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Introduction

Mercury (Hg) is a highly toxic heavy metal to human health, 
and the Agency for Toxic Substances and Disease Registry 
had ranked it the third in the priority list of hazardous sub-
stances [1, 2]. Hg was released to environment through many 
industrial processes and could be accumulated by plants or 
animals which might be used for foods by humans [3, 4]. In 
recent years, most of the Hg in the environment was released 
by natural processes and human activities including oceanic 
emission, biomass burning, mining, metal manufacturing 
and fossil fuel burning, which resulted in environmental pol-
lution and potential danger to human beings [5–8]. A large 
portion of Hg existed in the environment was Hg2+, and it 
can influence human health seriously [8–10].

The impacts of Hg contamination on environment and 
human health impelled researchers to find effective ways 
for treating this toxic metal. The remediation techniques for 
Hg contamination mainly include physical treatment, chemi-
cal remediation and bioremediation [11, 12]. Conventional 
physico-chemistry methods used to remove Hg from con-
taminated environment were often inadequate and lack of 
selectivity to reduce Hg2+; they were usually unfriendly to 
environment and expensive [13–15].

Bioremediation technology had been wildly applied for 
treating Hg contamination due to its cheap, green and envi-
ronmentally friendly characters [16–18]. Microbial-based 
remediation technology is a critical important part of biore-
mediation because of the certain properties of microorgan-
isms [12, 19]. A lot of microbes had been examined for 
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bioremediation of Hg [20, 21]. The mer (mercury resistance) 
operon system in bacteria could transfer Hg2+ into the cell 
where it was reduced to Hg0 and volatilized from the bacte-
rial cell to the atmosphere at last [22, 23]. Therefore, the 
bacteria-owned mer operon system had been attempted to be 
used to reduce Hg2+ contamination [24–26]. But this micro-
bial volatilization system is often inhibited by high concen-
tration of heavy metal ions [15]. In order to enhance the tol-
erance and adsorption ability for Hg of the microorganisms, 
researchers were trying to modify these microbes. Kiyono 
and Pan-hou [27] constructed an engineered Escherichia coli 
expressing Hg transport system and organomercury lyase for 
accumulation and transformation of Hg. Engineered bacte-
rium expressing Hg transport system and metallothionein 
was constructed for biosorption of Hg2+ by Deng and Jia 
[28]. However, the Hg2+ adsorbed by these engineered bac-
teria was usually difficult to recover because it was in the 
cytoplasm or volatilized to the atmosphere [29, 30]. These 
problems might be solved by displaying the target proteins 
that have high affinity to Hg2+ on the cell surface. MerR is a 
metalloregulatory protein in the mer operon system which 
contained in many bacteria [18, 22, 31] and it can selectively 
adsorb Hg2+ [32]. Escherichia coli’s Hg2+ adsorption abil-
ity was enhanced by displaying MerR on its cell surface 
[33]. The cell surface-engineered microorganisms might be 
a potential effective way for treating Hg pollutions.

The Saccharomyces cerevisiae is one of the most suitable 
microorganisms for the development of cell surface display 
system, and many heterologous proteins had been displayed 
on it [34–36]. We hypothesized that S. cerevisiae display-
ing MerR might adsorb Hg2+ effectively and not result in 
secondary pollution. It might be a potential method to purify 
Hg2+-polluted water. In this study, we displayed MerR on 
the cell surface of S. cerevisiae with an α-agglutinin-based 
display system to enhance its adsorption ability for Hg2+. 
The properties of the engineered yeast showed that it could 
adsorb Hg2+ effectively and could be used to purify Hg-
polluted water.

Materials and Methods

Strains, Media and Plasmids

Escherichia coli DH5α [F−, endA1, hsdR17 (rk
− mk

+), supE44, 
thi-1, λ−, recA1, gyrA96, ΔlacU169(φ80lacZΔM15)] was 
used as the host for recombinant DNA in this study. Saccha-
romyces cerevisiae CEN.PK113-5D (named C5D) was used 
as the host strain for genetic engineering. The Luria–Bertani 
(LB) medium plate used for selecting positive E. coli was 
made of 0.5% (w/v) yeast extract, 1% (w/v) tryptone, 1% 
(w/v) sodium chloride, 1.5% (w/v) agar, 100 μg/mL ampicil-
lin, 40 μg/mL 5-bromo-4-chloro-3-indolyl β-d-galactoside 

