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Abstract

Prenatal glucocorticoid (GC) overexposure impacts fetal hippocampal neural stem cells (NSCs) and increases the risk for relative
cognitive and mood disorders in offspring. However, the precise underlying mechanisms remain elusive. Here, we treated mouse
hippocampal NSCs with dexamethasone (DEX) in vitro and found that DEX inhibited cell proliferation and Sirt7 expression. In
addition, prenatal mouse overexposure to DEX induced the suppression of Sirt7 in the hippocampus of offspring. Sirt7 knockdown
significantly decreased the percentage of proliferating cells but did not further reduce the NSC proliferation rate in the presence of
DEX, whereas Sirt7 overexpression rescued DEX-induced inhibition of hippocampal NSC proliferation. Moreover, DEX inhibited
Sirt7 expression through the glucocorticoid receptor (GR), and p21 was found to mediate the functional effect of DEX-induced Sirt7
suppression. In conclusion, our data demonstrate for the first time the effect of DEX on the Sirt7-p21 pathway in hippocampal NSCs,
identifying a new potential therapeutic target for prenatal GC overexposure—related neurodevelopmental disorders in offspring.
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GR Glucocorticoid receptor
GC Glucocorticoid

P3W  Postnatal 3 week
GREs GC-responsive elements
CDK  Cyclin-dependent kinase

MR Mineralocorticoid receptor

Electronic supplementary material The online version of this article
(https://doi.org/10.1007/s12640-020-00294-x) contains supplementary
material, which is available to authorized users.

>4 Jiuhong Kang
jhkang@tongji.edu.cn

Clinical and Translational Research Center of Shanghai First
Matemnity and Infant Hospital, Shanghai Key Laboratory of
Signaling and Disease Research, Collaborative Innovation Center for
Brain Science, School of Life Sciences and Technology, Tongji
University, 1239 Siping Road, Shanghai 200092, China

@ Springer

Introduction

During late gestation in most mammalian species, there is a
physiological surge in maternal glucocorticoids (GCs) that is
critical for normal fetal organ development (Cole 2006;
Moisiadis and Matthews 2014). Usually, synthetic GCs are ad-
ministered to pregnant women at risk of preterm birth to promote
the maturation of fetal lungs (Neilson 2007). Maternal GC expo-
sure of the fetus is tightly controlled by placental 11(3-
hydroxysteroid dehydrogenase (113-HSD), which inactivates
glucocorticoids and prevents prematuration of fetal organs.
However, pathological conditions that impair placental functions
or exogenous GC levels above the limit of placental 11(3-HSD
might increase fetal exposure to GCs (Holmes et al. 2006;
Wyrwoll et al. 2011). Epidemiologic studies have demonstrated
that prenatal GC overexposure induces harmful long-term effects
on a child’s development, such as fetal growth restriction, mood
changes, cognitive deficiencies, and induction of increased anx-
iety (Kino 2015; Lautarescu et al. 2020; Scheinost et al. 2017).
DEX is a potent synthetic glucocorticoid that is widely used in
the late gestation of animals to validate GC-mediated intrauterine
programming (Kawata 1995; Seckl 2001). Evidence from animal
studies, including those involving rodents and nonhuman pri-
mates, has also indicated that prenatal GC overexposure is
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associated with cognitive and mood disorders (Hauser et al.
2009; Hauser et al. 2008).

The hippocampus is the main brain region associated with
cognitive and mood processes and responds to GC
overexposure—induced changes (Eichenbaum and Cohen
2014; Lucassen et al. 2001; MacQueen and Frodl 2011).
Hippocampal neurogenesis, in which neural stem cells
(NSCs) in the dentate gyrus (DG) proliferate and differentiate
into neurons and astrocytes, occurs during early development
and persists throughout life (Anacker and Hen 2017).
Glucocorticoids bind the GR and regulate essential physiolog-
ical functions, including energy homeostasis, inflammatory
processes, and the stress response (G and M 2020; Lu and
Cidlowski 2006). Functional GRs have been shown to be
expressed in hippocampal NSCs in vivo and in vitro.
Importantly, glucocorticoids influence the activation of NSCs,
decreasing proliferation, differentiation, and/or cell survival,
which may underlie the negative effects of these hormones on
the functions of the hippocampus, including cognition and
mood (Choy et al. 2008; de los Angeles et al. 2016).
Although excess glucocorticoids are harmful to hippocampal
NSCs, the underlying molecular mechanism remains unclear.

