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Abstract Dormancy may be an important aspect

influencing the ecology of riverine microfauna, yet

fundamental knowledge concerning riverine egg bank

communities is still scant compared with that for

communities in floodplain habitats. We investigated

the microfaunal egg bank communities in slackwater

habitats of an Australian floodplain river, and com-

pared them with the communities occurring in nearby

floodplain wetlands. This was achieved by taking

replicate sediment cores from paired examples of

each habitat and later incubating the resting stages

within these sediment cores. Results from the study

indicated that the egg bank communities in each

habitat differed in both composition and structure,

with only 12 of the 31 taxa recorded being common

to both habitat types. This suggests that in addition to

supporting microfaunal persistence in the main

channel, riverine egg bank communities represent

an important source of microfaunal diversity together

with floodplain egg bank communities in river–

floodplain systems.

Keywords Diversity � Dormancy �
Microcrustaceans � Rotifers � Zooplankton

Introduction

Dormancy has long been accepted as a critical

adaptation of microfauna for surviving in variable

environments (Hutchinson, 1967; Wiggins et al.,

1980). Most microfauna enter dormancy via the

production of resting eggs or cysts, while some can

enter dormancy as juveniles or adults (Hairston &

Cáceres, 1996; Brendonck & De Meester, 2003). The

accumulation of resting stages in the sediments of

aquatic ecosystems over time leads to the formation

of a potentially long-lived resting stage community

(or ‘egg bank’) that is inherently linked to the active

(water column) microfaunal community (Cáceres &

Hairston, 1998; Gyllström & Hansson, 2004). This

egg bank not only supports the persistence of

microfaunal communities through unfavourable con-

ditions, but can also play an important role in

influencing active population and community dynam-

ics, seasonal succession, zoogeographic patterns, and
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the evolution of populations (De Stasio, 1990;

Hairston et al., 2000).

Numerous studies have investigated the egg bank

communities in floodplain habitats and have found

them to be highly diverse and abundant (e.g. Havel

et al., 2000; Shiel et al., 2001). Such communities are

thought to be important in supporting the persistence,

productivity and diversity of microfaunal communi-

ties in river–floodplain ecosystems (Boulton &

Lloyd, 1992; Havel et al., 2000). In comparison, the

importance of egg bank communities in riverine

habitats is much less clear (Ning, 2008). A number of

studies have acknowledged the occurrence of micro-

faunal egg bank communities in rivers (Lair, 2006;

Nielsen & Watson, 2008); however, very few have

empirically investigated their abundance and compo-

sition (but see el Moghraby, 1977). The scarcity of

such studies is probably largely due to the perception

that egg bank communities are seldom abundant in

rivers, and/or that dormancy is of little value in the

ecology of riverine microfauna (Ning, 2008). Never-

theless, results from the few empirical riverine

investigations that have been undertaken thus far

indicate that egg bank communities do occur in the

main channel (el Moghraby, 1977; Ning et al., 2008,

2010a) and suggest that they may be of particular

importance in areas of inshore retention, or ‘slack-

water’ habitats (Ning et al., 2008, 2010a), where

microfauna recruit and reproduce (Schiemer et al.,

2001; Nielsen et al., 2005)

The occurrence of an egg bank community in main

channel sediments has a number of important impli-

cations for the ecology of river–floodplain micro-

fauna. Firstly, it suggests that riverine microfauna are

potentially capable of persisting through catastrophic

events without supplementation from floodplain

populations (Ning, 2008). Secondly, emergence from

these dormant egg banks may also be important in

influencing the population dynamics of taxa that

persist throughout the water column year-round, and/

or the community dynamics of active assemblages in

places/times of low environmental stress (De Stasio,

1990; Hairston et al., 2000). Indeed, if egg bank

communities present in the sediments of riverine

habitats are taxonomically distinct from those in the

sediments of floodplain habitats, then riverine

egg bank communities may represent a similarly

important source of microfaunal species richness

along with floodplain egg bank communities in

river–floodplain systems. Alternatively, if these egg

bank communities are taxonomically similar, then

riverine egg bank communities may be more influ-

ential in supporting microfaunal persistence or pro-

ductivity, rather than in acting as a source of

diversity.