(X-Gal) and 1  mM isopropyl–d-thiogalactopyranoside 
(IPTG). The Luria–Bertani (LB) medium used for ampli-
fying E. coli was made of 0.5% (w/v) yeast extract, 1% 
(w/v) tryptone, 1% (w/v) sodium chloride and 100 μg/mL 
ampicillin. The recombinant yeast strain was chosen on the 
SC minimal medium containing 0.67% (w/v) yeast nitro-
gen base (YNB), 2% (w/v) glucose, 0.01% (w/v) (adenine, 
arginine, cysteine, leuine, lysine, threonine, tryptophan), 
0.005% (w/v) (aspartic acid, histidine, isoleucine, methio-
nine, phenylalanine, proline, serine, tyrosine, valine) and 
2% (w/v) agar. The plasmids used in this study were pYES2 
and pMD18-T.

Plasmids Construction

The original plasmid used in this study was pYES2. Firstly, 
we used the constitutive expression promoter triose-phos-
phateisomerase promoter (Tpi) to replace the inducible 
promoter GAL1 in pYES2. Secondly, we inserted the yeast 
secretion signal peptide gene after Tpi. Finally, the alpha 
factor gene was connected with the 3′ half sequence of 
yeast agglutinin gene (AG) [37]. The structure of the con-
structed plasmids is shown in Fig. 1, and it was named as 
pYES2-Tpi-α-AG.

The merR gene sequence (CP019338.1:1310586-1311020) 
was downloaded from NCBI GeneBank database, and the 
sequence was optimized by JCat (http://www.jcat.de/). The 
EcoR I and Mlu I sites were added to the sequence after 
adaptation and then synthesized by Sangon Biotech com-
pany (shanghai). At last, the sequence was digested by EcoR 
I and Mlu I and then inserted between the alpha factor gene 
and the 3′ half sequence of yeast agglutinin gene (AG) in the 
modified pYES2 which was also digested by EcoR I and Mlu 
I. The obtained cell surface display plasmid was named as 
pYES2-Tpi-α-merR-AG (Fig. 2), and the merR gene was con-
firmed in the right site through sequencing with the Sanger 
dideoxynucleotide chain termination method [38]. The suc-
cessful integration plasmid for displaying MerR (pYES2-Tpi-
α-merR-AG) and the integration plasmid (pYES2-Tpi-α-AG) 
without MerR-encoding sequence were transferred into the 
S. cerevisiae similarly.

Transformation of Saccharomyces cerevisiae

The electrotransformation method [39] was used to trans-
form the aforementioned integration plasmids to the S. cer-
evisiae competent cells. The competent S. cerevisiae cells 
were obtained through dealing with lithium acetate (LiAc) 
and dithiothreitol (DTT) [40]. The transformants were cul-
tured on the selective SC medium plate and cultivated at 
30 °C until the colony appeared. The yeast strains were 
named C5D-C and C5D-MerR, respectively.

http://www.jcat.de/
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Colony PCR

The colony PCR was conducted based on the transformants 
according to the following procedures: 94 °C 5 min, 94 °C 

30 s, 58 °C 40 s, 72 °C 45 s and 72 °C 10 min. The primers 
used were merRF (5′ GAA​TTC​ATG​GAA​AAC​AAC​T3′) and 
merRR (5′ACG​CGT​CTG​TGG​TGG​TGG​T3′).

Fig. 1   Structure of the plasmid pYES2-Tpi-α-AG 

Fig. 2   Structure of the plasmid pYES2-Tpi-α-merR-AG 
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Hg2+ Adsorption by MerR‑Displaying Yeast Cells

Firstly, the yeasts were grown up to stationery growth phase 
before adsorption experiment. The yeast cells were har-
vested with the method of centrifugation and then washed 
with 50 mM HEPES (pH 7.0). The cells were put in 20 mg/L 
HgCl2 solution after washing and incubated for 2 h. After 
adsorption, the yeast cells were harvested and washed again. 
The weight of the yeast cells was calculated after lyophiliz-
ing for 24 h. The final concentration of Hg2+ in the rest 
supernatant was measured directly with the method of 
hydride generation atomic absorption spectrometry. We did 
six parallel experiments for each type of yeast strain.

