 macrophages [22,28].
Meanwhile, simultaneously induced expression of miR-146 may
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serve to dampen excessive inflammation in a negative feedback
manner, in order to prevent the cardiac damage [29]. miR-146 has
been shown to suppress the exertion of CCL2, leading to inhibition
of migratory signals for leukocytes, and downregulate pro-
inflammatory cytokines production in human monocyte/macro-
phage cells by targeting interleukin-1 receptor-associated kinase 1
(IRAK1)/TNF receptor associated factor 6 (TRAF6) [30,31]. Unfor-
tunately, the exact effect of circulating miRNA on the phenotype
and function of peripheral blood monocytes in the course of AMI
has not been fully elucidated yet.

The aim of the study was to determine immunological reactions
occurring in the AMI, as well as during the following months of
heart muscle healing, with a special concern for the role of
monocytes. Therefore, we aimed to investigate the changes in
monocyte subset composition, monocyte/macrophage delivered
cytokine levels and selected circulating miRNA levels (miR-146 and
miR-155) in the course of AMI [24] and assess mutual relationships
between all this immune components. The other purpose was to
determine their correlations with other inflammatory mediators,
as well as clinical parameters, including those related to the range
of destroyed myocardial tissue.

Material and methods

Analyzed population and blood sampling

Eighteen patients with diagnosed AMI (Table 1) and eighteen
healthy volunteers (mean age 56.78 � 12.4 years old, without any
acute or chronic diseases) were enrolled in the study. AMI was
diagnosed according to the European Society of Cardiology (ESC)
guidelines and treated with primary percutaneous coronary
intervention (pPCI) within the first 12 h [32]. Exclusion criteria
were as follows: 1) a history of severe pre-existing cardiac disease;
2) AMI for > 24 h before onset; 3) unstable angina pectoris/
myocardial infarction in a period of 6 months; 4) chronic auto-
inflammatory disease; 5) active inflammatory process in a period
of a month; 6) a history of proliferative disease; 7) serious renal
disease requiring dialysis; 8) age below 18 years old. Clinical
parameters including age, gender, traditional coronary risk factors
(smoking, hypertension, diabetes mellitus, hyperlipidemia and
obesity) were assessed.

In this study, patients have received similar pharmacotherapy on
admission (100% received acetylsalicylic acid, clopidogrel, unfrac-
tionated heparin, statin and proton-pump inhibitors), however, in
thecourseof time, theyrequireddifferentdosesofhypotensivedrugs
or diuretics. On discharge, patients received coronary artery disease
pharmacotherapy according to the ESC guidelines: 100% - dual
antiplatelet therapy, statin, beta-blocker; 88.2% - angiotensin-
converting-enzyme inhibitors, 38.9% - loop diuretics, 38.9% –

aldosterone inhibitors, and 11.1% - calcium-blockers.
Infarct size based on the impairment of left ventricular function

was assessed on the basis of echocardiographic measurements
performed during the first 24 h of the hospital stay. Analyzed
parameters included left ventricle ejection fraction (LVEF) and
wall-motion score index (WMSI) assessed in a 16-segment model
called Bull’s-eye [33]. Segmental WMSI was graded as 1, 2, 3, and 4
(normal, hypokinetic, akinetic, and dyskinetic, respectively). WMSI
was calculated by averaging the scored segments when 16
segments were accepted for the analysis. The mean follow-up
period was 19.2 � 5.9 weeks.

All subjects signed written informed consent for participating
in the study, including taking and storing blood samples. The study
was approved by the institutional Medical Ethics Committee.

Venous blood samples were obtained first time on admission
(before pPCI procedure, at a median time of 4 h [IQR: 3–7] after the
onset of symptoms) in the amount of 15 ml and were used for the

analysis of monocytes, cytokines and miRNA. After follow-up
period, blood samples were drawn again and used to repeat the
same analysis.

Flow cytometry

Fresh EDTA-anticoagulated whole-blood samples (9 mL),
obtained from patients, were used for flow cytometry. Monocytes
were stained from whole blood according to stain-lyse-and-then-
wash protocol. Briefly, 200 mL of whole blood was incubated for
30 min at room temperature with 10 ml of the following murine
anti human monoclonal antibodies: CD14 PE (clone: M5E2), CD16
FITC (3G8), HLA-DR APC (TU36) (all from Becton Dickinson
Biosciences, Belgium). Next, erythrocytes were lysed with FACS
Lysing Solution (BD), followed by 15 min incubation in the dark.
Cells were washed twice with PBS (Biomed Lublin, Poland) and
fixed with CytoFix (BD). Appropriate FMO (fluorescence-minus-
one) controls were used for setting compensation and gating.
Samples were acquired with FACSCalibur flow cytometer (BD, CA,
USA) and analyzed by using FlowJo software (Tree Star Inc.,
Ashland, OR, USA), Fig. 1.

Plasma and serum collection

To obtain plasma, venous blood was collected into EDTA
containing vials and centrifuged for 15 min at 1000�g within

Table 1
Patients' baseline characteristics.

