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Abstract
Purpose Metabolic syndrome (MetS) has been extensively studied for its long-term health effects, typically through con-
ventional Cox proportional hazards regression modeling of the overall association of MetS with a single outcome. Such an
approach neglects the inherent links between MetS-related disease outcomes and fails to provide sufficient insights into the
impact of each component of MetS over time.
Methods We therefore conducted a retrospective cohort study of 63,680 individuals who received health check-ups at the
MJ Health Screening Center in Taiwan from 1997–2005 to study the subsequent risks of hypertension, type 2 diabetes
mellitus (T2DM) and chronic kidney disease (CKD) simultaneously for MetS and its components. Multivariate-adjusted
hazard ratios (HRs) were calculated using Cox models for multiple failure outcomes.
Results At baseline, MetS was identified in 7835 participants. Over a median follow-up of 3 years, 8252, 1634, and 6714
participants developed hypertension, T2DM and CKD, respectively. The HR for MetS was 2.41 (95% CI 2.29–2.53) for
hypertension, 5.17 (95% CI 4.68–5.71) for T2DM and 1.22 (95% CI 1.15–1.31) for CKD. Three MetS components showed
the strongest association with each of the outcomes: elevated blood pressure with hypertension (HR= 3.62, 95% CI
3.46–3.79), raised fasting plasma glucose with T2DM (HR= 8.89, 95% CI 7.86–10.06) and elevated triglycerides with
CKD (HR= 1.14, 95% CI 1.08–1.21).
Conclusions MetS may help identify individuals with metabolic profiles that confer incremental risks for multiple diseases.
Additionally, several components of the syndrome should be considered by clinicians, as they show stronger associations
with specific diseases than MetS.

Keywords Chronic kidney disease ● Cohort study ● Hypertension ● Metabolic syndrome ● Risk factor ● Type 2 diabetes
mellitus

Introduction

Metabolic syndrome (MetS) is a common complex of
metabolic disorders characterized by abdominal obesity,
insulin resistance (IR), dyslipidemia, and hypertension [1].
Since MetS was first described in 1988, many definitions
have been published by different organizations [2]. Of
these, the 2001 Third Report of the National Cholesterol
Education Program Adult Treatment Panel (NCEP ATP III)
is the most widely used [3].

Although the prevalence of MetS in the same population
may vary dramatically depending on the specific diagnostic
criteria considered [4], epidemiological data show that MetS
is an increasingly important public health issue. Among
American adults, the prevalence of MetS increases with age,
reaching 18.3% in people aged 20–39 and 46.7% in those
60 or older [5]. In mainland China, its overall prevalence is
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19.2% for males and 27.0% for females; this rate is also
higher in older age groups [6].

Previous studies have demonstrated that MetS is a con-
stellation of metabolic risk factors for cardiovascular dis-
ease, type 2 diabetes mellitus (T2DM), chronic kidney
disease (CKD), and all-cause mortality [7–9]; however,
these outcomes tended to be investigated separately through
conventional Cox models, in which the correlations
between outcomes were not accounted for. In fact, it is
common for MetS-related outcomes to occur in an indivi-
dual patient during long-term follow-up. Considering that
the occurrence of one outcome is very likely to trigger the
risk set for subsequent outcomes, failure to control the
correlations between different outcomes may lead to a
biased estimate of the effect size of MetS. Therefore, uti-
lizing any event times with multiple outcomes in the ana-
lysis is more desirable [10].

In addition, the focus of previous studies was more on
MetS as a whole than on its components, but for disease
prevention, all adverse metabolic traits should be indivi-
dually and aggressively treated regardless of whether MetS
is present. Hence, the disease risk of each MetS component
might provide more useful information than the MetS
diagnosis itself.

Given previous limitations, this study aimed to simulta-
neously estimate the future risks of long-term health out-
comes (including hypertension, T2DM, and CKD) related
to both MetS and its components.

Materials and methods

Study population

This is a retrospective cohort study, and the data were
collected from the MJ Health Screening Center in
Taiwan. As a membership-oriented private institute with
four health check-up clinics (Taipei, Taoyuan, Taichung,
and Kaohsiung) around Taiwan, the center provides
periodic health examinations to its members. The demo-
graphic profiles of the Taiwanese adults who attended the
center were similar to those of the general Taiwanese
population [11].