Hg2+ Adsorption Under Different pH

The Hg2+ solution with pH levels between 4 and 8 was pre-
pared before adsorption experiment. The yeasts cells were 
obtained through the method described in the “Hg2+ adsorp-
tion by MerR-displaying yeast cells” section. The adsorption 
experiment procedure was the same as the “Hg2+ adsorp-
tion by MerR-displaying yeast cells” section. The Hg2+ con-
centration was measured by the hydride generation atomic 
absorption spectrometry method. Six parallel experiments 
were conducted for each type of yeast strain.

Effect of Cu2+ and Cd2+ on the Adsorption for Hg2+

The solution (pH 7.0) with coexistence of Cu2+, Cd2+ and 
Hg2+ was prepared before adsorption experiment. The yeast 
cells were collected, and the adsorption experiments were 
conducted according to the methods described in the “Hg2+ 
adsorption by MerR-displaying yeast cells” section. Six 
parallel experiments were conducted for each type of yeast 
strain.

The Ultra‑Trace Adsorption Ability of Hg2+ 
by MerR‑Displaying Yeast Cells

The yeast cells were harvested, and the adsorption experi-
ment was conducted in 100 μg/L Hg2+ solution (pH 7.0). 
The rest method is similar to the “Hg2+ adsorption by MerR-
displaying yeast cells” section. The Hg2+ concentration was 
measured by hydride generation atomic absorption spec-
trometry method. Six parallel experiments were conducted 
for each type of yeast strain.

Growth in Hg2+‑Containing Medium

The yeast strains were harvested at stationary phase and 
diluted by the SC medium (the final culture broth at 600 nm 

was 0.2) whose Hg2+ concentration was 20, 30, 40, 50, 60, 
70, 80, 90, 100, 110 mg/L, respectively. Then, they were cul-
tivated at 30 °C and 160 rpm in shaking incubator. The cell 
growth condition was measured through the light absorb-
ance value of the culture broth at 600 nm by NanoDrop 
2000C Spectrophotometer. The experiment was conducted 
in triplicate.

Results

Plasmid Construction and Transformant Confirmation

The plasmid pYES2-Tpi-α-merR-AG constructed above 
was used for displaying MerR. The control plasmid lacking 
of merR was pYES2-Tpi-α-AG. The two types of plasmids 
were confirmed by sequencing, and the Tpi promoter, yeast 
secretion signal alpha factor, 3′ half sequence of anchoring 
protein-encoding gene AG and MerR-encoding gene were 
all in the right site of the plasmid (Figs. 1, 2).

The plasmids pYES2-Tpi-α-merR-AG and pYES2-
Tpi-α-AG were transformed to S. cerevisiae through elec-
trotransformation, respectively. The positive colony was 
reconfirmed by PCR (Fig. 3). The enlargement culturing of 
correct positive colony was carried out in SC medium and 
can be used for the next experiment.

Fig. 3   Colony PCR of transformed yeast strain C5D-MerR
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Adsorption ability of Hg2+ by Different Yeast Strains

The adsorption ability for Hg2+ by the three yeast strains 
(C5D, C5D-C and C5D-MerR) was tested in order to 
verify the effect of MerR display on the cell surface. The 
result showed that the display of MerR on the cell surface 
enhanced its adsorption ability for Hg2+ (Table 1). The 
enhancement of this ability indirectly indicted that the MerR 
was successfully displayed on the cell surface of S. cerevi-
siae, and the MerR protein was also functional as an Hg2+ 
chelator. The engineered S. cerevisiae that displaying MerR 
could adsorb Hg2+ effectively and could be used to purify 
Hg2+-polluted water.

Hg2+ Tolerance Ability of Different Yeast Strains

The experiment showed that the Hg2+ tolerance ability of 
C5D-MerR was stronger than that of C5D and C5D-C. 
C5D and C5D-C could not grow in solution with Hg2+ of 
40 mg/L, while the engineered yeast strain C5D-MerR could 
grow in solution not exceed 100 mg/L of Hg2+ (Fig. 4). The 
stronger tolerance ability might suggest that most of the 
Hg2+ was combined by MerR on the cell surface and little 
Hg2+ flowed into the cell. This character of the engineered 
yeast makes it can be used in purifying polluted water with 
high concentration of Hg2+.