Demographic and clinical parameters

Age, years 64.7 � 13.5
Female, % (n) 22.2 (4)
Weight, kg 76.7 � 12.6
BMI, kg/m2 25.8 � 3.4
NYHA class, % (n)
I 44.4 (8)
II 50 (9)
III 5.6 (1)
Systolic blood pressure, mmHg 153.7 � 15
Heart rate, beats/min. 79.4 � 13.5
Previously diagnosed CAD (ACS/PCI > 6 months ago), % (n) 16.7 (3)
Previously diagnosed heart failure, % (n) 11.1 (2)
Atrial fibrillation, % (n) 5.6 (1)
Arterial hypertension, % (n) 38.9 (7)
Hyperlipidemia, % (n) 27.8 (5)
Diabetes, % (n) 5.6 (1)

Laboratory results
CRP, IU/L 6.8 (4.9–12.1)
Troponin max, ng/L 9.9 (4.7–42.6)
Creatinine, mg/dL 0.9 � 0.25
Total cholesterol, mg/dL 189.7 � 28.6
LDL, mg/dL 115.7 � 30.9
Haemoglobin, g% 13.76 � 1.32
Fasting glucose, mg/dL 107.6 � 17.1
Glucose on admission, mg/dL 138.5 � 36.2

Echocardiography
LVEF, % 41.9 � 9.8
WMSI 1.79 � 0.53
LVIDd, cm 4.92 � 0.4
LA, cm 3.97 � 0.43
Left ventricular mass index 114.6 � 17.58
E/A ratio 1.06 � 0.34

Data are presented as mean � standard deviation or median and interquartile range
(IQR).
BMI - body mass index; NYHA - New York Heart Association; CAD – coronary artery
disease; ACS – acute coronary syndrome, PCI – percutaneous coronary intervention;
CRP – C-reactive protein; LDL – low-density cholesterol; LVEF – left ventricular
ejection fraction; WMSI– wall motion score index; LVIDd -left ventricular end-
diastolic dimension; LA – left atrium; E/A - ratio of the early (E) to late (A)
ventricular filling velocities.
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30 min of collection. To obtain serum, whole blood samples were
collected to the serum separator tubes (SST), left for 30 min at room
temperature and centrifuged for 15 min at 1000xg. All plasma and
serum samples were stored at �80 �C until cytokine analysis.

Cytokine assay

IL-10 (from plasma samples) and IL-6 levels (from serum
samples) were analyzed with commercially available ELISA kits
(R&D System). Samples were directly assayed according to
manufacturer’s instructions. The detection range of used ELISA
tests was between 7.85–500 pg/mL for IL-10 and 3.1–300 pg/mL for
IL-6. The samples were analyzed with automated light absorbance
reader Ledetect 96 system (Dynamica) for IL-10 and Eti-max
(DiaSorin) for IL-6. The results were calculated by using MicroWin
2000 software.

miRNA isolation and qPCR

RNA from plasma samples was isolated using miRCURY RNA
Isolation Kit Biofluids (Exiqon) according to manufacturer’s
instructions. The RNA spike-in controls (Exiqon) were used
according to manufacturer’s instruction for validation of RNA
isolation (UNiSp2, UNiSp4 and UNiSp5), cDNA synthesis and PCR
amplification (UniSp6, cel-miR-39-3p). Moreover, an additional
template-free control was purified by the samples and profiled.
Briefly, EDTA-plasma samples were thawed on melting ice and
centrifuged to avoid the presence of cell debris. Next, debris-free
samples were lysed by using lysing solution and RNA isolation was
performed. Isolated RNA was reveres-transcribed by using
miRCURY LNA Universal RT cDNA Synthesis kit (Exiquon). The
cDNA was diluted 50x and assayed according to the protocol for
miRCURY LNA Universal RT microRNA PCR system (Exiqon). All LNA
primers were obtained from Exiqon. Step-One Plus system was
used for amplification (Applied Biosystems). All data were
normalized to cel-miR-39-3p control.

Statistical analysis

Data are presented as medians with inter-quartile ranges (IQR)
for non-normally distributed variables and means � standard
deviation (SD) for normally distributed continuous variables.
Categorical variables were displayed as numbers and percentages.
The statistical analysis was performed using t-student test or
Mann-Whitney U test for continuous data and χ2 test for
categorical variables. Pearson’s or Spearman’s correlation coeffi-
cient was used to examine the relationship between two
continuous variables; p < 0.05 was deemed statistically significant.

A statistical software package Statistica 10 (USA) was used for the
analysis.