This study compared the similarity of egg bank

communities in slackwater sediments with those in

floodplain wetland sediments as a fundamental step

towards understanding the importance of riverine egg

bank communities in the ecology of microfauna in

river–floodplain systems. Specifically, we tested the

hypothesis that river slackwaters support egg bank

communities that are taxonomically distinct from

those in floodplain wetlands, and hence, that the

former play a similarly important role along with

floodplain communities in providing a source of

microfaunal diversity within river–floodplain sys-

tems. The communities were compared in both late

spring and summer to determine whether their

similarity changed over time in association with

physico-chemical conditions and potentially, egg

bank dynamics.

Materials and methods

Study site

The study was conducted in a lowland section of the

Broken River in north-eastern Victoria, Australia.

The Broken River rises on the northern-facing slopes

of the Great Dividing Range and discharges into the

Goulburn River, which is a tributary of the Murray

River. It possesses a total length of approximately

180 km, and receives inflows from a number of major

tributaries, including Holland’s Creek, Ryan’s Creek

and Lima East Creek (Humphries et al., 2006; Ning

et al., 2010b).

The lowland section of the river has a bank width

of approximately 20–30 m, and possesses a diverse

range of habitat types including run sections, deep

pools (up to 2–3 m), and shallow slackwaters.

Instream structure consists of large amounts of coarse

woody debris, as well as variably distributed stands

of emergent macrophytes (mainly Phragmites aus-

tralis). The surrounding floodplain is inundated

approximately one in every 4 years, and contains a

mosaic of wetlands (King, 2002) This study was
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carried out at a site (36�3003200 S 145�5609100 E)

consisting of a 1 km reach, located approximately

7 km north-west of the rural city of Benalla.

Egg bank sampling

Riverine slackwater and floodplain wetland egg

bank communities were sampled once on the 12

November, 2005 and once on the 2 February, 2006.

Slackwaters were identified as areas within the main

channel where either no discernible flow or back

eddies occurred (Nielsen et al., 2005). Those sampled

ranged between 28 and 120 m2 in area, with average

depths from 0.3 to 1.1 m. Wetlands were paired with

slackwaters, and identified as nearby waterbodies

located on the floodplain and detached from the main

channel. These habitats were much more variable in

morphometry, with surface areas ranging from

approximately 100–3600 m2, and average depths

from 0.3 to 0.9 m. All contained water at the time

of sampling.

Four sites (i.e. replicate slackwater–wetland pairs)

were randomly selected for sampling from a suite of

potential sites that were in close proximity to each

other, and the same sites were sampled on both

sampling occasions. Sampling was undertaken using

a 10 cm diameter PVC sediment corer. Four 10 cm

diameter core samples were collected from random

locations in each habitat-type at each site to account for

variation in the distribution of resting stages and the

small area of the sediment corer (King, 2004). The

corer was inserted to a depth of 5 cm, a depth designed

to capture the majority of microfauna resting stages

(Herzig, 1985; Cáceres, 1998; Brendonck & De

Meester, 2003), and removed with the aid of a trowel.

Upon collection, each sediment core was carefully

placed into a 2-l plastic container (0.15 9 0.15 9

0.09 m) for subsequent laboratory incubation.

Water physico-chemistry and chlorophyll-a

Water temperature, pH, dissolved oxygen (DO),

turbidity and electrical conductivity (EC) were mea-

sured once in each slackwater and wetland on each

sampling occasion between 1400 and 1600 h, using a

Horiba U-10 Water Quality Checker (Horiba Ltd.,

Kyoto, Japan), and mean daily discharge records

for the study period were obtained from a gauging

station above Casey Weir (Theiss Engineering),

approximately 1 km downstream. Water column

chlorophyll-a was also measured once in each

slackwater and wetland on every trip as an indicator

of algal biomass, and hence a surrogate for food

availability for microfauna (Bonecker & Lansac-

Tôha, 1996; Kobayashi, 1997). Samples were col-

lected using 1-l opaque plastic jars, put on ice and

sheltered from light.

Laboratory sample processing

The sediment core samples were allowed to air dry

for 2 weeks in a covered outdoor area to ensure that

they were fully dry, and hence, only dormant

microfauna remained before re-inundating (Ning

et al., 2008, 2010a). Samples were then incubated

in a controlled-temperature room using a 12:12 light/

dark regime, and a 25�C:10�C day/night air temper-

ature regime following the protocol described in Ning

et al. (2008). This temperature regime was used to

simulate average maximum and minimum tempera-

tures for the study area in late spring, since this is

thought to be the optimum time of year for hatching

conditions in temperate regions (Wolf & Carvalho,

1989; Vandekerkhove et al., 2005). In summary, each

sediment core sample was inundated with aged tap

water and oxygenated using aquarium bubblers.