The cohort consisted of all participants aged 35–74 who
received health check-ups at the center from January
1997–December 2005. Eligible participants required at least
one subsequent health examination before December 2006.
Participants were excluded if they had hypertension, T2DM
or CKD at study entry or had unavailable data for variables
used in the analyses, including age, sex, smoking status,
alcohol consumption, physical activity, hypertension family
history, and T2DM family history.

This study has been ethically approved by the
Peking University Institutional Review Board with a
waiver of informed consent. The database used in this
study was anonymous. All or part of the data used in this
research were authorized by and received from the
MJ Health Research Foundation (authorization code:
MJHRFB2014003C). Any interpretation or conclusion
described in this paper does not represent the views of the
MJ Health Research Foundation.

Data collection

Participants had a series of biochemical tests for blood
and urine, a physical examination, and anthropometric
measurements. Overnight fasting blood samples were
collected and analyzed (Hitachi 7150 auto-analyzers,
Tokyo, Japan), with serum creatinine measured by the
uncompensated Jaffe method with the alkaline picrate
kinetic test [12]. The Roche Miditron M semi-automated
computer-assisted urinalysis system (Combur-10 test M
dipstick, Basel, Switzerland) was used for urinary protein;
the result was reported as normal, trace, 1+, 2+, 3+, and
4+. Systolic and diastolic blood pressures (BP) were
measured twice in the right arm after 10 min rest, and
means were calculated. Waist circumference (WC) was
measured at the end of a normal expiration at the level of
noticeable waist narrowing between the lowest aspect of
the rib cage and the highest point of the iliac crest. When
narrowing could not be determined, the circumference
was measured at the level of the umbilicus. Height was
measured to the nearest 0.5 cm and weight to the nearest
0.1 kg. Body mass index (BMI) was calculated as weight
in kilograms divided by square of height in meters; par-
ticipants were classified as underweight (BMI < 18.5 kg/
m2), normal (18.5 ≤ BMI < 25 kg/m2), overweight (25 ≤
BMI < 30 kg/m2) and obese (BMI ≥ 30 kg/m2), based on
the World Health Organization (WHO) classification
system for Asian populations [13].

Each participant completed a self-administered ques-
tionnaire at the time of screening to gather information on
socio-demographic characteristics, lifestyle features, and
antihypertensive and antidiabetic medication, as well as on
personal and family history of major chronic diseases.
Physical activity was categorized from self-reported data as
seldom, sometimes, often and always; smoking status was
current, former and non-smoker; alcohol consumption was
current, former and non-drinker; and education was
schooling for less than 12 years versus ≥ 12 years.

The achievement of data standardization was possible by
identical screening procedures with the same model of
instruments and formal training and certification of the
health practitioners in all four clinics. A more detailed
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description of the MJ Health Screening data has been
documented elsewhere [11, 14, 15].

Definitions of MetS

In this study, MetS was identified based on the modified
NCEP ATP III criteria with the Asian cut-off for WC
[3, 16]. The diagnosis of MetS was made when three or
more of the following criteria were present: (i) central
obesity with WC ≥ 80 cm in females and ≥90 cm in males;
(ii) triglyceride (TG) ≥ 1.7 mmol/L; (iii) high-density lipo-
protein cholesterol (HDL-C) < 1.3 mmol/L in females and
<1.04 mmol/L in males; (iv) systolic blood pressure
(SBP) ≥ 130 mmHg or diastolic blood pressure (DBP) ≥
85 mmHg; and (v) fasting plasma glucose (FPG) ≥
6.1 mmol/L.

Definitions of outcomes

Participants were defined as having T2DM if they had a
history of T2DM or if they had positive diabetes screening
results (FPG ≥ 7 mmol/L), with the exclusion of type 1
diabetes mellitus [15]. Likewise, hypertension was deter-
mined by medical history or positive screening results
(SBP ≥ 140 mmHg or DBP ≥ 90 mmHg) [17]. CKD was
defined as the presence of either proteinuria (urinary pro-
tein ≥ 1+) or the estimated glomerular filtration rate (eGFR)
< 60 ml/min/1.73 m2 [18, 19]. eGFR was calculated using
the 4-variable Modification of Diet in Renal Disease Study
equation (where Scr is serum creatinine level): eGFR
(ml/min/1.73 m2)= 186.3 × Scr (mg/dl)−1.154 × age (years)
−0.203 × (0.742 if female) [20].