The Influence of pH on the Adsorption Ability for Hg2+ 
by Different Yeast Strains

The pH influence experiment indicted that the C5D-MerR 
could effectively adsorb Hg2+ under pH levels between 4 
and 8. The influence of pH on the adsorption ability of C5D-
MerR was lower than that of C5D and C5D-C. The high-
est adsorption ability appeared when the pH was about 7 
(Fig. 5). The results of the experiment suggested that the 
C5D-MerR could be used to purify Hg2+-polluted water with 
wide range of pH levels. This might be very useful for puri-
fying Hg2+-polluted water.

Table 1   Adsorption of Hg2+ by different types of yeast

Yeast strains Hg2+ adsorption 
ability [mg/(g dry 
weight)]

C5D 3.06 ± 0.06
C5D-CT 3.13 ± 0.04
C5D-Mer R 8.42 ± 0.52

Fig. 4   Yeast strains’ growth condition in different Hg2+ solutions. a C5D; b C5D-CT; c C5D-MerR
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The Adsorption Ability for Hg2+ of Different Yeast 
Strains with Coexistence of Cu2+ and Cd2+

The coexistence of heavy metal ions probably has effect on 
the cells’ adsorption ability. The result of the experiment 
also supported our hypothesis. When the concentration of 
Cu2+ and Cd2+ equals to 20 mg/L, the adsorption ability of 
C5D-MerR for Hg2+ decreased 5.04%, while the adsorp-
tion ability of C5D and the C5D-C decreased 62.46 and 
62.62%, respectively (Fig. 6). We inferred that the C5D-
MerR could selectively adsorb Hg2+ with the coexistence 

of Cu2+ and Cd2+. Therefore, the C5D-MerR could be used 
to purify water that is polluted by different kinds of heavy 
metal ions simultaneously.

Adsorption Ability of Ultra‑trace Hg2+ by Different 
Yeast Strains

The display of MerR exactly enhanced the adsorption abil-
ity of C5D-MerR for ultra-trace Hg2+. We found that the 
adsorption ability of C5D-MerR was stronger than that of 
C5D and C5D-C (Table 2). It demonstrated that the C5D-
MerR could adsorb the Hg2+ in the water much more thor-
oughly than that of C5D and C5D-C did. And we could 
obtain pure water at accepted level after its handling.

Discussion

Cell surface display system can display the metal binding 
protein on the cell surface. The cell surface-displayed engi-
neered microbe cells have many advantages when compared 
with other engineered microbes that have to adsorb metal 
ions into cells. Firstly, the cells with surface metal binding 
protein on its surface can adsorb metal ions onto the cell 
surface rather than into the cell, which can alleviate their 
toxicity to the cell [41, 42]. On the other hand, the recovery 
of the metal ions from cell surface was much easier than that 
from the inside of the cell. We can easily recover the metal 
ions from the cell surface without disintegrating the cells, 
while the cells must be damaged when you recover metal 
ions adsorbed into the cells [17]. Therefore, the recovery 
of metal ions adsorbed on the cell surface is convenient and 
economic, which is very important in the practical appli-
cation for purifying polluted water and recovering metal 
ions from the bioadsorbents. In contrast, it is not conveni-
ent and economic to recover heavy metal ions from intra-
cellular bioremediation adsorbents [43]. Furthermore, the 
cell surface-engineered adsorbents can be reused because 
the cells did not damage during the adsorbing and recover-
ing processes [33, 44]. We supposed that the cell surface-
engineered yeast cells could be used to adsorb, recover and 
recycle of metal ions.

Fig. 5   pH influence on the adsorption ability for Hg2+ of different 
yeast strains. Error bars represented the standard deviation of the 
experiment

Fig. 6   Adsorption ability for Hg2+ of different yeast strains with 
coexistence of Cu2+ and Cd2+. Error bars represented the standard 
deviation of the experiment

Table 2   Adsorption of ultra-trace Hg2+ by different types of yeast

Yeast strains Original Hg2+ con-
centration (μg/L)

Yeast cells con-
centration (g/L)

Adsorp-
tion ratio 
(%)

C5D 100 10 2.90
C5D-CT 100 10 6.80
C5D-Mer R 100 10 97.15
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The display of MerR on the yeast cell surface enhanced 
its adsorption ability for Hg2+. This result and the colony 
PCR experiment suggested that MerR was expressed and 
successfully displayed on the cell surface of S. cerevisiae. 
The MerR displayed on the cell surface was active and could 
bind Hg2+ effectively. Our results showed that the engi-
neered C5D-MerR could adsorb almost three times Hg2+ as 
much as that of C5D and C5D-C (Table 1). The enhance-
ment of the adsorption ability makes C5D-MerR a potential 
bioadsorbents to purify Hg2+-polluted water.