Samples were taken twice weekly over a 28-day

period by gently pouring the water from each 2-l

container through a 50-lm sieve, with minimum

disturbance to the sediment. Twenty-eight days is

known to be sufficient for resting stage microfauna to

emerge for counting and identification (Boulton &

Lloyd, 1992; Nielsen et al., 2007; Ning et al., 2008),

and twice weekly sampling minimises the potential

for reproduction by any individuals that emerge

(Nielsen et al., 2007, 2008). On each occasion, the

collected sample was put into a 200-ml storage jar

and preserved in 70% ethanol, while the sediment

remaining in each incubation container was re-

inundated with aged tap water. Samples from each

incubation container were combined over the 28-day

period so that all of the emergent microfauna from

one incubation container were placed into one 200-ml

sample jar.

Microfauna samples were subsampled prior to

processing. One millilitre aliquots were successively

placed into a Sedgewick-Rafter counting cham-

ber, and identified and counted using darkfield
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microscopy until 10% of the sample had been

analysed. All microfauna were identified to the level

of Family or Genus, except for ostracods, which were

identified to the level of Class. Taxa were identified

using relevant keys in Shiel (1995).

Chlorophyll-a samples were assessed in triplicate

using the 90% boiling ethanol method (International

Standards Organisation, 1994). Specifically, for each

triplicate subsample, 250 ml of water was filtered

through a glass fibre GF/C filter, the filter placed into a

10 ml centrifuge tube, 10 ml of 90% AR grade (100%)

ethanol added, the tube capped and the sample placed

into a water bath between 70 and 75�C for 5 min. The

sample was then removed, allowed to cool and

refrigerated overnight. On the next day, the filter paper

was extracted and the sample centrifuged at 3,000 rpm

for 10 min. The sample chlorophyll-a concentration

was then analysed using a Varian Cary 1E spectro-

photometer (optical adsorption at 665 and 750 nm).

Data analysis

Prior to analysis, microfaunal count data were con-

verted to density values (animals m-2). Multivariate

analysis of the community data was undertaken using

permutational analysis of variance (PERMANOVA;

Anderson, 2001) and non-metric multidimensional

scaling (nMDS in PRIMER Version 6, Clarke &

Warwick, 2001) to investigate differences in commu-

nity patterns according to ‘habitat’ and ‘sampling

occasion’. All analyses were based on Bray-Curtis

similarity matrices, and performed on both square root

and presence–absence transformed data to examine

patterns for both community structure (i.e. the relative

abundance of taxa) and composition (i.e. the presence

or absence of taxa), respectively.

Linear mixed-effects ANOVA, with ‘site’ as a

random effect and ‘habitat’ (slackwater vs. wetland),

and ‘sampling occasion’ as fixed effects, was under-

taken to investigate habitat-related and temporal

variation in the environmental variables, total micro-

faunal density, and the densities of three of the most

common rotifer and microcrustacean taxa. Datasets

were log10 (x ? 1) transformed prior to analysis to

satisfy the assumptions of analysis of variance.

Analyses were undertaken using SPSS Version 15.0

(SPSS, Inc., Chicago, IL, USA).

Taxon richness analyses were undertaken using

rarefaction curves (Primer Version 6; Clarke &

Warwick, 2001). Rarefaction curves are generated

by repeatedly re-sampling the pool of N individuals

or N samples randomly, and plotting the mean

number of taxa represented by 1, 2,…, N individuals

or samples (Gotelli & Colwell, 2001). Such curves

allow for comparisons of taxon richness with respect

to specific numbers of individuals, and hence, avoid

biases associated with comparing potentially different

sample sizes (Gotelli & Colwell, 2001).

Results

Environmental variables

Flow was always confined to the channel during the

study period and generally declined overall (Fig. 1).

EC, turbidity and chlorophyll-a were significantly

greater in wetlands than in slackwaters overall,

although the inter-habitat variation in EC and

turbidity differed over time (Table 1; Fig. 2). In

comparison, DO and water temperature were both

significantly greater in slackwaters than in wetlands

(Table 1; Fig. 2).