Sirtuins are a family of NAD+-dependent protein lysine
deacetylases. Seven homologs have been identified in mam-
mals, namely SIRT1-7. In recent years, crosstalk with sirtuins
and glucocorticoid signaling has emerged. Sirtl physically
interacts with GR and enhances its transcriptional activity,
and glucocorticoids inhibit the expression of Sirtl (Poulsen
et al. 2014; Suzuki et al. 2018; Xu et al. 2018). Previous
studies indicated that Sirt1 is associated with gene regulation
and the response to DNA damage in NSCs (Ma et al. 2014;
Wang et al. 2018). In addition, Sirtl is involved in regulating
memory and plasticity (Gao et al. 2010). Studies have shown
that Sirt2 may have important effects on myelin genesis and
the myelin-axon interaction (Li et al. 2007). Sirt2 plays roles
in synaptic plasticity and cognitive function (Diaz-Perdigon
et al. 2020; Wang et al. 2017). Studies have also shown that
Sirt7 is associated with consolidating memory of fear in mice
(Islam et al. 2018). However, it is unclear whether members of
the Sirtuin family are involved in GC-mediated suppression of
NSC proliferation. Here, we discovered that the Sirt7-p21
signaling pathway plays an important role in the effect of
DEX on NSC proliferation, providing potential new targets
for improving reduced adult cognition and mood caused by
prenatal stress.

Materials and Methods
Experimental Animals

All mice were maintained and handled according to Tongji
University institutional guidelines. The mice (C57BL/6J)

were purchased from the SLAC Laboratory Animal
Company (Shanghai, China). Pregnancy in the mice was con-
firmed by the presence of a vaginal plug the next morning
after coitus, which was designated 0.5 days postcoitus (dpc).
The pregnant mice in the DEX group were intraperitoneally
injected with DEX (1 mg/kg/day, Selleck, S1322) at 14.5 dpc
for five consecutive days; the mice in the NORMAL group
received the same volume of normal saline on the same sched-
ule. Considering the dose conversion rate (0.08) between mice
and humans (Reagan-Shaw et al. 2008), treatment with DEX
in pregnant mice at 1 mg/kg is comparable with that pre-
scribed in human pregnancy for preterm labor at 0.1—
0.5 mg/kg (Peaceman et al. 2006). Prenatal exposure to this
DEX dose induces fetal growth retardation in offspring
(Zhang et al. 2016). Mice were housed under pathogen-free
conditions and maintained in a temperature- and humidity-
controlled room with a 12-h light/12-h dark cycle.

Plasmids and Lentiviral Packaging

Specific short hairpin RNAs (shRNAs) (Sirt7/p21) and
nontargeting control sShRNA were cloned into the Agel and
EcoRI sites of the pLKO.1 RNAI plasmid (Addgene plasmid
#10878) to generate gene knockdown plasmids. To generate
gene overexpression plasmids, the cDNA sequences of HA-
tagged human Sirt7 (NM _016538.3) and p21
(NM_007669.5) were isolated using KOD DNA polymerase
(GenView) and subsequently cloned into the FUGW lentiviral
vector (Addgene plasmid #14883). A luciferase plasmid
encoding the HA tag was constructed as a control vector.
For lentivirus packaging, pLKO.1 RNAi or FUGW plasmids
were cotransfected with the packaging plasmids. Pax2
(0.9 pg) and Vsvg (0.6 ng) were transfected into 293FT cells
(1-well of a 6-well plate) using FuGENE HD transfection
reagent (Roche). After 72 h, lentivirus-containing medium
was filtered to remove cellular debris and concentrated
through virus precipitation solution (ExCell Bio, EMB810A-
1). Harvested lentiviral particles used for cell infection were
suspended in 100 ul of PBS.