Results

The assessments of monocyte subsets in the acute phase of AMI

As mentioned above, the early phase of AMI is characterized by
increased production and release of monocytes leading to
monocytosis [14]. Therefore, our first aim was to analyze, whether
systemic increase of monocyte numbers entails changes in their
activation status. Interestingly, we found decreased frequencies of
CD14++CD16- monocytes in the acute phase of AMI when
compared to normal donors – median 71.22% [IQR: 64.42–79.04]
vs. 84.35% [IQR: 81.2–86.7], p = 0.001, Fig. 2. Consequently, the
frequencies of activated CD16+ monocytes were elevated – median
18.04% [IQR:9.26–25.41] vs. 11.81 [IQR:10.17–15.04], p = 0.037,
Fig. 2. No differences in the composition of CD16+ monocyte
subsets, namely intermediate and non-classical monocytes (6.54%
[5.14–16.6] vs. 5.87% [4.48–8.6], p = 0.37 and 5.99% [3.39–11.5] vs.
5.26% [3.62–6.2], p = 0.42 respectively) between patients and
controls were found, Fig. 2.

The assessments of monocyte subsets in the post-healing phase of AMI

Similar to previous observations in the acute phase of AMI,
patients in the post-healing AMI phase showed decreased
frequencies of classical monocytes as compared to the healthy
controls (median 64.45% [IQR: 55.89–77.68] vs. 84.35% [IQR: 81.2–
86.7], p < 0.001). In some contrast to previous observations,
however, patients revealed significantly higher frequencies of
non-classical monocytes (median 6.81% [IQR: 5.71–9.47] vs. 5.26%
[IQR: 3.62–6.2], p = 0.009), while frequencies of intermediate
monocytes tended to increase (median 11.55% [IQR: 5.09–20.35]
vs. 5.87% [4.48–8.6], p = 0.07), Fig. 2.

The changes in the composition of monocyte subsets and monocyte
delivered cytokines between acute and post-healing phases of AMI

No significant changes among the analyzed monocyte subsets
during the study were found, Fig. 3. We observed, however,
substantial decrease in IL-10 concentrations (median 24.02 pg/ml
[IQR: 8.35–53.48] to 8.35 pg/ml [IQR: 5.30–12.39], p = 0.003), but
not TNF levels (median 6.28 pg/mL [IQR: 4.35–8.21] to 5.74 pg/mL
[IQR: 4.64–8.76], p = 0.16). Moreover, we found significantly
reduced IL-6 levels in the post-healing phase (median 2.92
pg/mL [IQR: 1.48–5.59] as compared to the acute phase of AMI
(median 7.21 pg/mL [IQR: 4.41–33.45], p = 0.001), Fig. 3.

Fig. 1. Gating strategy for monocytes. First, events were gated based on a forward and side scatter (FSC/SSC) dot plot. Next, FSChighSSCint events were displayed on
histogram plot and HLA-DR + cells were gated and referred to as monocytes. Finally, classical, intermediate and non-classical subsets were defined as CD14++CD16�,
CD14++CD16+ and CD14+CD16++ cells, respectively.
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The balance between pro-inflammatory and anti-inflammatory
cytokines described as IL-6/IL-10 and TNFα/IL-10 ratio did not
reveal any statistically significant changes in the acute phase of
AMI and post-healing phase – median 0.69 (IQR:0.1–2.33) vs.
median 0.4 (IQR:0.15–1.42), p = 0.4 and 0.29 (IQR:0.11–0.85) vs.
0.65 (IQR:0.37–1.05), p = 0.1, respectively.

The extension of myocardial injury could be reflected by
increased markers of myocardial necrosis, such as troponin, and

impaired cardiac function parameters – reduced LVEF and
increased WMSI. The more extensive ischemia, the worse LV wall
contraction with higher WMSI and lower LVEF. Therefore, we
searched for any association between inflammatory reaction and
the range of myocardial damage. In the acute phase of AMI, a
significant correlation between IL-6 levels and maximal troponin I
concentrations (r = 0.55, p = 0.02) was observed. In the post-healing
phase IL-6 concentration correlated with both classical (r=0.63,

Fig. 2. Differences in classical (CD14++CD16-), intermediate (CD14++CD16+) and non-classical (CD14+CD16++) monocytes: A–D) between AMI patients and controls; E–G)
between AMI patients in the post-healing phase and controls. Data presented as median frequencies [interquartile range] of total monocytes in peripheral blood. AMI – acute
myocardial infarction.

Fig. 3. The changes in the composition of monocyte subsets and monocyte delivered cytokines between acute and post-healing phases of AMI. Data presented as median
frequencies and concentrations [interquartile range]. AMI – acute myocardial infarction; IL-6 – interleukin 6; IL-10 – interleukin 10; TNF-α – tumor necrosis factor α.
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p = 0.01) and intermediate cells (r=0.55, p = 0.03). Correlations
between WMSI and IL-10 (r=�0.7, p = 0.002) as well as IL-6/IL-10
ratio (r=0.6, p = 0.03) were found, Fig. 4. In the post-healing phase
IL-10 levels correlated positively with LVEF assessed on admission
(r = 0.51, p = 0.04).