Statistical analysis

Differences in baseline characteristics according to the
presence or absence of MetS were compared by the use of
two-sided Student’s t-tests and chi-square tests for con-
tinuous and categorical variables, respectively. Distribution
of MetS individual components among participants with a
different number of components was described. Incidence
densities of hypertension, T2DM, and CKD were
calculated.

Hazard ratios (HRs) and 95% confidence intervals (CIs)
from Cox regression of multiple failure times were used to
estimate relative risks for incident hypertension, T2DM, and
CKD by baseline MetS status. Proportional hazards models
for unordered outcomes of different types (i.e., hyperten-
sion, T2DM, and CKD) were stratified by outcome and
fitted to identify the stratum-specific effects of MetS,
accounting for observations of the same patient among
strata through the use of robust variance methods [21]. In
these models, all participants at baseline were

simultaneously assumed to be at risk for all outcomes. Each
outcome was allowed to occur only once per participant.
When participants experienced one of the outcomes, they
were still considered at risk for the other two outcomes.
Covariates at baseline considered for adjustment included
age, sex, smoking status, alcohol consumption, physical
activity, hypertension family history, and T2DM family
history. In addition, the associations between individual
components of MetS (central obesity, elevated TG, low
HDL-C, elevated BP, and elevated FPG) and the develop-
ment of hypertension, T2DM and CKD were also investi-
gated by performing the above analyses. Proportional
hazards assumptions were checked graphically with
Kaplan-Meier survival curves, with the crossing of survival
curves indicating departure from the assumption. Values of
P < 0.05 from 2-sided tests were considered statistically
significant. All data analysis was conducted in SAS 9.2
(SAS Institute Inc., Cary, NC, USA).

Results

Cohort formation and baseline characteristics

A total of 242,026 participants aged 35–74 underwent
health screening during the cohort entry period. Of these
participants, 63,680 were included in the final cohort. A
flow chart depicting the formation of the cohort is shown in
Fig. 1.

Of the cohort, 7835 (12.30%) had MetS at baseline based
on the modified NCEP-ATP III criteria. These participants
were older, had lower education levels and were more likely
to smoke or drink alcohol (Table 1). Generally, the levels of
biochemical test results, anthropometric measurements and
blood pressure were higher in participants with MetS than
in those without; the exceptions were HDL-C and eGFR,
which were higher in the latter group.

Prevalence of MetS components

Of the individual MetS components, the prevalence of low
HDL-C was the highest in the whole cohort, while elevated
BP was the lowest (Table 2). When participants were stra-
tified by sex and MetS status, low HDL-C had the highest
prevalence (83.66%) compared with other components
among female participants with MetS, whereas elevated TG
was the highest (79.16%) in their male counterparts.

Table 3 shows the prevalence of MetS components
among participants with different numbers of components.
Compared with other components, the prevalence of low
HDL-C was the highest across all strata, ranging from 35.89
to 88.24%. Among participants presenting more than one
component, the prevalence of elevated BP was the lowest of

284 Endocrine (2018) 60:282–291



all components. Central obesity, however, was the lowest
when there was only one component.

The relations between individual components of MetS
are shown in Table A in Online Resource 1. A total of
48.31% participants with central obesity had a low level of
HDL-C at the same time. Approximately 54.94% partici-
pants with elevated TG also had a low level of HDL-C.
There were 38.14% participants with elevated BP suffering
from elevated FPG.

Incidence of hypertension, T2DM, and CKD

Over a median follow-up of 3 years, 8252 (12.96%), 1634
(2.57%), and 6714 (10.54%) participants developed
hypertension, T2DM, and CKD, respectively. Incidence
densities of the three outcomes, stratified by the presence of
MetS and its components, are shown in Table 4. Among
participants with MetS, the incidence densities of hyper-
tension, T2DM, and CKD were 88.2, 26.5, and 39.0 per
1000 person-years, respectively, all of which were higher
than those among participants without the syndrome. When
participants were stratified by MetS components, the high-
est incidence densities of hypertension and CKD were
identified in participants with elevated TG, while the ele-
vated FPG group had the highest incidence density of
T2DM.