Isolation and Treatment of Hippocampal NSCs

NSCs were isolated from the hippocampus of C57BL/6J mice
on embryonic day 16.5 using a neural tissue dissociation kit
(P, Miltenyi Biotec). NSCs were cultured in DMEM/F12
(Gibco) supplemented with 2% B27 supplement without vita-
min A (Invitrogen), 1% GlutaMAX (Invitrogen), 1% NEAA
(Invitrogen), 20 ng/ml fibroblast growth factor (bFGF, Sino
Biological), and 20 ng/ml epidermal growth factor (EGF,
Sino Biological). TrypLE™ (Invitrogen) was used to dissoci-
ate hippocampal NSCs. DEX (Selleck) and Sirt7 inhibitor ID:
97491 (Axon) were dissolved in DMSO (Sigma, St. Louis,
MO), and the cells were treated with 50 uM DEX (Mutsaers
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and Tofighi 2012) or 5 uM ID: 97491 (Kim et al. 2019). For
lentiviral infection, cells were passaged every 4 to 5 days, and
suspensions were diluted to 2 x 10° cells per well in 6-well
plates and incubated with 20 pl of lentivirus for 48 h. Then,
the medium was replaced with fresh NSC medium, and the
suspensions were diluted to 2 x 10° cells per well in 6-well
plates. Additionally, after 48 h of infection, 0.5 pg/ml puro-
mycin (Sigma) was added to generate knockdown cells.

Reverse Transcription and Quantitative PCR

Total RNA was extracted from cultured cell lines using
RNAiso plus (TaKaRa) and reverse transcribed to produce
complementary DNA (cDNA) using the PrimeScript™ RT
reagent kit (TaKaRa). qPCR was performed using the
TaKaRa Ex Taq PCR kit (TaKaRa) in the Stratagene
Mx3000 gPCR system (Stratagene). The results were calcu-
lated using the 27AACT method by normalizing against the
GAPDH gene. The sequences of the primers used in this study
are shown in Table S1.

Western Blotting

Cells were treated with RIPA buffer (Beyotime) containing
PMSF and Halt™ Protease Inhibitor Cocktails (Thermo).
Concentrations were measured using the Pierce BCA Protein
Assay Kit (Thermo). Total protein samples from the cell lines
were extracted and loaded onto 12.5% Tris-glycine gels, and
the resolved proteins were transferred to polyvinylidene
difluoride (PVDF) membranes (PerkinElmer Life Sciences).
Blots were blocked by incubation with 3% BSA in TBST at
RT for 1 h and probed with primary antibodies at 4 °C over-
night in TBST, followed by incubation with the appropriate
secondary antibodies and washing according to standard pro-
cedures. Primary antibodies against the following proteins
were used: Sirt7 (ab78977, Abcam), Sirt6 (ab62739,
Abcam), GR (ab3573, Abcam), and p21 (ab80633, Abcam).
The protein bands were quantified and visualized using en-
hanced chemiluminescence (ECL Hakata, ImageQuant LAS
4000 Mini). The results were analyzed with Gel-Pro Analyzer
4.0 software (Media Cybernetics, USA) for quantification.

BrdU Incorporation Assay

A BrdU incorporation assay was performed to test the pro-
liferation of NSCs. The cells were contained in a 24-well
plate and exposed to the indicated treatment. The plates
were fixed for 20 min at room temperature (RT) with 4%
PFA and then washed three times with phosphate-buffered
saline (PBS; pH 7.4). After DNA proteolysis (2 N HCI) for
half an hour, the slides were permeabilized by incubation in
0.2% Triton X-100 for 8 min at RT and then washed three
times with PBS. Nonspecific binding was blocked with
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10% fetal bovine serum (FBS) for 1 h at room temperature,
and the plates were then incubated with a primary antibody
against BrdU (1:1000, MB6003, Bioworld) that was diluted
with 10% FBS overnight at 4 °C. The plates were washed
with PBS, and the secondary antibody was applied for 1 h
at room temperature in the dark. BrdU-positive cells in
each treatment group were counted, and the experiments
were repeated three times. BrdU-positive cells were ob-
served under a fluorescence microscope.