Egg bank communities

A total of 31 taxa, comprised of 21 rotifers and 10

microcrustaceans, were found to emerge from the

sediments of both habitats during this study

(Table 2). The most common rotifer taxa were

Bdelloidea (occurred in 94% of samples), Cephalod-

ella spp. (88%) and Lophocaris spp. (50%); while the

most common microcrustacean taxa were Ostracoda

(56%), Chydoridae (44%) and Daphniidae (25%). Of

the 31 taxa, only 12 were common to both slackwa-

ters and wetlands. Conversely, three rotifer and four

microcrustacean taxa were found to emerge only

from slackwater sediments, while ten rotifer and two

microcrustacean taxa were found to emerge only

from wetland sediments (Table 2).

Eleven rotifer and eight microcrustacean taxa were

found to emerge from slackwater sediments

(Table 2). Overall, the slackwater community com-

prised of 83% Rotifera and 17% microcrustacea in

terms of abundance. The microcrustacean component

was numerically dominated by Ostracoda, followed

by Cladocera and Copepoda, respectively (Table 2).

In comparison, 18 rotifer and six microcrustacean
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taxa were found to emerge from wetland sediments

(Table 2). Overall, the wetland community com-

prised of 99% Rotifera and 1% microcrustacea in

terms of abundance. The microcrustacean component

was numerically dominated by Cladocera, followed

by Ostracoda and Copepoda, respectively (Table 2).

Community structure and composition

Total microfaunal community structure and compo-

sition both varied significantly according to habitat

irrespectively of any differences among sampling

occasions (Table 3; Fig. 3). Further investigation

indicated that rotifer community structure, micro-

crustacean community structure and microcrustacean

community composition all varied significantly

according to habitat independently of any temporal

variation (Table 3). In comparison, rotifer commu-

nity composition varied significantly according to the

interaction between habitat and sampling occasion

(Table 3).

Density and taxon richness

As for total microfaunal community structure and

composition, total microfaunal density and rotifer

density both varied significantly according to habitat

independently of any variation among sampling

occasions, and were greater in wetlands than in

slackwaters (Table 1; Fig. 4). Further investigation

indicated that the common taxa, Bdelloidea, Cepha-

lodella spp. and Daphniidae, were all significantly

more abundant in wetlands than in slackwaters

(Table 1; Fig. 4). Although a greater overall number

of taxa were found to emerge from wetland sediments

compared with slackwater sediments, rarefaction

analysis indicated that there was no difference in
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Fig. 1 Discharge for the Broken River study reach between

August 2005 and March 2006 (a), as well as in the 5 years

leading up to and including the study period (b). Note that

arrows indicate the time of sampling occasions (a), while the

asterisks signify the study period (b)

Table 1 F ratio and significance level results of linear mixed-

effects ANOVA investigating the effects of ‘habitat’ and ‘trip’

on environmental and microfaunal response variables

Habitat Trip Habitat9 trip

Environmental variables

Numerator d.f. 1 1 1

Denominator d.f. 11 11 11

pH 2.546 0.895 0.010

EC 29.300*** 0.350 5.993*

Turbidity 5.247* 2.200 5.790*

DO 9.852** 0.008 0.167

Temperature 6.180* 36.534*** 0.043

Chlorophyll-a 15.460** 0.864 2.020

Microfaunal variables

Numerator d.f. 1 1 1

Denominator d.f. 12 12 12

Total density 7.960* 8.992* 0.096

Rotifer density 8.477* 8.422* 0.192

Microcrustacean

density

1.465 0.896 0.055

Bdelloidea 7.285* 10.241** 0.018

Cephalodella spp. 8.659* 9.488* 0.635

Lophocaris spp. 3.225 0.312 2.608

Chydoridae 0.681 9.425* 0.042

Daphniidae 6.921* 1.122 1.122

Ostracoda 0.376 0.611 0.884

Environmental variables comprised of pH, electrical conductivity

(EC), turbidity, dissolved oxygen (DO), temperature and

chlorophyll-a. Microfaunal variables comprised of the density of

dormant microfauna emerging from the sediments of slackwaters

and wetlands

* P \ 0.05; ** P \ 0.01; *** P \ 0.001

Hydrobiologia (2011) 661:211–221 215

123



expected taxon richness between habitats when

standardised for number of individuals, on either

sampling occasion (overlapping standard errors,

Fig. 5).