Associations of MetS with incident hypertension,
T2DM, and CKD

Kaplan-Meier survival curves stratified by baseline MetS
status are shown in Figure A in Online Resource 1. Pro-
portional hazards assumptions were verified due to the

absence of crossing survival curves. Different strength
estimates of associations between MetS and incident
hypertension, T2DM, and CKD were observed (Table 5).
Specifically, HR was strongest for T2DM (Model 1 in
Table 5; HR= 6.58, 95% CI 5.97–7.25). The HRs for
hypertension and CKD were 3.02 (95% CI 2.88–3.17) and
1.42 (95% CI 1.33–1.51), respectively. These incremental
risks decreased but remained significant after adjustments
for age, sex, and other classical risk factors (Model 3 in
Table 5). Overall, compared with those without MetS,
participants with MetS showed a 2.4-fold increased risk for
hypertension (HR= 2.41, 95% CI 2.29–2.53), a 5.2-fold
increased risk for T2DM (HR= 5.17, 95% CI 4.68–5.71)
and a 1.2-fold increased risk for CKD (HR= 1.22, 95% CI
1.15–1.31).

Associations of MetS components with incident
hypertension, T2DM, and CKD

Table 6 shows the associations of MetS components with
the outcomes of interest. After adjusting for individual
components (with the one being studied excluded from the
adjustment), three different components of MetS showed
the strongest association for each outcome of interest
(Model 1 in Table 6): specifically, elevated BP for hyper-
tension (HR= 4.23, 95% CI 4.04–4.42), elevated FPG for
T2DM (HR= 9.87, 95% CI 8.74–11.16) and central obesity
for CKD (HR= 1.24, 95% CI 1.17–1.32). These relations
persisted after adjusting for age, sex, and other classical risk
factors, apart from CKD, for which elevated TG presented a
greater increased risk (HR= 1.14, 95% CI 1.08–1.21) than
central obesity (Model 3 in Table 6).

Fig. 1 Flow chart of cohort
formation
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Table 1 Characteristics of participants according to MetS status

Characteristicsa Non-MetS (N= 55,845) MetS (N= 7835) p-value

Male 55,845 (44.53) 7835 (61.17) <0.001

Age (years) 43.51 ± 8.52 46.90 ± 9.48 <0.001

Age group <0.001

35–44 35,696 (63.92) 3719 (47.47)

45–54 12,552 (22.48) 2205 (28.14)

55–64 6342 (11.36) 1564 (19.96)

65–74 1255 (2.25) 347 (4.43)

T2DM family history 55,845 (20.31) 7835 (22.76) <0.001

Hypertension family history 55,845 (28.97) 7835 (27.71) <0.001

Cerebrovascular family history 55,845 (9.64) 7835 (9.18) <0.001

Education (schooling for ≥12 years) 55,845 (47.97) 7835 (40.29) <0.001

Marriage <0.001

Unmarried 3560 (6.37) 278 (3.55)

Married 46,824 (83.85) 6704 (85.56)

Divorce 1667 (2.99) 180 (2.30)

Death of a spouse 1910 (3.42) 385 (4.91)

Physical activity <0.001

Seldom 25,753 (46.12) 3550 (45.31)

Sometimes 12811 (22.94) 1759 (22.45)

Often 7322 (13.11) 960 (12.25)

Always 7395 (13.24) 1138 (14.52)

Smoking status <0.001

current smoker 10,456 (18.72) 2103 (26.84)

former-smoker 3197 (5.72) 620 (7.91)

non-smoker 41,252 (73.87) 4954 (63.23)

Alcohol consumption <0.001

Current drinker 8853 (15.85) 1646 (21.01)

Former-drinker 1251 (2.24) 246 (3.14)

Non-drinker 42,150 (75.48) 5376 (68.62)

Height (cm) 162.09 ± 8.27 163.98 ± 9.01 <0.001

Weight (kg) 59.28 ± 9.97 70.11 ± 11.35 <0.001

BMI (kg/m2) 22.48 ± 2.78 25.98 ± 3.00 <0.001

BMI group <0.001

Underweight (BMI < 18.5 kg/m2) 3514 (6.29) 19 (0.24)

Normal (18.5 ≤ BMI < 25 kg/m2) 29,664 (53.12) 1133 (14.46)

Overweight (25 ≤BMI < 30 kg/m2) 19,491 (34.9) 4081 (52.09)

Obesity (BMI ≥ 30 kg/m2) 3176 (5.69) 2602 (33.21)