The tolerance ability for Hg2+ of C5D-MerR was much 
stronger than that of C5D and C5D-C. The C5D-MerR 
could be cultured in medium with Hg2+ under the concen-
tration of 100 mg/L, while the C5D and C5D-C’s growth 
could be inhibited by Hg2+ that is excess of 30 mg/L. The 
resistance character to heavy metal ions of C5D-MerR also 
found in other cell surface-displayed engineered yeast cells 
[45]. The strong resistance ability of C5D-MerR for Hg2+ 
mainly thanks to the successful display of MerR on its sur-
face, which can inhibit the Hg2+ permeating into its cyto-
sol. Therefore, it is a feasible way to enhance the resistance 
ability of yeast cells by displaying metal binding protein on 
their surface. On the other hand, the cell division period was 
lengthened by Hg2+ in the medium when compared with 
the cells growth in the medium without Hg2+. However, the 
reason for this phenomenon is still unclear.

The pH levels influenced C5D-MerR less than that of 
C5D and C5D-C. The C5D-MerR has the highest adsorption 
ability at about pH 7, but it can effectively adsorb Hg2+ at a 
wide range of pH levels, which will be very useful in treating 
different types of water with different pH levels (Fig. 5). The 
mechanism for the relative stability of the C5D-MerR at a 
wide range of pH levels still needs much more investigation.

The coexistence of heavy metal ions Cu2+ and Cd2+ seri-
ously affected the adsorption ability of C5D and C5D-C for 
Hg2+. This indicted that these two yeast strains could not 
selectively adsorb Hg2+ from water polluted by Hg2+, Cu2+ 
and Cd2+ at the same time. On the other hand, the adsorp-
tion ability of C5D-MerR was almost not influenced by the 
coexistence of Cu2+ and Cd2+. This result demonstrated that 
C5D-MerR had higher affinity and selectivity toward Hg2+ 
than C5D and C5D-C. The MerR displayed on the cell sur-
face was functional and could be used as an effective binder 
for Hg2+. The engineered yeast strain C5D-MerR can be 
used to adsorb Hg2+ from mixed heavy metals ions, and this 
character will be very useful in the practical application.

The adsorption ability for ultra-trace Hg2+ of C5D-MerR 
was much stronger than that of C5D and C5D-C. We pre-
dicted that this enhancement was mainly attributed to the 
MerR displayed on the cell surface because it could easily 
detect the ultra-trace Hg2+ in the environment. The C5D 
and C5D-C do not have displayed protein on their surface, 

so they have much difficult to detect ultra-trace Hg2+ in the 
water.

The mechanisms of microorganism–metal interreac-
tion were classified into active and passive types [46]. The 
active type adsorbs heavy metal ions by energy-dependent 
metabolism, while the other type is likely to adsorb heavy 
metal ions with surface binding mechanism without energy 
consuming [47]. Therefore, we inferred that the engineered 
C5D-MerR constructed in this study could be used as a func-
tional bioadsorbents for Hg2+ under both living and non-
living conductions.

The function of the engineered yeast mainly depends on 
the character of the protein displayed on the cell surface. 
Therefore, finding more proteins that have high affinity, 
capacity and selectivity for certain heavy metal ions should 
be the future research focus.

Acknowledgements  The research was financially supported by 
the Special Fund for Forest Scientific Research in the Public Welfare 
(201404420); the Science and Technology Program for Colleges and 
Universities of Shandong Province (2013GSF11707); the National Nat-
ural Science Fund of China (31672313&31372220). The plasmid and 
the S. cerevisiae CEN.PK113-5D were kindly donated by Dr. Wangzhi 
from Chinese Academy of Agricultural Sciences.

Compliance with ethical standards 

Conflict of interest  All of the authors declare that they have no con-
flict of interest.

Ethical approval  This article does not contain any studies with 
human participants or animals performed by any of the authors.

References

	 1.	 Sánchez Uría, J. E., & Sanz-Medel, A. (1998). Inorganic and 
methylmercury speciation in environmental samples. Talanta, 
47, 509–524.