Discussion

Despite the potential importance of dormancy in the

ecology of riverine microfauna, fundamental knowl-

edge concerning main channel egg bank communities

is still scarce compared with that for communities in

floodplain habitats. This study followed on from

recent work highlighting the occurrence of egg bank

communities in river slackwaters (Ning et al., 2008,

2010a), and tested the prediction that slackwater

sediments support egg bank communities that are

taxonomically distinct from those in floodplain

wetland sediments. Findings from the study sup-

ported this prediction, suggesting that riverine egg

bank communities not only support microfaunal

persistence in the main channel, but also perform

an important function together with floodplain egg

bank communities in acting as a source of microfau-

nal diversity within river–floodplain systems.

Slackwater and wetland egg bank communities

differed in terms of both composition and structure.

Fewer than half of all taxa found emerged from the

sediments of both habitats, and instead, a high

proportion seemed to be habitat-specific in their

occurrence. These combined differences suggest that

slackwater and wetland habitats support distinct

microfaunal communities.

According to Brendonck & De Meester (2003), the

structure and composition of an egg bank community

in a particular habitat is largely determined by the

abiotic and biotic attributes of the habitat, in addition

to the population dynamics of its active microfaunal

community. Slackwaters are regions of inshore

retention that are largely influenced by the abiotic

and biotic attributes of the main channel owing to

their permanent connection with it (Lancaster &

Hildrew, 1993; Schiemer et al., 2001; Ning et al.,

2010b). In contrast, floodplain wetlands typically

possess abiotic and biotic attributes that are highly

independent of the main channel, and are usually

much more vulnerable to the effects of drawdown

(Thomaz et al., 2007). These inherent differences are

likely to have a major influence on factors directly

affecting resting stages such as dispersal to and from
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Fig. 2 Mean (?1 standard

error) values for the

environmental parameters

sampled in slackwaters

(S) and wetlands

(W) (n = 4)
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nearby habitats, sediment movement and mixing,

hatching/emergence, predation, parasitism, and deg-

radation (De Stasio, 1989; Cáceres & Hairston,

1998). They would also indirectly affect egg bank

dynamics via their influence on active population and

community dynamics, and the dormancy induction

patterns of specific taxa or individuals (Cáceres &

Hairston, 1998; Gyllström & Hansson, 2004). For

Table 2 Mean

(±1 standard error) density

(animals m-2) of each

taxon, as well as mean

(±1 standard error) density

of the total microfaunal,

rotifer and microcrustacean

communities emerging

from the sediments in each

habitat

Taxon Slackwater Wetland

Mean Standard

error

Mean Standard

error

Rotifera

Asplanchna spp. 331.6 73.5

Bdelloidea 4880.8 2321.1 108916.2 61733.4

Brachionus spp. 119.4 41.0 308.4 201.0

Cephalodella spp. 7838.5 2436.9 81852.6 17743.0

Dichranophorus spp. 119.4 46.2 2042.5 1969.3

Encentrum spp. 610.1 154.2 13289.6 3921.2

Epiphanes spp. 1962.9 1239.5

Filinia spp. 198.9 154.4

Gastropus spp. 49.7 49.5

Keratella spp. 53.1 52.8

Lecane spp. 318.3 316.9 1074.3 656.5

Lepadella spp. 29264.9 28395.0

Lindia spp. 39.8 9.9

Lophocaris spp. 384.6 207.1 163599.7 111656.0

Monommata spp. 954.9 950.7

Platyias spp. 1352.8 1346.8

Polyarthra spp. 132.6 58.4

Proales spp. 79.6 49.3

Scaridium spp. 397.9 396.1

Synchaeta spp. 59.7 59.4

Trichocerca spp. 159.2 158.4 39.8 39.6

Cladocera

Chydoridae 238.7 115.4 1037.8 609.6

Daphniidae 424.4 248.8

Macrothrix spp. 53.1 52.8

Neothrix spp. 159.2 106.9

Moinidae 397.9 98.2

Juvenile cladocerans 53.1 52.8 145.9 66.4

Copepoda

Cyclopoida 39.8 39.6

Harpacticoida 132.6 59.0

Copepod nauplii 39.8 9.9 185.7 116.9

Ostracoda

Ostracoda 2652.6 1409.7 653.2 235.8

Total rotifer density 14682.2 3381.9 405749.5 152903.7

Total microcrustacean density 3368.8 1542.8 2844.9 605.2

Total microfaunal density 18051.0 4375.2 408594.4 153051.6
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example, both physico-chemical (water temperature)

and food availability (as measured by chlorophyll-

a concentration) conditions differed significantly

among the slackwaters and wetlands sampled in this

study, and such variation may have cued differences

in resting stage production for the taxa in each habitat

(e.g. Gilbert & Schreiber, 1998; Avery, 2005).