WC (cm) 75.47 ± 8.46 86.62 ± 8.30 <0.001

WHR 0.81 ± 0.07 0.88 ± 0.06 <0.001

Body fat (%) 25.18 ± 6.30 29.28 ± 6.80 <0.001

Central obesityb 55,845 (9.99) 7835 (62.08) <0.001

Working on the seat 53,583 (38.29) 7391 (40.87) <0.001

Often drinking milk 54,205 (47.52) 7510 (39.95) <0.001

Seldom eating fruits 55,845 (32.69) 7835 (34.07) <0.001

Seldom drinking SSB 53,437 (51.54) 7415 (47.76) <0.001

Pulse (times) 72.41 ± 9.38 74.92 ± 9.74 <0.001

FPG (mg/dl) 94.27 ± 7.57 102.18 ± 8.44 <0.001
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Discussion

Across the study population, MetS independently con-
tributed to increased risks of hypertension, T2DM, and
CKD (2.4-fold, 5.2-fold, and 1.2-fold, respectively). The
most significant MetS component associated with each of
the outcomes was elevated BP for hypertension, elevated
FPG for T2DM and elevated TG for CKD. Individuals at
high risk for hypertension, T2DM, and CKD in a general
population might be easily recognized using a medical
check-up when MetS is presented. Even for those who do
not yet satisfy the full MetS criteria, having some of the
MetS components would still yield incremental risks of
developing these disease outcomes later in life.

According to our study, MetS conferred a considerable
risk for developing hypertension in non-diabetic and non-
hypertensive individuals; however, elevated BP at baseline
was found to be a more powerful predictor than the pre-
sence of MetS. This association is consistent with obser-
vations from other longitudinal studies conducted among
Asian populations [22–24]. As elevated BP may represent a
status of prehypertension at baseline, it seems natural to
have observed its close relationship with hypertension;
however, in the present study, all the other components of
MetS were also found to be independently associated with
an incremental risk of future hypertension. In light of the
modifiable nature of the components related to incident

Table 1 (continued)

Characteristicsa Non-MetS (N= 55,845) MetS (N= 7835) p-value

TC (mg/dl) 194.96 ± 34.56 206.09 ± 36.24 <0.001

TG (mg/dl) 99.57 ± 51.04 187.28 ± 77.21 <0.001

HDL-C (mg/dl) 54.07 ± 14.85 39.37 ± 10.09 <0.001

LDL-C (mg/dl) 121.03 ± 31.63 129.50 ± 33.62 <0.001

SBP (mmHg) 112.67 ± 12.07 122.64 ± 11.78 <0.001

DBP (mmHg) 69.30 ± 8.59 75.19 ± 8.39 <0.001

CRP (mg/dl) 0.20 ± 0.40 0.26 ± 0.49 <0.001

ALT (IU/L) 24.16 ± 25.53 34.62 ± 28.22 <0.001

AST (IU/L) 22.30 ± 13.87 25.60 ± 14.80 <0.001

eGFR (mL/min/1.73 m2)c 84.65 ± 14.21 81.59 ± 13.16 <0.001

BUN (mg/dl) 13.89 ± 3.39 14.50 ± 3.38 <0.001

CRE (mg/dl) 0.91 ± 0.18 0.97 ± 0.18 <0.001

UA (mg/dl) 5.72 ± 1.51 6.72 ± 1.58 <0.001

BMI body mass index, WC waist circumference, WHR waist-to-hip ratio, FPG fasting plasma glucose, TC serum total cholesterol, TG triglyceride,
HDL-C high-density lipoprotein cholesterol, LDL-C low density lipoprotein cholesterol, SBP systolic blood pressure, DBP diastolic blood
pressure, CRP C-reaction protein, ALT alanine transaminase, AST Aspartate aminotransferase, eGFR estimated glomerular filtration rate, BUN
blood urea nitrogen, CRE serum creatinine, UA uric acid, SSB sugar-sweetened beverages, T2DM type 2 diabetes mellitus
aData are mean ± standard deviation or number (%); numbers or percentages might not add to total or 100% because of missing data
bDefined as waist circumference ≥ 90 cm for males and ≥ 80 cm for females
ceGFR (mL/min/1.73 m2)= 186.3 × (serum creatinine)−1.154 × Age−0.203 × (0.742 if female)

Table 2 Prevalence of MetS components according to sex and MetS status

MetS components Prevalence (%)

Male Female Non-MetS
(N= 55,845)

MetS
(N= 7835)