CFSE Staining

The CFSE (carboxyfluorescein diacetate succinimidyl ester)
assay was used to assess cell proliferation by the Cell Tracer
CFSE Kit (Invitrogen). NSCs were cultured in 6-well plates
with media stained with CFSE (4 uM) for 48 h. Cells were
washed with PBS and analyzed using flow cytometry, and the
data were analyzed using FlowJo software. The results of the
CFSE assay are shown in Supplementary Figure 1.

Cell Apoptosis Assay

Apoptosis analysis was conducted using an Annexin V/PI
double-staining kit (KeyGen Biotech). NSCs after treatments
were stained with Annexin V and PI in the dark for 15 min
before analysis by flow cytometry. The results were analyzed
using FlowJo software.

Statistical Analyses

Statistical results were obtained by using data analysis by
GraphPad Prism 5.0 (GraphPad Software), and the data are
presented as the means + standard errors of the means (SEMs)
for at least three independent experiments. Comparisons
among the means were performed by one-way analysis of
variance (ANOVA) followed by Bonferroni’s multiple com-
parison test for comparisons of multiple (>2) groups or
Student’s ¢ test for comparisons of two means from indepen-
dent samples. Differences were considered to be significant at
P <0.05, P<0.01, and P <0.001.

Results

DEX Inhibited NSC Proliferation and Suppressed Sirt7
Expression

We treated hippocampal NSCs with DEX and observed that
DEX significantly reduced NSC proliferation, as revealed by a
significant decrease in the percentage of BrdU+ cells (Fig. 1a
and b). CFSE analysis also indicated the inhibition of NSC
proliferation by DEX treatment (Fig. S1a). Next, we studied
whether DEX could induce cell death in NSCs using the
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Fig. 1 DEX inhibits Sirt7
expression in murine NSCs. a
Immunostaining for BrdU in
DMSO- or DEX-treated neural
stem cells (NSCs). b
Quantification of the percentage
of BrdU+ cells among DMSO- or
DEX-treated NSCs. ¢ Cell apo-
ptosis assay evaluated by
Annexin V/PI double-staining
experiment in DMSO- or DEX-
treated NSCs. d qPCR analysis of
Sirtl, Sirt2, Sirt6, and Sirt7 ex-
pression levels in DMSO- or
DEX-treated NSCs. ¢ WB analy-
sis of Sirt6 and Sirt7 expression
levels in DMSO- or DEX-treated
NSCs. f WB analysis of Sirt7 ex-
pression level in the hippocampal
DGs at postnatal week 3 (P3W)
(NORMAL, n=5; FGR, n=4).
Scale bar, 100 um. The data are
shown as the mean + SEM.
Student’s ¢ test. *P < 0.05;
##P<0.01; ***P <0.001
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Annexin V/PI double-staining experiment. Figure 2¢ demon-
strates that exposure to 50 uM DEX does not induce cell death
(Fig. 1c). In addition, when the Sirtuin family was examined
upon exposure to DEX, determination of the mRNA and protein
levels revealed that Sirt7 was significantly downregulated in the
NSCs upon DEX exposure (Fig. 1d and e). Then, we examined
changes in the level of Sirt7 in hippocampal DGs from
NORMAL- and DEX-treated mice at postnatal week 3 (P3W).
The results showed that prenatal DEX overexposure induced a
decrease in the expression of Sirt7 in the hippocampus of the
offspring (Fig. 1f). In the DEX-treated hippocampal NSCs, a
decrease in NSC proliferation was accompanied by reductions
in Sirt7 mRNA and protein levels. Taken together, these results

NORMAL DEX

indicate that the reduced NSC proliferation caused by DEX may
be due to a decrease in Sirt7 expression.