	 2.	 ATSDR, C. (2007). Cercla priority list of hazardous substances. 
In Agency for toxic substances and disease registry (ATSDR). 
Atlanta, GA.

	 3.	 Nriagu, J. O., & Pacyna, J. M. (1988). Quantitative assessment of 
worldwide contamination of air, water and soils by trace metals. 
Nature, 333, 134–139.

	 4.	 Gomes, M. V., de Souza, R. R., Teles, V. S., & Araújo, M. É. 
(2014). Phytoremediation of water contaminated with mercury 
using Typha domingensis in constructed wetland. Chemosphere, 
103, 228–233.

	 5.	 Nelson, P. F., Morrison, A. L., Malfroy, H. J., Cope, M., Lee, S., 
et al. (2012). Atmospheric mercury emissions in Australia from 
anthropogenic, natural and recycled sources. Atmospheric Envi-
ronment, 62, 291–302.

	 6.	 Pacyna, E. G., Pacyna, J. M., Sundseth, K., Munthe, J., Kindbom, 
K., et al. (2010). Global emission of mercury to the atmosphere 
from anthropogenic sources in 2005 and projections to 2020. 
Atmospheric Environment, 44, 2487–2499.

	 7.	 Serrano, O., Martínez-Cortizas, A., Mateo, M. A., Biester, H., 
& Bindler, R. (2013). Millennial scale impact on the marine 



19Mol Biotechnol (2018) 60:12–20	

1 3

biogeochemical cycle of mercury from early mining on the Iberian 
Peninsula. Global Biogeochemical Cycles, 27, 21–30.

	 8.	 Mahbub, K. R., Krishnan, K., Naidu, R., Andrews, S., & 
Megharaj, M. (2017). Mercury toxicity to terrestrial biota. Eco-
logical Indicators, 74, 451–462.

	 9.	 Ariya, P. A., Amyot, M., Dastoor, A., Deeds, D., Feinberg, A., 
et al. (2015). Mercury physicochemical and biogeochemical 
transformation in the atmosphere and at atmospheric inter-
faces: A review and future directions. Chemical Reviews, 115, 
3760–3802.

	10.	 Munthe, J., & Mcelroy, W. J. (1992). Some aqueous reactions of 
potential importance in the atmospheric chemistry of mercury. 
Atmospheric Environment Part A General Topics, 26, 553–557.

	11.	 Xu, J., Bravo, A. G., Lagerkvist, A., Bertilsson, S., Sjöblom, R., 
et al. (2015). Sources and remediation techniques for mercury 
contaminated soil. Environment International, 74, 42–53.

	12.	 Velã, S.-R. O. M., & Benavides-Otaya, H. D. (2016). Bioreme-
diation techniques applied to aqueous media contaminated with 
mercury. Critical Reviews in Biotechnology, 36, 1124–1130.

	13.	 Davis, T. A., Volesky, B., & Mucci, A. (2003). A review of the 
biochemistry of heavy metal biosorption by brown algae. Water 
Research, 37, 4311–4330.

	14.	 Akbal, F., & Camc, S. (2012). Treatment of metal plating waste-
water by electrocoagulation. Environmental Progress & Sustain-
able Energy, 31, 340–350.

	15.	 Wagner-Döbler, I. (2013). Bioremediation of mercury: Current 
research and industrial applications. Caister Academic Press. 
www.caister.com.

	16.	 Tanaka, T., & Kondo, A. (2015). Cell surface engineering of 
industrial microorganisms for biorefining applications. Biotech-
nology Advances, 33, 1403–1411.

	17.	 Arief, V. O., Trilestari, K., Sunarso, J., Indraswati, N., & Ismadji, 
S. (2010). Recent progress on biosorption of heavy metals from 
liquids using low cost biosorbents: Characterization, biosorption 
parameters and mechanism studies. Clean-Soil Air Water, 36, 
937–962.

	18.	 Mahbub, K. R., Bahar, M. M., Labbate, M., Krishnan, K., 
Andrews, S., et al. (2017). Bioremediation of mercury: Not prop-
erly exploited in contaminated soils! Applied Microbiology and 
Biotechnology, 101, 963–976.