Overall
(N= 63,680)

Non-MetS
(N= 24,865)

MetS
(N= 4793)

Non-MetS
(N= 30,980)

MetS
(N= 3042)

Central obesity 9.54 57.73 10.35 68.93 9.99 62.08 16.40

Elevated TG 19.14 79.16 6.17 61.24 11.94 72.20 19.36

Low HDL-C 23.78 74.71 26.97 83.66 25.55 78.19 32.02

Elevated BP 13.65 46.67 9.86 51.12 11.55 48.40 16.08

Elevated FPG 27.50 72.11 16.48 66.14 21.38 69.79 27.34

FPG fasting plasma glucose, TG triglyceride, HDL-C high-density lipoprotein cholesterol, BP blood pressure
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hypertension, this finding might have important implica-
tions for facilitating hypertension control.

In the present study, MetS had a much greater associa-
tion with T2DM than with hypertension or CKD, which
strongly indicates that MetS originated in the diabetes field
and can be used as a predictor of T2DM [25]. Moreover,
although elevated FPG was found to be the strongest pre-
dictor of T2DM with an 8.9-fold increased risk, central
obesity, for which visceral fat is largely responsible, was
considered mechanistically as the key driver for T2DM
onset [26]. IR, commonly believed to originate from central
obesity, has been proposed to play a central role in the

pathogenesis of T2DM [27]. Whereas BMI is based on a
measurement of total mass, WC reflects central obesity and
correlates well with the amount of visceral fat [28]. The
current study coherently identifies the high priority of this
component by showing a more than doubled risk for T2DM
independent of an elevated FPG in both women with a
WC ≥ 80 cm and men with a WC ≥ 90 cm. These findings
might change clinical practice guidelines and could indicate
that WC control should be prioritized to the same extent as
plasma glucose level control in T2DM prevention, espe-
cially in populations where obesity is epidemic.

Table 3 Prevalence of MetS components among participants with different number of components

Number of MetS
components

N Central
obesity

Elevated BP Elevated TG Low HDL-
C

Elevated
FPG

0 23,029 0.00 0.00 0.00 0.00 0.00

1 20,726 9.36 14.25 10.11 35.89 30.40

2 12,090 30.10 28.92 37.84 56.48 46.67

3 5694 54.48 40.85 66.39 73.87 64.42

4 1880 79.84 64.10 85.96 88.24 81.86

5 261 100.00 100.00 100.00 100.00 100.00

FPG fasting plasma glucose, TG triglyceride, HDL-C high-density lipoprotein cholesterol, BP blood pressure

Table 4 Incidence rates of hypertension, T2DM, and CKD stratified by the presence or absence of MetS and its components

MetS
components

Hypertension T2DM CKD

Person-
years

Cases Incidence per 1000
person-years
(95% CI)

Person-year Cases Incidence per 1000
person-years
(95% CI)

Person-year Cases Incidence per 1000
person-years
(95% CI)

Central obesity

No 194,901 5751 29.5 (28.8–30.3) 204,323 907 4.4 (4.2–4.7) 194,950 5327 27.3 (26.6–28.1)

Yes 36,034 2501 69.4 (66.8–72.1) 39,506 727 18.4 (17.1–19.8) 37,888 1387 36.6 (34.7–38.5)

Elevated BP

No 198,937 5876 29.5 (28.8–30.3) 205,519 952 4.6 (4.3–4.9) 196,381 5147 26.2 (25.5–26.9)

Yes 31,998 2376 74.3 (71.4–77.2) 38,310 682 17.8 (16.5–19.2) 36,457 1567 43.0 (40.9–45.1)

Elevated TG

No 188,410 5044 26.8 (26.0–27.5) 197,966 815 4.1 (3.8–4.4) 189,018 4144 21.9 (21.3–22.6)

Yes 42,525 3208 75.4 (72.9–78.0) 45,863 819 17.9 (16.7–19.1) 43,820 2570 58.6 (56.5–60.9)

Low HDL-C

No 150,947 4656 30.8 (30.0–31.7) 158,839 1218 7.7 (7.3–8.1) 152,179 5477 36.0 (35.1–36.9)

Yes 79,988 3596 45.0 (43.5–46.4) 84,990 416 4.9 (4.4–5.4) 80,659 1237 15.3 (14.5–16.2)