miRNA assessments

As mentioned above, monocyte activation and phenotype
might be influenced by circulating miRNAs. Therefore, we aimed to
determine whether observed differences in the composition of
monocyte subsets and observed time course variability in
monocyte delivered cytokine levels in AMI are associated with
changes in circulating miRNA profile. First, in the early phase of
AMI, we found significantly increased levels of plasma miR-146
and miR-155 as compared to the healthy volunteers (median 5.48
[IQR: 2.4–11.27] vs. 1.84 [IQR: 0.87–2.53], p = 0.003) and median
25.35 [IQR: 8.17–43.15] vs. 8.4 [IQR: 0.08–16.9], p = 0.027,
respectively, Fig. 5. Next, both analyzed miRNAs significantly
decreased in the post-healing phase– miR-146 median 5.48 [IQR:
2.4–11.27] vs. 1.69 [IQR: 1.06–3.59], p = 0.002 and miR-155 median
25.35 [IQR: 8.17–43.15] vs. 6.36 [IQR: 0.21–19.88], p = 0.02,
respectively, Fig. 5. More importantly, all analyzed circulating
miRNA reached normal levels since in the post-healing phase no
differences between healthy volunteers and AMI patients were
discovered, Fig. 5. Positive correlations between miR-155 and IL-6
(r = 0.6, p = 0.01) as well as TNF-α (r = 0.78, p = 0.0009) were
revealed, Fig. 6.

We have not discovered any significant relationship between
our results and patients’ pharmacotherapy.

Discussion

In the course of AMI ischemia-induced necrosis of cardiomyo-
cytes activates innate immune responses and, consequently, leads
to the accumulation of macrophages in the infarcted myocardium.
In general, post-ischemic immune response may be divided into
three subsequent and overlapping phases: acute (pro-inflamma-
tory), healing and post-healing (maturation) phases. Notably, in all
of them, monocytes and macrophages orchestrate systemic and
local immune response and cardiac repair [34]. In this study, we
analyzed changes in the composition of circulating monocyte
subsets between acute and late phase of AMI, as well as differences
in circulating miRNAs and monocyte/macrophage delivered
cytokines.

The extension of myocardial damage is reflected by increased
markers of myocardial necrosis, such as troponin, and impaired

cardiac function parameters, namely reduced LVEF and increased
WMSI. We inquired whether observed elevated inflammatory
response may be associated with the range of myocardial damage.

In the acute phase of AMI, M1 (classically activated) macro-
phages are involved in the local inflammatory reaction leading to
the removal of dead cells and debris, while M2 (alternatively
activated) macrophages play a regulatory role by controlling M1-
dependent activities. Therefore, appropriately balanced local pro-
inflammatory (M1 macrophage-dependent) and anti-inflamma-
tory (M2 macrophage-dependent) reactions seem to be crucial for
myocardial salvage and proper healing [35–37]. As mentioned,
macrophage polarization and function depend on monocyte
peripheral activation. According to our results, we may probably
expect, that increased accumulation of macrophages in infarcted
myocardium is reflected by systemic activation and subsequent
peripheral maturation of blood monocytes, which acquire CD16 in
the process of maturation. As a result, we observed increased
frequencies of CD16+ monocytes and simultaneously decreased
classical monocyte frequencies compare to healthy individuals.
Moreover, increased release of cytokines and miRNAs was
observed as a consequence of systemic inflammation. Somewhat
surprisingly, however, this does not change the composition of
circulating monocyte subsets, namely frequencies of intermedi-
ate and non-classical monocytes (M2 and M1 precursors,
respectively). Contradictory to our results, some other studies
showed significantly higher counts of classical and intermediate
monocytes in STEMI patients compared with stable coronary
artery disease and healthy individuals [20,38]. However, authors
assessed absolute count of monocyte subsets. Tapp et al., who
additionally presented changes in monocyte subsets frequencies,
interestingly revealed significantly increased percent of interme-
diate cells, whereas decreased classical and non-classical mono-
cytes percent. On the other hand, considering only CD14 and CD16
experssion, Costantini et al. didn’t find any differences in
monocytes proportion between AMI patients and healthy, elderly
subjects [39].

Previous observations indicated that monocyte accumulation in
the acute phase of AMI is directly associated with CCR2, which is
expressed predominantly on classical and intermediate mono-
cytes. The production of chemokines such as CCR2 ligand �CCL2, is
regulated by different miRNAs, including miR-155 and miR-146.
Interestingly, in our study we observed significantly elevated levels
of all above mentioned miRNAs in the serum of patients in the
acute phase of AMI. miR-155 was previously shown to promote
monocyte recruitment into inflamed myocardium by the increased
production of CCL2 and favored monocyte differentiation towards
M1 macrophages [22]. Furthermore, miR-155 by direct targeting

Fig. 4. Spearman correlations between WMSI and: A) IL-10 (r = �0.7, p = 0.002), B) IL-6/IL-10 ratio (r = 0.6, p = 0.03). IL – interleukin; WMSI – wall motion score index.
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Fig. 5. miRNAs concentration changes in the acute phase of AMI and in the follow-up. Results derived by the 2 – DCT�104 (miR-155) or 2 –DCT�102 (miR-146) normalized to
the volume and to the expression of cel-miR-39-p3. AMI – acute myocardial infarction; miR – microRNA.