	19.	 François, F., Lombard, C., Guigner, J. M., Soreau, P., Brian-Jais-
son, F., et al. (2012). Isolation and characterization of environ-
mental bacteria capable of extracellular biosorption of mercury. 
Applied and Environmental Microbiology, 78, 1097–1106.

	20.	 Pepi, M., Gaggi, C., Bernardini, E., Focardi, S., Lobianco, A., 
et al. (2011). Mercury-resistant bacterial strains Pseudomonas and 
Psychrobacter spp. isolated from sediments of Orbetello Lagoon 
(Italy) and their possible use in bioremediation processes. Inter-
national Biodeterioration and Biodegradation, 65, 85–91.

	21.	 Sinha, A., Kumar, S., & Khare, S. K. (2013). Biochemical basis 
of mercury remediation and bioaccumulation by Enterobacter sp. 
EMB21. Applied Biochemistry and Biotechnology, 169, 256–267.

	22.	 Mahbub, K. R., Krishnan, K., Megharaj, M., & Naidu, R. (2016). 
Bioremediation potential of a highly mercury resistant bacterial 
strain Sphingobium SA2 isolated from contaminated soil. Chem-
osphere, 144, 330–337.

	23.	 Santos-Gandelman, J. F., Giambiagi-Demarval, M., Muricy, G., 
Barkay, T., & Laport, M. S. (2014). Mercury and methylmercury 
detoxification potential by sponge-associated bacteria. Antonie 
van Leeuwenhoek, 106, 585–590.

	24.	 Anthony, E. (2014). Bioremediation of mercury by biofilm form-
ing mercury resistant marine bacteria. Biju patnaik central library 
(thesis).

	25.	 Dash, H. R., & Das, S. (2015). Bioremediation of inorganic mer-
cury through volatilization and biosorption by transgenic Bacillus 

cereus BW-03(p PW-05). International Biodeterioration and Bio-
degradation, 103, 179–185.

	26.	 Tariq, A., & Latif, Z. (2014). Bioremediation of mercury com-
pounds by using immobilized nitrogen-fixing bacteria. Interna-
tional Journal of Agriculture & Biology, 16, 1129–1134.

	27.	 Kiyono, M., & Pan-Hou, H. (2006). Genetic engineering of bacte-
ria for environmental remediation of mercury. Journal of Health 
Science, 52, 199–204.

	28.	 Deng, X., & Jia, P. (2011). Construction and characterization of a 
photosynthetic bacterium genetically engineered for Hg2+ uptake. 
Bioresource Technology, 102, 3083–3088.

	29.	 Rojas, L. A., Yáñez, C., González, M., Lobos, S., Smalla, K., 
et al. (2011). Characterization of the metabolically modified heavy 
metal-resistant Cupriavidus metallidurans strain MSR33 gener-
ated for mercury bioremediation. PLoS ONE, 6, e17555.

	30.	 Zhang, W., Chen, L., & Liu, D. (2012). Characterization of a 
marine-isolated mercury-resistant Pseudomonas putida strain SP1 
and its potential application in marine mercury reduction. Applied 
Microbiology and Biotechnology, 93, 1305–1314.

	31.	 Mahbub, K. R., Krishnan, K., Naidu, R., & Megharaj, M. (2016). 
Mercury resistance and volatilization by Pseudoxanthomonas sp. 
SE1 isolated from soil. Environmental Technology & Innovation, 
6, 94–104.

	32.	 Ralston, D. M., & O’Halloran, T. V. (1990). Ultrasensitivity and 
heavy-metal selectivity of the allosterically modulated MerR 
transcription complex. Proceedings of the National Academy of 
Sciences of the United States of America, 87, 3846–3850.

	33.	 Bae, W., Wu, C. H., Kostal, J., Mulchandani, A., & Chen, W. 
(2003). Enhanced mercury biosorption by bacterial cells with 
surface-displayed MerR. Applied and Environmental Microbiol-
ogy, 69, 3176–3180.

	34.	 Matsumoto, T., Fukuda, H., Ueda, M., Tanaka, A., & Kondo, A. 
(2002). Construction of yeast strains with high cell surface lipase 
activity by using novel display systems based on the Flo1p floc-
culation functional domain. Applied and Environmental Micro-
biology, 68, 4517–4522.

	35.	 Nakamura, Y., Shibasaki, S., Ueda, M., Tanaka, A., Fukuda, H., 
et al. (2001). Development of novel whole-cell immunoadsor-
bents by yeast surface display of the IgG-binding domain. Applied 
Microbiology and Biotechnology, 57, 500–505.