Elevated FPG

No 172,987 5206 30.1 (29.3–30.9) 182,412 333 1.8 (1.6–2.0) 172,960 4856 28.1 (27.3–28.9)

Yes 57,948 3046 52.6 (50.8–54.4) 61,417 1301 21.2 (20.1–22.4) 59,878 1858 31.0 (29.7–32.4)

MetS

No 205,356 5996 29.2 (28.5–29.9) 215,197 874 4.1 (3.8–4.3) 205,144 5633 27.5 (26.8–28.2)

Yes 25,579 2256 88.2 (84.7–91.7) 28,632 760 26.5 (24.7–28.5) 27,694 1081 39.0 (36.8–41.4)

Total 230,935 8252 35.7 (35.0–36.5) 243,829 1634 6.7 (6.4–7.0) 232,838 6714 28.8 (28.2–29.5)

FPG fasting plasma glucose, TG triglyceride, HDL-C high-density lipoprotein cholesterol, BP blood pressure, T2DM type 2 diabetes mellitus,
CKD chronic kidney disease, CI confidence interval
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Because of the substantial overlap among the clinical
features of MetS, hypertension, and T2DM, the CKD risk in
individuals with MetS may reflect the presence of hyper-
tension and T2DM, which are known risk factors for CKD,
rather than an independent effect [29]. With the elimination
of hypertension and T2DM patients at baseline, and with
the use of Cox models of multiple failure outcomes, we
found that MetS independently contributed to the risk of
CKD initiation, confirming the findings of previous studies
[29, 30]. However, the mechanisms underlying these

associations are not well documented. IR, a prominent trait
of MetS, may lead to a progressive loss of renal function by
worsening renal hemodynamics through multiple pathways,
including activation of the sympathetic nervous system,
sodium retention, and down-regulation of the natriuretic
peptide system [31].

Unlike previous studies in which central obesity was the
MetS component with the strongest association with CKD
[32, 33], we found that dyslipidemia (including elevated TG
and a low HDL-C level) was the most strongly associated

Table 5 Hazard ratios
associated MetS for
hypertension, T2DM, and CKD

Outcomes Hazard ratio (95% CI)

Model 1a Model 2b Model 3c

Hypertension 3.02 (2.88–3.17)* 2.42 (2.30–2.54)* 2.41 (2.29–2.53)*

T2DM 6.58 (5.97–7.25)* 5.38 (4.87–5.94)* 5.17 (4.68–5.71)*

CKD 1.42 (1.33–1.51)* 1.23 (1.15–1.31)* 1.22 (1.15–1.31)*

T2DM type 2 diabetes mellitus, CKD chronic kidney disease, CI confidence interval

*P < 0.001
aModel 1: Unadjusted hazard ratios (95% CI)
bModel 2: Hazard ratios (95% CI) adjusted for age, sex
cModel 3: Hazard ratios (95% CI) adjusted for age, sex, education, smoking status, alcohol consumption,
physical activity, hypertension family history and T2DM family history

Table 6 Hazard ratios associated individual components of MetS for hypertension, T2DM, and CKD

Outcomes MetS components Hazard ratio (95% CI)

Model 1a Model 2b Model 3c

Hypertension Central obesity 1.78 (1.69–1.87)* 1.53 (1.46–1.61)* 1.53 (1.45–1.60)*

Elevated BP 4.23 (4.04–4.42)* 3.69 (3.53–3.86)* 3.62 (3.46–3.79)*

Elevated TG 1.34 (1.28–1.41)* 1.30 (1.23–1.36)* 1.29 (1.23–1.36)*

Low HDL-C 1.00 (0.95–1.05) 1.04 (0.99–1.09) 1.05 (1.00–1.10)

Elevated FPG 1.35 (1.29–1.42)* 1.22 (1.16–1.28)* 1.22 (1.16–1.27)*

T2DM Central obesity 2.64 (2.38–2.92)* 2.35 (2.12–2.60)* 2.31 (2.09–2.56)*

Elevated BP 1.14 (1.02–1.27)* 1.05 (0.94–1.17) 1.06 (0.95–1.19)