Fig.2 Sirt7 knockdown decreases NSC proliferation. a gPCR analysis of P>
Sirt7 expression level in NSCs following Sirt7 knockdown. b WB
analysis of Sirt7 expression level in NSCs following Sirt7 knockdown.
¢ Immunostaining for BrdU in Sirt7-knockdown and control NSCs treat-
ed with DMSO or DEX. d Quantification of the percentage of BrdU+
cells in Sirt7-knockdown and control NSCs treated with DMSO or DEX.
e Immunostaining for BrdU in NSCs treated with DMSO, DEX, Sirt7
inhibitor 97491, and Sirt7 inhibitor 97491+DEX NSCs. f Quantification
of the percentage of BrdU+ cells in NSCs treated with DMSO, DEX,
Sirt7 inhibitor 97491, and Sirt7 inhibitor 97491+DEX NSCs. Scale bar,
100 wm. The data are shown as the mean = SEM. Student’s 7 test. ns, not
significant. *P < 0.05; **P <0.01; ***P <0.001
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Knockdown of Sirt7 Decreased NSC Proliferation

We hypothesized that reduced Sirt7 expression contributed
to the DEX-induced decrease in NSC proliferation. To test
this hypothesis, we knocked down Sirt7 expression in the
NSCs using the lentiviral-mediated short hairpin RNA
(shRNA) approach. To exclude possible off-targeting ef-
fects, we designed a nontargeting shRNA (shCtrl) and two
specific ShRNAs targeting the mouse Sirt7 gene (shSirt7-1,
shSirt7-2) and validated their efficiency in downregulating
endogenous Sirt7 mRNA and protein levels in the NSCs
(Fig. 2a and b). Using BrdU incorporation and CFSE as-
says, we found that Sirt7 knockdown significantly de-
creased the percentage of proliferating cells but did not
further reduce the NSC proliferation rate in the presence
of DEX, suggesting that Sirt7 serves as an important down-
stream target in hippocampal NSCs that decreases prolif-
eration in response to DEX (Fig. 2¢ and d; Supplementary
Fig. 1b). Moreover, we conducted an experiment with a
specific Sirt7 inhibitor (ID: 97491) and found that the

effect of the Sirt7 inhibitor on NSC proliferation was in
line with the shRNA approach (Fig. 2e and f).

Overexpression of Sirt7 Reversed the DEX-Induced
Inhibition of NSC Proliferation

To further examine whether Sirt7 was responsible for the
DEX-induced inhibition of NSC proliferation, we
overexpressed HA-tagged human SIRT7 (HA-SIRT7) or lu-
ciferase (HA-Luc) in NSCs via a lentiviral approach. The
overexpression of Sirt7 was validated at the mRNA and pro-
tein levels (Fig. 3a and b). We found that Sirt7 overexpression
rescued the DEX-induced inhibition of hippocampal NSC
proliferation, but this was not observed in the control groups
(Fig. 3c and d). We also found that the overexpression of Sirt7
reversed the decreased Sirt7 expression in the NSCs induced
by DEX (Fig. 3e). Thus, our results indicated the critical role
of Sirt7 in the DEX-induced decrease in the proliferation of
hippocampal NSCs.
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DEX Suppressed the Expression of Sirt7 Via GR

To determine the mechanism of DEX-induced suppres-
sion of Sirt7 expression, we constructed two lentiviral
vectors expressing shRNAs that specifically target GR
(shGR-1, shGR-2) and validated their efficiency in down-
regulating endogenous GR mRNA and protein levels in
NSCs (Fig. 4a and b). Then, we studied cell proliferation
using a BrdU incorporation assay, and the results showed
that knockdown of GR abrogated the DEX-induced de-
crease in NSC proliferation (Fig. 4c and d). The qPCR
and WB results showed that knockdown of GR abolished

the decrease in Sirt7 expression that was induced by DEX
treatment in NSCs (Fig. 4e and f). Taken together, these
results demonstrate that DEX decreases NSC proliferation
and suppresses the expression of Sirt7 through GR.