In addition to the variation in microfaunal com-

munity composition and structure, wetland commu-

nities were both more abundant and possessed a

greater overall number of taxa than slackwater

communities, especially in terms of the Rotifera.

This particular finding may not be all that surprising,

given that floodplain habitats typically support a

much greater productivity of active microfauna

compared with main channel habitats (e.g. Hein

et al., 1999; Grosholz & Gallo, 2006). Further to the

relatively high number of active microfauna in

wetlands (e.g. Hein et al., 1999; Grosholz & Gallo,

2006), it is possible that wetland microfauna produce

proportionately more resting stages (i.e. per taxon or

individual) in order to cope with the typically greater

risk of desiccation associated with their habitats (e.g.

Garcı́a-Roger et al., 2006). Conversely, egg banks in

the upper sediments of the main channel may possess

a relatively low number of dormant microfauna due

to regular scouring events associated with changes in

discharge (Ning et al., 2008). In any case, however,

the greater overall number of taxa found in wetland

samples compared with in slackwater samples seems

to have simply been an artefact of the significantly

higher number of individuals in wetlands, since

there was no difference in each habitat’s expected

taxon richness when standardised for number of

individuals.

Despite the significant difference in the density of

rotifers emerging from slackwater and wetland sed-

iments, rotifers were numerically dominant over

Table 3 F-ratio and significance level results of PERMANO-

VA investigating the effects of ‘habitat’ and ‘trip’ on the

structure and composition of total microfauna (T), rotifer

(R) and microcrustacean (C) communities, using square-root

and presence-absence transformed data, respectively

Source d. f. Community structure Community composition

T R C T R C

Habitat 1 2.5888** 2.6003* 2.3245* 2.3412* 2.0242 2.5933*

Trip 1 2.403* 2.5866* 1.0093 2.0236* 2.7256** 0.7633

Habitat 9 trip 1 1.6405 1.7836 0.8395 1.7219 2.5253* 0.3350

Residual 12

Total 15

* P \ 0.05; ** P \ 0.01

 Community structure (b)(a) Community composition

S November
W November
S February
W February

Fig. 3 Two dimensional nMDS solutions for the mean

abundance of all microfaunal taxa recorded in both habitats,

on both sampling occasions. Ordinations are presented to show

community structure (square-root transformed density data)

and composition (presence–absence transformed data) (Slack-

waters S and Wetlands W)
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Fig. 4 Mean (?1 standard

error) density of rotifers and

microcrustaceans in

slackwaters (S) and

wetlands (W) (n = 4)
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Fig. 5 Rarefaction curves showing expected mean taxon

richness (±1 standard error) as a function of number of

individual microfauna (animals m-2) in slackwaters (S) and

wetlands (W) (n = 4). Expected mean taxon richness values

for specific numbers of individuals were calculated using

rarefaction (PRIMER Version 6; Clarke & Warwick, 2001),

and then plotted to produce the curves
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microcrustaceans in both habitats. Several studies on

active microfaunal dynamics in temperate Australian

river (Shiel et al., 1982; Nielsen et al., 2005; Ning

et al., 2010b) and floodplain (Tan & Shiel, 1993;

Nielsen et al., 2002) habitats have reported a similar

pattern, and hence, this result may have been largely

reflective of a relatively high abundance of active

rotifers in both habitats. Nevertheless, it should be

acknowledged that the artificial nature of the incu-

bation may have also potentially contributed to an

underestimation of the proportion of microcrusta-

ceans in the slackwaters and wetlands sampled.

Artificial incubation techniques are widely used for

examining resting stage communities (Jankowski &

Straile, 2003; Vandekerkhove et al., 2005), since they

provide a standardized method for the counting and

identification of viable animals in an emerged form.

Unfortunately, however, they are limited in their

ability to supply species-specific hatching cues for

every taxon in a community (Vandekerkhove et al.,

2005), and hence, they generate results that may

undervalue certain components of the resting stage

community.

While the role of egg bank communities for the

microfauna in floodplain habitats is well known, the

role of such communities in rivers is much less clear.

This study suggests that rivers support egg bank

communities that are taxonomically distinct from

those in floodplain habitats, and consequently, that

riverine communities may perform a similarly valu-

able function along with floodplain communities in

providing a source of microfaunal diversity within

river–floodplain systems.
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