Elevated TG 1.80 (1.62–1.99)* 1.79 (1.61–1.99)* 1.74 (1.57–1.94)*

Low HDL-C 1.31 (1.19–1.45)* 1.34 (1.21–1.48)* 1.32 (1.19–1.46)*

Elevated FPG 9.87 (8.74–11.16)* 9.12 (8.06–10.32)* 8.89 (7.86–10.06)*

CKD Central obesity 1.24 (1.17–1.32)* 1.10 (1.03–1.17)* 1.09 (1.02–1.16)*

Elevated BP 1.16 (1.09–1.23)* 1.03 (0.97–1.10) 1.04 (0.98–1.11)

Elevated TG 1.21 (1.14–1.29)* 1.16 (1.09–1.23)* 1.14 (1.08–1.21)*

Low HDL-C 1.10 (1.05–1.16)* 1.13 (1.07–1.19)* 1.12 (1.06–1.18)*

Elevated FPG 1.04 (0.98–1.09) 0.94 (0.89–1.00) 0.95 (0.90–1.01)

FPG fasting plasma glucose, TG triglyceride, HDL-C high-density lipoprotein cholesterol, BP blood pressure, T2DM type 2 diabetes mellitus,
CKD chronic kidney disease, CI confidence interval

*P < 0.001
aModel 1: Hazard ratios (95% CI) adjusted for other components of MetS
bModel 2: Hazard ratios (95% CI) adjusted for other components of MetS, age, sex
cModel 3: Hazard ratios (95% CI) adjusted for other components of MetS, age, sex, education, smoking status, alcohol consumption, physical
activity, hypertension family history and T2DM family history
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risk factor. Several reasons could explain this variation.
First, the prevalence of central obesity was relatively low
(16.4%) in the studied population, which could limit our
statistical power to detect the contribution of central obesity
on the CKD risk. Second, the follow-up time in our study
was relatively short, with a median of 3 years, which might
not be long enough to demonstrate the correlation effect.
Finally, the present study considered potential confounders
that could have influenced the relationship between central
obesity and CKD and therefore may have obtained a more
accurate estimate of HR.

The baseline data showed that MetS is common in Tai-
wan, with a crude prevalence of 16.16% in males and
8.94% in females; there was also a clustering of metabolic
disorders proven to be interrelated. Each MetS component
may develop from the common base that is linked to both
genetic factors and lifestyle. Thus, the components of the
syndrome are not clustered coincidentally but instead form a
series of related metabolic disorders tending to co-occur
within the same individual [23]. Elevated BP has frequently
been the key component cited for the presence of MetS in
previous studies [34, 35]. However, we found that low
HDL-C had the highest prevalence among all components,
which might be a result of the exclusion of hypertensive
patients at baseline.

Our study has a number of strengths. To the best of our
knowledge, this is the first study to investigate the future
risks of hypertension, T2DM, and CKD in relation to MetS
and its components simultaneously in the same population,
using Cox proportional hazards models of multiple failure
outcomes. Such an investigation allows not only a head-to-
head comparison over the long-term health effects of dif-
ferent metabolic profiles but also a more precise estimate of
the effect size than previous studies examining only one
single outcome. In addition, the study population is large
and well characterized. With thorough health check-up data,
we were able to adjust for a variety of important con-
founders in the modeling process.

There are also some potential limitations to consider in
this study. First, participants in this cohort who underwent
regular health exams were relatively healthy, which might
lead to a selection bias and subsequent underestimation of
risks. Second, given that measurements of proteinuria and
serum creatinine suffer from a high degree of intra-
individual variability [30], CKD may be misclassified in
the present study due to our dependence on proteinuria and
a glomerular filtration rate estimated using a serum
creatinine-based equation. Such misclassification would
have attenuated the relative risk of incident CKD associated
with MetS and its components. However, we still observed
an incremental risk on CKD development in individuals
with MetS, central obesity, and dyslipidemia. Moreover,
due to the observational nature of this study, we cannot

prove that the observed associations were causal. Therefore,
further investigations are needed to determine the effect of
the control of metabolic disorders, including MetS and all of
its components, on the likelihood of developing hyperten-
sion, T2DM, and CKD.

In conclusion, MetS increases the risks of future hyper-
tension, T2DM, and CKD. Moreover, individual compo-
nents of this syndrome (i.e., elevated BP and FPG) have
stronger associations with outcomes of interest (hyperten-
sion and T2DM, respectively) than the presence of MetS.
Therefore, MetS may help identify individuals with meta-
bolic profiles that confer substantial risks for multiple dis-
eases in general practice and therefore provide auxiliary
value in disease prediction and prevention; specific MetS
components should also be considered in this process.
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