Fig. 6. Spearman correlations between mir-155 and A) IL-6 (in 17 patients) r = 0.6, p = 0.01, B) TNF-α (in 14 patients) r = 0.78, p = 0.0009. miR – microRNA; IL – interleukin;
TNF-α – tumor necrosis factor α.
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Socs1 and Inpp5d may increase TNF-α and IL-6 production by
monocytes and macrophage [22,40]. In contrast to miR-155, miR-
146 was shown to promote anti-inflammatory responses by
downregulation of CCL2 and pro-inflammatory cytokine produc-
tion in monocytes and macrophages [29].

Interestingly, we observed here a positive correlation between
IL-6 and TNF-α plasma levels and circulating miR-155, but not miR-
146. Therefore, we hypothesized that the observed increase of pro-
inflammatory cytokines in patients in the acute phase of AMI may
be additionally supported by miR-155 modulatory function on
monocytes and macrophages. Furthermore, miR-155/miR-146
balance, through the regulation of chemokines exertion, may play
an important role in the regulation of monocyte recruitment to
infarcted myocardium since miR-155/miR-146 ratio correlated
positively with the frequencies of classical monocytes. However,
further studies are needed to explain this phenomenon.

Classical monocytes are known as a main subset able to secrete
IL-6 after ischemic injury. IL-6, in turn, also induces the secretion of
CCL2 by peripheral blood mononuclear cells and injured cardio-
myocytes enhancing further recruitment of CD14++CD16- mono-
cytes to the infracted area [41]. In this study we observed
significantly higher concentration of IL-6 in the onset of AMI and a
decrease in the following months. Baseline IL-6 concentration
correlated with a concentration of well-known marker of
myocardial necrosis - troponins. Therefore, IL-6 level probably
reflect the extent of myocardial infarction in AMI patients [42]. In
response to local and systemic inflammation we observed an
elevation of anti-inflammatory IL-10 concentration, which proba-
bly constitutes a sort of counteraction in order to suppress
synthesis of pro-inflammatory cytokines. Furthermore, increased
levels of anti-inflammatory IL-10 may represent early manifesta-
tion of M2 macrophage dependent healing process. Notably, IL-10
signaling induces monocyte polarization towards M2 macro-
phages [43]. Additionally, IL-10 contributes to the restoration of
the infarct area by extracellular matrix remodeling and thus
prevents ischemic myocardium from excessive inflammatory
destruction and heart failure development [44–46]. More impor-
tantly, increased IL-10 levels reduce risk of re-infarction and death
[23,47]. We revealed a negative correlation between baseline IL-10
and WMSI as well as a positive correlation between follow-up
concentration of IL-10 and LVEF. These results may suggest that the
positive effect of IL-10 activity on LV function is not only associated
with the acute phase of AMI, but it is also maintained after
resolution of potent stimulus such as ischemia and reperfusion in
follow-up period. Karpi�nski et al. [2] observed that correlation
between LVEF and IL-10 measured on the first days after AMI was
negative and became positive after 6 months. According to the
authors, it implicates major enhancement of damaging factors
on the first days after AMI stimulating protective action of IL-10
and beneficial effect of increased IL-10 concentration in the
following days.

Directly after the acute phase of AMI, M1-associated pro-
inflammatory reactions are dominated by M2-dependent repar-
atory, proangiogenic and fibrotic activities [48–50]. However, anti-
inflammatory switch in the local immune response, observed
between the acute and maturation phase of AMI, does not change
peripheral monocyte activation. This observation confirms signifi-
cant involvement of monocytes/macrophages in the late phase of
myocardial healing. Interestingly, however, the maturation phase
is manifested by increased frequencies of M2 macrophage
precursors, namely intermediate monocytes [51]. Notably, optimal
healing and maturation mechanisms require inhibition of pro-
inflammatory response and significant reduction of inflammatory
mediators. In fact, all analyzed miRNA levels as well as IL-6 and
IL-10 levels decreased significantly. Somewhat surprisingly, TNF-α
serum levels did not change between the acute and maturation

phase. Notably, TNF-α regulates extracellular matrix metabolism
by reducing collagen synthesis and enhancing matrix metal-
loprotease activity in cardiac fibroblasts [52]. Furthermore, TNF-α
was shown to support cardiac fibroblast migration [53], as well as
wound epithelization and neovascularization. These may suggest
its important role in wound maturation phase [54] and explain
stable concentration in AMI patients during following months.
However, further studies are needed to explain the role of TNF-α in
the maturation phase of AMI.

Acute myocardial infarction is followed by a balanced
cooperation of different monocyte subsets, miRNAs and cytokines
in order to provide effective dead cells clearance and healing
process. Innate immune response is activated locally and
systemically, which is reflected by monocytes’ increased expres-
sion of CD16 and overproduction of inflammatory mediators,
namely cytokines and miRNAs. Subsequent increase of both miR-
146 and miR-155 in the acute phase of AMI may regulate cytokine
production and monocyte migration to the infarcted area and their
differentiation towards macrophages. However, further studies are
needed to explain the regulatory role of circulating miRNAs on
monocytes in the course of AMI.