DEX Exposure and Reduced Sirt7 Affected Cell Cycle-
Related Genes

To determine the mechanism by which a reduction in
Sirt7 inhibits NSC proliferation, we tested the effect of
Sirt7 knockdown on cell cycle-related gene expression in
DMSO- and DEX-treated NSCs. The qPCR and WB

Fig. 4 DEX alters the expression a b
of Sirt7 via interacting with GR. a -
qPCR analysis of GR expression 4% 1.5 N ?J\ Qﬂ’ 5 1.5
levels in NSCs following GR a2 \(\0\‘ O O 3
. 2 S S 2 2
knockdown. b WB analysis of S10. £I10
GR expression levels in NSCs o . 2 L3 5
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results showed that DEX treatment increased the expres-
sion of p21 in the NSCs (Fig. 5a—c). The expression of
p21 was also significantly increased in the Sirt7-
knockdown NSCs and Sirt7 inhibitor—treated NSCs
(Fig. 5d—g). In contrast, overexpression of Sirt7
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decreased the expression of p21 in NSCs (Fig. 5h and
1). These results indicate that DEX treatment and the ex-
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Furthermore, we hypothesized that the Sirt7/p21 axis reg-
ulates NSC proliferation under DEX treatment.
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Sirt7 Mediates the Effect of DEX in NSCs by Targeting
p21

To further examine the role of Sirt7 in regulating the expres-
sion of p21 under DEX intervention, we developed two
lentiviral vectors that express shRNAs that specifically target
p21 (shp21-1, shp21-2). The knockdown efficiency of the
individual sequences was confirmed by the downregulated
endogenous p21 mRNA and protein levels in NSCs (Fig. 6a
and b). The BrdU incorporation and CFSE assay showed that
knockdown of p21 rescued the DEX-induced inhibition of
NSC proliferation, but this was not observed in the control
groups (Fig. 6¢ and d; Supplementary Fig. 1c). In addition,
the BrdU incorporation and CFSE assay showed that knock-
down of p21 reversed the decreased NSC proliferation caused
by a reduction in Sirt7 in the NSCs (Fig. 6e and f;
Supplementary Fig. 1d). Next, we overexpressed HA-tagged
p21 (HA-p21) or luciferase (HA-Luc) in NSCs via a lentiviral
approach. Western blot analysis showed that the expression of
p21 increased in the HA-p21 group compared with the control
group (Fig. 6g). The BrdU incorporation and CFSE assay
showed that overexpression of p21 abrogated the Sirt7
overexpression—induced rescue of DEX-treated NSC prolifer-
ation (Fig. 6h and i; Supplementary Fig. 1e). Taken together,
our results indicate that Sirt7 mediates the DEX-induced de-
crease in NSC proliferation by upregulating p21 expression.

Discussion

Prenatal excess GC hormones are well-known inhibitors of
NSC proliferation, increasing the risk of cognition and mood
deficits in offspring. However, the mechanism remains un-
clear. Here, we identified a new Sirt7-p21 pathway that medi-
ates the inhibition of NSC proliferation by glucocorticoids.
The effect of glucocorticoids on target tissues is mediated
by their interaction with the high-affinity mineralocorticoid
receptor (MR) or the low-affinity GR. The GR is not activated
under baseline conditions but is responsible for binding glu-
cocorticoids during neurogenesis (Mirescu et al. 2004). GR
activation by high levels of glucocorticoids consistently de-
creases NSC proliferation in vitro and in vivo (Bose et al.
2010; Kim et al. 2004). In agreement with this finding, we
observed by BrdU labeling that DEX, a GR agonist, decreased
the NSC proliferation rate. Emerging evidence indicates that
epigenetic changes play an important role in the proliferation
and fate decisions of NSCs (Mohamed Ariff et al. 2012).
Among the Sirtuin family members, Sirt] modulates the pro-
liferation and self-renewal of NSCs in response to glucose
(Fusco et al. 2016), and Sirt2 significantly reduces adult
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hippocampal NSC proliferation (Yoo et al. 2015). Although
these studies have revealed that sirtuins regulate the prolifer-
ation of NSCs, evidence of their regulation of the effect of
glucocorticoid hormones on NSC proliferation is limited.
From this study, our results showed that DEX inhibits Sirt7
gene expression in vitro and in vivo with no effects on the
expression of Sirtl, Sirt2, or Sirt6. With a gain or loss of Sirt7
function generated by the lentiviral approach, our results re-
vealed that Sirt7 mediates the effects of DEX on NSC prolif-
eration. Furthermore, by blocking GR through knockdown
experiments, we could prevent the inhibition of Sirt7 by
DEX, indicating new crosstalk between the glucocorticoid
pathway and sirtuins. GR-mediated gene downregulation oc-
curs in three different ways: direct GR binding of the negative
GC-responsive elements (nGREs) of target genes, tethering of
GR to AP-1/NF-kB sites, and GR-mediated recruitment of
corepressors, such as GRIP1 (Uhlenhaut et al. 2013). We were
not able to identify the GC-responsive regions or AP-1/NF-kB
DNA-binding sites in the promoter sequence of Sirt7 by bio-
informatic prediction. Thus, DEX-mediated inhibition of Sirt7
expression might occur through protein interactions between
GR and corepressors.