	36.	 Kuroda, K. & Ueda, M. (2011). Yeast biosorption and recycling 
of metal ions by cell surface engineering. Microbial Biosorption 
of Metals, 10, 235–247.

	37.	 Wei, Q., Zhang, H., Guo, D., & Ma, S. (2016). Cell surface display 
of four types of Solanum nigrum metallothionein on Saccharomy-
ces cerevisiae for biosorption of cadmium. Journal of Microbiol-
ogy and Biotechnology, 26, 846–853.

	38.	 Sanger, F., Nicklen, S., & Coulson, A. R. (1977). DNA sequencing 
with chain-terminating inhibitors. Proceedings of the National 
Academy of Sciences of the United States of America, 74, 
104–108.

	39.	 Costaglioli, P., Meilhoc, E., & Masson, J. M. (1994). High-effi-
ciency electrotransformation of the yeast Schwanniomyces occi-
dentalis. Current Genetics, 27, 26–30.

	40.	 Thompson, J. R., Reqister, E., Curotto, J., Kurtz, M., & Kelly, R. 
(1998). An improved protocol for the preparation of yeast cells for 
transformation by electroporation. Yeast (Chichester, England), 
14, 565–571.

	41.	 El-Helow, E., Sabry, S., & Amer, R. (2000). Cadmium biosorption 
by a cadmium resistant strain of Bacillus thuringiensis: regulation 
and optimization of cell surface affinity for metal cations. BioMet-
als, 13, 273–280.

	42.	 Wilde, C., Gold, N. D., Bawa, N., Tambor, J. H., Mougharbel, 
L., et al. (2012). Expression of a library of fungal β-glucosidases 
in Saccharomyces cerevisiae for the development of a biomass 

www.caister.com


20	 Mol Biotechnol (2018) 60:12–20

1 3

fermenting strain. Applied Microbiology and Biotechnology, 95, 
647–659.

	43.	 Xu, W., Huang, M., Zhang, Y., Yi, X., Dong, W., et al. (2011). 
Novel surface display system for heterogonous proteins on Lacto-
bacillus plantarum. Letters in Applied Microbiology, 53, 641–648.

	44.	 Bae, W., Chen, W., Mulchandani, A., & Mehra, R. K. (2000). 
Enhanced bioaccumulation of heavy metals by bacterial cells dis-
playing synthetic phytochelatins. Biotechnology and Bioengineer-
ing, 70, 518–524.

	45.	 Kuroda, K., & Ueda, M. (2003). Bioadsorption of cadmium ion 
by cell surface-engineered yeasts displaying metallothionein and 
hexa-His. Applied Microbiology and Biotechnology, 63, 182–186.

	46.	 Gadd, G. M. (1990). Heavy metal accumulation by bacteria and 
other microorganisms. Cellular & Molecular Life Sciences CMLS, 
46, 834–840.

	47.	 Norris, P., & Kelly, D. (1977). Accumulation of cadmium and 
cobalt by Saccharomyces cerevisiae. Microbiology, 99, 317–324.


	Cell Surface Display of MerR on Saccharomyces cerevisiae for Biosorption of Mercury
	Abstract 
	Introduction
	Materials and Methods
	Strains, Media and Plasmids
	Plasmids Construction
	Transformation of Saccharomyces cerevisiae
	Colony PCR
	Hg2+ Adsorption by MerR-Displaying Yeast Cells
	Hg2+ Adsorption Under Different pH
	Effect of Cu2+ and Cd2+ on the Adsorption for Hg2+
	The Ultra-Trace Adsorption Ability of Hg2+ by MerR-Displaying Yeast Cells
	Growth in Hg2+-Containing Medium

	Results
	Plasmid Construction and Transformant Confirmation
	Adsorption ability of Hg2+ by Different Yeast Strains
	Hg2+ Tolerance Ability of Different Yeast Strains
	The Influence of pH on the Adsorption Ability for Hg2+ by Different Yeast Strains
	The Adsorption Ability for Hg2+ of Different Yeast Strains with Coexistence of Cu2+ and Cd2+
	Adsorption Ability of Ultra-trace Hg2+ by Different Yeast Strains

	Discussion
	Acknowledgements 
	References