Study limitations

The main limitation of the study is a small sample size of the
studied patients. However, the patients were studied consecutively
and prospectively by using state-of-the-art techniques and the
results were compared to an age and gender matched controlled
group. In this study, the authors focused on the changes among
monocyte subsets and presented them as percent values without
an absolute number of cells per mL blood. The assessment of
circulating miRNAs was limited to leukocyte-specific miRNAs that
can affect monocyte maturation, polarization and function that are
poorly described in AMI patients, namely mir-146 and mir-155,
whereas muscle-specific miRNAs, such as mir-1 or mir-499
remained unmentioned, mainly because of different mechanisms
of release and function. However, this is worth considering and
evaluating in another, novel paper. Hypothetical relationship
between analyzed miRNAs, cytokine expression and monocyte
migration was based only on clinical premises and no doubt it
requires further research.

Conflict of interest

The authors have no conflict of interest.

Acknowledgements

Grant supported by Medical University of Bialystok, Poland, No
133-53833L and 143-53645L.

References

[1] Christa P., Frangogiannis NG. Targetting inflammatory pathways in myocardial
infarction. Eur J Clin Invest 2013;43:986–95.

[2] Karpi�nski L, Płaksej R, Kosmala W, Witkowska M. Serum levels of interleukin-
6, interleukin-10 and C-reactive protein in relation to left ventricular function
in patients with myocardial infarction treated with primary angioplasty.
Kardiol Pol 2008;66:1279–85.

[3] Kehmeier ES, Lepper W, Kropp M, Heiss C, Hendgen-Cotta U, Balzer J, et al. TNF-
α, myocardial perfusion and function in patients with ST-segment elevation
myocardial infarction and primary percutaneous coronary intervention. Clin
Res Cardiol 2012;101(10):815–27.

[4] Dutta P, Nahrendorf M. Monocytes in myocardial infarction. Arterioscler
Thromb Vasc Biol 2015;35:1066–70.

[5] Swirski FK, Nahrendorf M, Etzrodt M, Wildgruber M, Cortez-Retamozo V,
Panizzi P, et al. Identification of splenic Reservoir monocytes and their
deployment to inflammatory sites. Science 2009;325:612–6.

[6] Frangogiannis NG. Regulation of the inflammatory response in cardiac repair.
Circ Res 2012;110:159–73.

80 E. Kazimierczyk et al. / Pharmacological Reports 71 (2019) 73–81



[7] van Amerongen MJ, Harmsen MC, van Rooijen N, Petersen AH, van Luyn MJ.
Macrophage depletion impairs wound healing and increases left ventricular
remodeling after myocardial injury in mice. Am J Pathol 2007;170:818–29.

[8] Frantz S, Nahrendorf M. Cardiac macrophages and their role in ischaemic heart
disease. Cardiovasc Res 2014;102:240–8.

[9] Ziegler-Heitbrock L, Ancuta P, Crowe S, Dalod M, Grau V, Hart DN, et al.
Nomenclature of monocytes and dendritic cells in blood. Blood 2010;116:
e74–80.

[10] Wong KL, Tai JJ, Wong WC, Han H, Sem X, Yeap WH, et al. Gene expression
profiling reveals the defining features of the classical, intermediate, and
nonclassical human monocyte subsets. Blood 2011;118:e16–31.

[11] Cros J, Cagnard N, Woollard K, Patey N, Zhang SY, Senechal B, et al. Human
CD14dim monocytes patrol and sense nucleic acids and viruses via TLR7 and
TLR8 receptors. Immunity 2010;33:375–86.

[12] Zawada AM, Rogacev KS, Rotter B, Winter P, Marell RR, Fliser D, et al.
SuperSAGE evidence for CD14++CD16+ monocytes as a third monocyte subset.
Blood 2011;118:e50–61.

[13] Skrzeczynska-Moncznik J, Bzowska M, Loseke S, Grage-Griebenow E, Zembala
M, Pryjma J. Peripheral blood CD14high CD16 + monocytes are main producers
of IL-10. Scand J Immunol 2008;67:152–9.

[14] Shantsila E, Wrigley B, Tapp L, Apostolakis S, Montoro-Garcia S, Drayson MT,
et al. Immunophenotypic characterization of human monocyte subsets:
possible implications for cardiovascular disease pathophysiology. J Thromb
Haemost 2011;9:1056–66.

[15] Venneri MA, De Palma M, Ponzoni M, Pucci F, Scielzo C, Zonari E, et al.
Identification of proangiogenic TIE2-expressing monocytes (TEMs) in human
peripheral blood and cancer. Blood 2007;109:5276–85.

[16] Mukherjee R, Barman PK, Thatoi PK, Tripathy R, Das BK, Ravindrana B. Non-
classical monocytes display inflammatory features: validation in sepsis and
systemic lupus erythematous. Sci Rep 2015;5:13886.

[17] Eljaszewicz A, Jankowski M, Gackowska L, Helmin-Basa A, Wiese M,
Kubiszewska I, et al. Gastric cancer increase the percentage of intermediate
(CD14++CD16+) and nonclassical (CD14+CD16+) monocytes. Cent Eur J
Immunol 2012;37:355–61.