P21 is an important member of the cyclin-dependent kinase
(CDK) family that inhibits cell cycle progression (Bertoli et al.
2013). Previous studies reported the upregulation of p21 by
DEX in NSCs, osteoblastic cells, and cancer cells (Bose et al.
2010; Cha et al. 1998; Cram et al. 1998; Han et al. 2018).
However, the molecular mechanisms by which DEX
upregulates the expression of p21 have not been well charac-
terized. In rat hepatoma cells, GCs stimulated p21 gene ex-
pression via protein interactions between GR and C/EBP«
through the direct binding of GC-responsive elements
(GREs) and a C/EBP DNA-binding site in the p21 promoter
sequence via a tethering mechanism (Cha et al. 1998; Cram
et al. 1998). Our data showed that both DEX and Sirt7 knock-
down induced the upregulation of p21, while Sirt7 overex-
pression inhibited p21 gene expression. Importantly, p21
shRNA attenuated Sirt7 shRNA—induced inhibition of NSC
proliferation, while p21 overexpression abrogated the Sirt7
overexpression—induced rescue of the altered proliferation of
DEX-treated NSCs. Thus, our findings identified a new mech-
anism for the upregulation of p21 by glucocorticoids in which
DEX upregulates the expression of p21 in mouse NSCs
in vitro by downregulating Sirt7, and this downregulation is
mediated by GR. Similar to this indirect mechanism of regu-
lation, DEX upregulates the expression of p27, which is an-
other CDK inhibitor, by downregulating the phosphorylation
of 4E-BP1 in human breast cancer cells (Eto 2010). Our new
findings enrich the present understanding of the mechanisms
by which glucocorticoids regulate cell cycle—related genes.
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<« Fig. 6 Sirt7 mediates the effect of DEX on the proliferation of NSCs
through targeting p21. a qPCR analysis of p21 expression levels in
NSCs following p21 knockdown. b WB analysis of p21 expression
levels in NSCs following p21 knockdown. ¢ Immunostaining for BrdU
in p21-knockdown and control NSCs treated with DMSO or DEX. d
Quantification of the percentage of BrdU+ cells among p21-knockdown
and control NSCs treated with DMSO or DEX. e Immunostaining for
BrdU in shCtrl- or shSirt7 (shSirt7-1, shSirt7-2)-transfected NSCs follow-
ing p21 knockdown. f Quantification of the percentage of BrdU+ cells
among shCtrl- or shSirt7 (shSirt7-1, shSirt7-2)-transfected NSCs follow-
ing p21 knockdown. g WB analysis of p21 expression levels in NSCs
overexpressing HA-Luc and HA-p21. h Immunostaining for BrdU in the
DMSO+HA-Luc, DEX+HA-Luc, DEX+HA-SIRT7, DEX+HA-p21,
and DEX+HA-SIRT7+HA-p21 groups. i Quantification of the percent-
age of BrdU+ cells among the DMSO+HA-Luc, DEX+HA-Luc, DEX+
HA-SIRT7, DEX+HA-p21, and DEX+HA-SIRT7+HA-p21 groups.
Scale bar, 100 um. The data are shown as the mean + SEM. Student’s ¢
test. *P<0.05; **P<0.01; ***P<0.001

Taken together, our results revealed that Sirt7 mediates the
inhibitory effect of DEX on NSC proliferation by targeting
p21, which may provide potential new targets for improving
the declines in adult cognition and mood caused by prenatal
overexposure to GC hormones.
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