[18] Nahrendorf M, Swirski FK, Aikawa E, Stangenberg L, Wurdinger T, Figueiredo
JL, et al. The healing myocardium sequentially mobilizes two monocyte
subsets with divergent and complementary functions. J Exp Med.
2007;204:3037–47.

[19] Tsujioka H, Imanishi T, Ikejima H, Kuroi A, Takarada S, Tanimoto T, et al. Impact
of heterogeneity of human peripheral blood monocyte subsets on myocardial
salvage in patients with primary acute myocardial infarction. J Am Coll Cardiol.
2009;54(2):130–8.

[20] Tapp LD, Shantsila E, Wrigley BJ, Pamukcu B, Lip GY. The CD14++CD16+
monocyte subset and monocyte-platelet interactions in patients with ST-
elevation myocardial infarction. J Thromb Haemost 2012;10:1231–41.

[21] Zeng S, Yan LF, Luo YW, Liu XL, Liu JX, Guo ZZ, et al. Trajectories of circulating
monocyte subsets after ST-elevation myocardial infarction during
hospitalization: latent class growth modeling for High-risk patient
identification. J Cardiovasc Transl Res 2018;11(1):22–32.

[22] Nazari-Jahantigh M, Wei Y, Noels H, Akhtar S, Zhou Z, Koenen RR, et al.
MicroRNA-155 promotes atherosclerosis by repressing Bcl6 in macrophages. J
Clin Invest 2012;122:4190–202.

[23] Huang RS, Hu GQ, Lin B, Lin ZY, Sun CC. MicroRNA-155 silencing enhances
inflammatory response and lipid uptake in oxidized low-density lipoprotein-
stimulated human THP-1 macrophages. J Investig Med 2010;58:961–7.

[24] Deddens JC, Colijn JM, Oerlemans MI, Pasterkamp G, Chamuleau SA,
Doevendans PA, et al. Circulating microRNAs as novel biomarkers for the
early diagnosis of acute coronary syndrome. J Cardiovasc Transl Res
2013;6:884–98.

[25] Chen X, Zhang L, Su T, Li H, Huang Q, Wu D, et al. Kinetics of plasma microRNA-
499 expression in acute myocardial infarction. J Thorac Dis 2015;7(5):890–6.

[26] Zhang L, Chen X, Su T, Li H, Huang Q, Wu D, et al. Circulating miR-499 are novel
and sensitive biomarker of acute myocardial infarction. J Thorac Dis 2015;7
(3):303–8.

[27] Diehl P, Fricke A, Sander L, Stamm J, Bassler N, Htun N, et al. Microparticles:
major transport vehicles for distinct microRNAs in circulation. Cardiovasc Res
2012;93:633–44.

[28] Tian FJ, An LN, Wang GK, Zhu QJ, Li Q, Zhang YY, et al. Elevated microRNA-155
promotes foam cell formation by targeting HBP1 in atherogenesis. Cardiovasc
Res 2014;103:100–10.

[29] Saba R, Sorensen DL, Booth SA. MicroRNA-146a: a dominant, negative
regulator of the innate immune response. Front Immunol 2014;5:578.

[30] Eigsti RL, Sudan B, Wilson ME, Graff JW. Regulation of activation-associated
microRNA accumulation rates during monocyte-to-macrophage
differentiation. J Biol Chem 2014;289:28433–47.

[31] Zhou J, Chaudhry H, Zhong Y, Ali MM, Perkins LA, Owens WB, et al. Dysregulation
in microRNA expression in peripheral blood mononuclear cells of sepsis patients
is associated with immunopathology. Cytokine 2014;71:89–100.

[32] Thygesen K, Alpert JS, Jaffe AS, Simoons ML, Chaitman BR, White HD. The
writing group on behalf of the joint ESC/ACCF/AHA/WHF task force for the
universal definition of myocardial infarction. Third universal definition of
myocardial infarction. Eur Heart J 2012;33:2551–67.

[33] Kinney EL, Wright RJ. Echocardiographic score versus wall motion index for
risk stratification after acute myocardial infarction. Angiology 1990;41:112–7.

[34] Frangogiannis NG. The mechanistic basis of infarct healing. Antioxid Redox
Signal 2006;8:1907–39.

[35] Maekawa Y, Anzai T, Yoshikawa T, Asakura Y, Takahashi T, Ishikawa S, et al.
Prognostic significance of peripheral monocytosis after reperfused acute
myocardial infarction: a possible role for left ventricular remodeling. J Am Coll
Cardiol 2002;39:241–6.

[36] Takahashi T, Hiasa Y, Ohara Y, Miyazaki S, Ogura R, Suzuki N, et al. Relationship
of admission neutrophil count to microvascular injury, left ventricular
dilation, and long-term outcome in patients treated with primary angioplasty
for acute myocardial infarction. Circ J 2008;72:867–72.

[37] Dutta P, Nahrendorf M. Monocytes in myocardial infarction. Arterioscler
Thromb Vasc Biol 2015;35:01066–70.

[38] Zhou X, Liu XL, Ji WJ, Liu JX, Guo ZZ, Ren D, et al. The kinetics of circulating
monocyte subsets and monocyte-platelet aggregates in the acute phase of ST-
elevation myocardial infarction: associations with 2-year cardiovascular
events. Medicine (Baltimore) 2016;95(18):e3466.

[39] Costantini A, Viola N, Berretta A, Galeazzi R, Matacchione G, Sabbatinelli J, et al.
Age-related M1/M2 phenotype changes in circulating monocytes from
healthy/unhealthy individuals. Aging (Albany NY) 2018;10(6):1268–80.

[40] Heeschen C, Dimmeler S, Hamm CW, Fichtlscherer S, Boersma E, Simoons ML,
et al. Serum level of the anti-inflammatory cytokine interleukin-10 is an
important prognostic determinant in patients with acute coronary syndromes.
Circulation 2003;107:2109–14.

[41] Huang M, Yang D, Xiang M, Wang J. Role of interleukin-6 in regulation of
immune responses to remodeling after myocardial infarction. Heart Fail Rev
2015;20:25–38.

[42] Ritschel VN, Seljeflot I, Arnesen H, Halvorsen S, Weiss T, Eritsland J, et al. IL-6
signalling in patients with acute ST-elevation myocardial infarction. Results
Immunol 2013;4:8–13.

[43] Mantovani A, Garlanda C, Locati M. Macrophage diversity and polarization in
atherosclerosis: a question of balance. Arterioscler Thromb Vasc Biol
2009;29:1419–23.

[44] Mostafa Mtairag E, Chollet-Martin S, Oudghiri M, Laquay N, Jacob MP, Michel
JB, et al. Effects of interleukin-10 on monocyte/endothelial cell adhesion and
MMP-9/TIMP-1 secretion. Cardiovasc Res 2011;49:882–90.

[45] Lacraz S, Nicod LP, Chicheportiche R, Welgus HG, Dayer JM. IL-10 inhibits
metalloproteinase and stimulates TIMP-1 production in human mononuclear
phagocytes. J Clin Invest 1995;96:2304–10.

[46] Pasqui AL, Di Renzo M, Maffei S, Pastorelli M, Pompella G, Auteri A, et al. Pro/
Anti-inflammatory cytokine imbalance in postischemic left ventricular
remodeling. Mediators Inflamm 2010;2010:974694.

[47] Oemrawsingh RM, Lenderink T, Akkerhuis KM, Heeschen C, Baldus S,
Fichtlscherer S, et al. Multimarker risk model containing troponin-T,
interleukin 10, myeloperoxidase and placental growth factor predicts long-
term cardiovascular risk after non-ST-segment elevation acute coronary
syndrome. Heart 2011;97:1061–6.

[48] Jetten N, Verbruggen S, Gijbels MJ, Post MJ, De Winther MP, Donners MM. Anti-
inflammatory M2, but not pro-inflammatory M1 macro- phages promote
angiogenesis in vivo. Angiogenesis 2014;17:109–18.

[49] Lee CG, Homer RJ, Zhu Z, Lanone S, Wang X, Koteliansky V, et al. Interleukin-13
induces tissue fibrosis by selectively stimulating and activating transforming
growth factor beta(1). J Exp Med 2001;194:809–21.

[50] Sierra-Filardi E, Vega MA, Sanchez-Mateos P, Corbi AL, Puig-Kroger A. Heme
oxygenase-1 expression in M-CSF-polarized M2 macrophages contributes to
LPS-induced IL-10 release. Immunobiology 2010;215:788–95.

[51] Pokorney SD, Rodriguez JF, Ortiz JT, Lee DC, Bonow RO, Wu E. Infarct healing is
a dynamic process following acute myocardial infarction. J Cardiovasc Magn
Reson 2012;2:62.

[52] Siwik DA, Chang DL, Colucci WS. Interleukin-1beta and tumor necrosis factor-
alpha decrease collagen synthesis and increase matrix metalloproteinase
activity in cardiac fibroblasts in vitro. Circ Res 2000;86:1259–65.

[53] Mitchell MD, Laird RE, Brown RD, Long CS. IL-1beta stimulates rat cardiac
fibroblast migration via MAP kinase pathways. Am J Physiol Heart Circ Physiol
2007;292:H1139–1147.

[54] Frank J, Born K, Barker JH, Marzi I. In vivo effect of tumor necrosis factor alpha
on wound angiogenesis and epithelialization. Eur J Trauma 2003;29:208–19.

E. Kazimierczyk et al. / Pharmacological Reports 71 (2019) 73–81 81



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /PDFA1B:2005
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (sRGB IEC61966-2.1)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<


    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /ESP <>
    /ETI <>
    /FRA <>



    /HUN <>
    /ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 6.0 e versioni successive.)
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200036002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 6.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>


    /SKY <>

    /SUO <>
    /SVE <>
    /TUR <>

    /DEU <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice




