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Abstract

The heavy-tailed mutation operator proposed in Doerr et al. (GECCO 2017), called
fast mutation to agree with the previously used language, so far was proven to be
advantageous only in mutation-based algorithms. There, it can relieve the algorithm
designer from finding the optimal mutation rate and nevertheless obtain a performance
close to the one that the optimal mutation rate gives. In this first runtime analysis of
a crossover-based algorithm using a heavy-tailed choice of the mutation rate, we
show an even stronger impact. For the (1 + (X, 1)) genetic algorithm optimizing the
ONEMAX benchmark function, we show that with a heavy-tailed mutation rate a linear
runtime can be achieved. This is asymptotically faster than what can be obtained with
any static mutation rate, and is asymptotically equivalent to the runtime of the self-
adjusting version of the parameters choice of the (1 + (A, 1)) genetic algorithm. This
result is complemented by an empirical study which shows the effectiveness of the
fast mutation also on random satisfiable MAX- 3SAT instances.

1 Introduction

It is often cited as a strength of evolutionary algorithms (EAs) that by setting the
parameters right the algorithm can be adjusted to the particular problem to be solved.
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However, it is also known that this process of optimizing the parameters is time-
consuming and needs a lot of expert knowledge.

The theoretical research in this field (see, e.g., [2, 13, 20, 26]) has contributed to
this challenge via mathematical runtime analyses for general parameter values, which
allow to understand the influence of the parameter on the performance and allow to
derive optimal parameter values. Examples include (i) the works of Jansen et al. [21]
as well as Doerr and Kiinnemann [11], which determine the runtime of the (1 +
A1) EA on ONEMAKX for general value of A and from this conclude that a linear speed-
up with regard to the number of iterations exists only for A = 0(%),
(i1) Witt’s analysis [33] of the runtime of the (i« + 1) EA for general values of u
on the LEADINGONES benchmark, which in particular shows that for u = O (j O"n) a
larger parent population does not lead to an asymptotic slow-down of the algorithm, or
(iii) the results of Lehre [22, 23] and many follow-up works, which for many non-elitist
algorithms determine asymptotically precise thresholds for the selection pressure that
separate a highly inefficient regime from one with polynomial runtimes.

Concerning the mutation rate p of the standard bit mutation operator for bit strings
of length n, which is our main object of interest in this work, a large number of

classic results suggests that a value of p = % or close by is a good choice. We note

that a mutation rate of p = % means that on average a single bit is flipped. The

1
n
show, among others, that only p = © (%) can give an O(nlogn) runtime of the
(1 4+ 1) EA on ONEMAX [16], that the asymptotically optimal mutation rate for the
(1 + 1) EA on LEADINGONES is approximately p = 1.n_59’ that p = (1 £ o(l))%
is the asymptotically best mutation rate of the (1 4+ 1) EA for all pseudo-Boolean
linear functions [34], that only a mutation rate below +, where ¢ is a specific constant,
guarantees a polynomial runtime of the (1 + 1) EA on all monotonic functions [10,
241, and that (1 £ 0(1))% is the optimal mutation rate for the (1 + 1) EA on ONEMAX
when A is small [18].

In the light of this previous state of the art, it came as a surprise when Doerret al. [12]
determined the runtime of the (1+ 1) EA on jump functions for general mutation rates
and observed that here much higher mutation rates were optimal.! The jump function
JumP, (we deviate here from the notation of [12]) is a function defined on bit-string of
length n which is mostly identical to the easy ONEMAX function, but which has a valley
of low fitness of Hamming width k — 1 around the global optimum. Consequently,
elitist algorithms can leave this local optimum only by flipping k specific bits (and
[14] suggests that non-elitist algorithms cannot do better). As shown in [12], for this
multimodal benchmark function the insights gained previously on unimodal functions
like ONEMAX, linear functions, or LEADINGONES do not apply. The optimal mutation
rate for JuMP,;; was found to be (1 £ o(l))%. Deviating from this optimal rate by a

recommendation p = - can already be found in [6, 25]. Rigorously proven results

I As a reviewer of [1] pointed out, in [28] an upper bound was shown for the runtime of the (1 + 1) EA
with general mutation rate on the hurdle problem with hurdle width 2 and 3. This upper bound is minimized
by the mutation rates % and % This could have been seen earlier as a hint that larger mutation rates can
be useful. Since the central research question discussed in [28] was whether crossover is beneficial or not,
apparently this detail was overlooked by the broader scientific audience.
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small constant factor leads to a runtime increase by a factor of ¢®). Consequently,
the choice of the mutation rate for this problem is truly delicate.

To overcome this difficulty, the use of a random mutation rate chosen according to
a heavy-tailed distribution, more specifically, a power-law distribution with exponent
B > 1, was suggested. This mutation operator, called fast mutation in agreement with
previous uses of heavy-tailed distributions in continuous evolutionary computation
[30, 35, 36], samples a random number « € [1 - - | 5]] with probability proportional
to «~# and then flips each bit independently with rate - Each application of this
operator samples the value of o independently.

The main result in [12] is that the (1 + 1) EA with this mutation operator optimizes
JUMP,; in a time that is only by a factor of O (k#~9) larger than the time resulting
from standard bit mutation with the optimal rate. Given that missing the optimal rate
(which is only accessible when knowing k) by a small constant factor already incurs
a runtime increase by a factor of ¢©*®), the O (k#~0-3) price for having a one-size-fits-
all mutation operator appears to be a good investment. From the asymptotic point of
view B should be taken arbitrarily close to 1, but the experiments conducted in [12]
suggested that B = 1.5 is a good choice. Both theory and experiments showed that
the choice of B is not overly critical. For this reason, it is fair to call fast mutation a
parameterless operator.

Since the fast mutation operator is nothing else than a random linear combination of
standard bit mutation operators with rates ©*, & = 1, ..., | 5], itis not surprising that
the resulting runtime is higher than the one from the best of these individual operators.
Rather, it is surprising that by simply averaging over the available options, one comes
relatively close to the optimum, and this in a scenario where for static rates a small
deviation from the optimum leads to a significantly increased runtime.

In this work, we observe an even more surprising strength of the fast mutation
operator. We investigate how the (1 + (A, X)) genetic algorithm ((1 + (%, 1)) GA),
first proposed in Doerr et al. [9], performs with the fast mutation operator. The (1 +
(A, X)) GA is an evolutionary algorithm that creates A offspring from a unique parent
individual with an unusually high mutation rate (independently, apart from the fact
that they all have the same Hamming distance from the parent), selects the best of
these, and creates another A individuals via a biased crossover between this mutation
winner and the original parent. The best of these is taken as the new parent individual
if it is at least as good as the previous parent (see Sect. 2 for more details).

This combination of a high mutation rate and crossover with the parent as
repair mechanism allows the algorithm to more efficiently explore the search
space when the parameters are chosen suitably. Both from informal considera-
tions and from existing runtime results, the right parameterization seems to be
that the mutation rate is p = % and the crossover bias, that is, the rate with
which the crossover offspring takes bits from the mutation winner, is ¢ = % The
informal argument for this is that a single application of mutation and crossover
genegates a bit string distributed as if generated via standard bit mutation with
rate ..
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With a number of runtime analyses [4, 7-9] supporting this choice,> we fix this
relation of the three parameters in the remainder of this work. Since the mutation rate
is the starting point of our research, we can alternatively first choose a mutation rate
of type p = ¢ and then set A = pn and ¢ = #.

The right choice of the mutation rate is non-trivial. The good news from [9] is that
any rate between p = a)(%) and p = 0(10%) leads to a runtime of o(nlogn) on
ONEMAX, that is, asymptotically faster than the performance of classic evolutionary
algorithms. The optimal mutation rate of

_e 1 [log(n)loglog(n)
N n\ logloglog(n) |/’
however, is non-trivial to find [8]. It yields an expected runtime on ONEMAX of

E[T] = © (n\/log(n) logloglog(n) ) ‘

loglog(n)

Our main research goal in this work is understanding how the (1 + (&, 1)) GA per-

forms when instead of standard bit mutation with a fixed mutation rate p the fast

mutation operator is used. With the previously suggested relations between mutation

rate, offspring number, and crossover bias, this means that first a number « is sampled

from a power-law distribution, then A = « offspring are generated via flipping ¢ bits
o

chosen uniformly at random, where £ ~ Bin(n, Z)’3 and finally A times a biased

crossover with bias ¢ = & between parent and mutation winner is performed. We call
this modified algorithm the fast (1 + (A, 1)) GA.

Our main result is that not only the use of the fast mutation operator in the (1 +
(A, X)) GA relieves us from finding a good mutation rate, but surprisingly we can
even obtain a runtime that is faster than the runtime of the (1 + (A, 1)) GA with any
fixed mutation rate: If the power-law exponent j satisfies 2 < < 3, then the fast
(1 + (A, A)) GA has an expected runtime of O (n) on ONEMAX.

We note that a linear runtime of the (1 + (A, 1)) GA on ONEMAX was obtained
earlier with a self-adjusting choice of the mutation rate based on the one-fifth rule [8].
While this worked well on ONEMAX, experimental [17] and theoretical [7] studies on
satisfiable MAX- 3SAT instances showed that this approach carries the risk that the
population size A increases rapidly because the problem structure may just not allow a
one-fifth success rate, regardless how large X is. Since this behavior increases the time
complexity of each iteration, it leads to a significant performance loss. Such problems,
naturally, cannot arise with the static behavior of the fast mutation operator.

Via an empirical study, we show that the fast mutation operator indeed without any
modification also solves well the satisfiable MAX- 3SAT instances for which the one-
fifth rule variant of the (1 + (&, 1)) GA did not perform well in [7] (unless enriched

2 We note that the work [5] conducted in parallel to ours suggests that a different choice is necessary when
large fitness valleys need to be crossed.

3 This mutation can be interpreted as a standard bit mutation with rate %, but conditional on having the
same number of flipped bits for all individuals.
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with a suitable cap on 1). However, our study also shows that on ONEMAX itself, the
self-adjusting (14 (A, A)) GA is by a constant factor faster than the fast (14 (A, 1)) GA.
Since the runtime loss from a degenerate behavior of the one-fifth rule version of the
(1 4+ (&, 1)) GA can be large (due to the population size of order n), we draw from
these results the recommendation to use the more robust fast (1 + (A, 1)) GA on a
novel problem rather than the self-adjusting (1 + (1, 1)) GA.

2 Notation and Problem Statement

The (1 + (&, A)) GA, first presented in [9], has the following working principles. It
stores one current individual x, which is initialized with a random bit string. Each
iteration of the (1 4 (A, A)) GA consists of two phases, which are the mutation phase
and the crossover phase. In the mutation phase the algorithm first chooses the muta-
tion strength £ following the binomial distribution with parameters n and p, where
p is usually called the mutation rate. It then creates A mutants by copying the cur-
rent individual x and flipping exactly £ bits which are chosen uniformly at random,
independently for each mutant. After that the mutant with the best fitness is chosen
as the winner of the mutation phase x’ (all ties are broken uniformly at random). In
the crossover phase the algorithm A times performs a crossover between x and x’ by
taking each bit from x’ with probability ¢ and from x otherwise. The probability ¢
is called the crossover bias. The best crossover offspring y (all ties are again broken
uniformly at random) is compared with the current individual x. If y is not worse, then
itreplaces x. The main hope behind this algorithm is that with a high mutation rate, the
mutation winner x’ contains some beneficial solution elements, and that the crossover
with the parent acts as repair mechanism that removes the destructions caused by the
high mutation rate.

As it was discussed in the introduction, the standard parameter setting proposed in
[9] uses the mutation rate p = % and the crossover bias ¢ = /—{ However, there is
not strong recommendation on how to choose A. For the static choice [9] suggests to
use A = w(l) and A = o(log(n)) in order to have a o(n log n) runtime on ONEMAX,
but this runtime is still super-linear. It was also shown in [9] that choosing a fitness-

dependent A = /n—Lf(x) gives a linear runtime on ONEMAX. In [8] it was shown that
if we control A according to the one-fifth rule we also get a ® (r) runtime on ONEMAX.

In this paper we propose to choose X in each iteration from some heavy-tailed
distribution. More precisely, the probability that we choose A =i is

P = i] = {cﬁ,uiﬂ, if i€ [1ul,

0, otherwise,
where 8 € Ris the power-law exponent of the distribution (which is always considered
as a constant), # € N is an upper bound on the choice of A (and may depend on n),
and Cp,:=(3"¢_,i7P)~! is the normalization coefficient. All our runtime results
on ONEMAX will hold for the classic choice u = |n/2]. We introduce this additional
parameter because the Max-SAT analyses in [ 7] showed that sometimes a stricter upper
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bound on A is necessary. For that reason, it is interesting to see also in the ONEMAX
analyses how small an upper bound on A can be taken so that a linear runtime is still

obtained.
The detailed pseudocode of the fast (1 4+ (A, A)) GA is shown in Algorithm 1. Our
main result will be that this simple way of choosing A gives us a linear runtime for all

Be(2,3)and u > In¥7 (n).

Algorithm 1: The fast (1 4+ (1, 1)) GA with power-law exponent 8 and upper
limit # maximizing f : {0, 1} — R

1 x < random bit string of length n;

2 while not terminated do

3 Choose A from [1 - - - u] with Pr[A = i] ~ i~h,
4 Choose ¢ ~ Bin (n, %),

fori €[1---A]do

x@ <« acopy of x;

Flip ¢ bits in x@ chosen uniformly at random;

end

¥ < argmax, o ) )y S @);

10 fori e[1---A]do

11 ‘ Create y (® by taking each bit from x” with probability % and from x with probability %;
12 end

13 Yy argmax o) 0 f(2);

14 if f(y) > f(x) then

15 | x <

16 end

17 end

N )

2.1 Useful Tools

In this section we collect some classic results which are used in our proofs. First, to be
able to make the transition between the number of iterations and the number of fitness
evaluations, we use Wald’s equation [32].

Lemma 1 (Wald’s equation) Let (X;):en be a sequence of real-valued random vari-
ables and let T be a positive integer random variable. Let also all following conditions
be true.

1. All X; have the same finite expectation.

2. Forallt € Nwe have E[X1i7>n] = E[X/]Pr[T > t].
3. SV ENX 7] < 00

4. E[T]is finite.

Then we have
T
E|Y X, | = E[TIE[X,].
t=1
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0.8} .

0.4

”5-‘1 i

Fig. 1 Tllustration of the inequality ;2" i~% > [ ' x™®dx for the case & > 0. In this example we have
a = 1,5 =3.5and [s] = 4. The red area equals to the sum. The blue area (fully under red, thus purple)
equals to the integral (Color figure online)

We use the following inequality to estimate the probability that at least one of A
Bernoulli trials succeeds.

Lemma2 Forall p € [0, 1] and all & > 0 we have

Ap
1+ Ap’

1-(1-pt=>

Proof. By [29,Lemma 8] (or (1.4.19) in [15]) we have (1 — p)* < ﬁ Hence,

1 Ap

1—(1=-p*=>1- = .
S P T R gy

We frequently use the following bounds on the partial sums of the generalized
harmonic series.

Lemma3 Foralls € Rsuchthats > 1andforallo # 1 we have erjl T >4

For a = 1 we have Z{il i~ > In(s).

Proof We estimate the sum for @ 7 1 through the corresponding integral (this estimate
is illustrated in Figs. 1 and 2).

s l—a
. _ s —1
i “>/ x %y = ——.
1

- l—«o
i=1

The case for @ = 1 is a well-known bound on the partial sum of the harmonic series.
|
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12f * * : =
10l ||— ij 1.5

Fig. 2 Illustration of the inequality erjl i7® > [ x™%dx for the case o < 0. In this example we have
o = —1.5,5 =3.5and [s] = 4. The red area equals to the sum. The blue area equals to the integral and to

the green area, which is fully under the red one (Color figure online)

Lemma4 Forall u € N we have
o Yl Y < ul_“%:—g, ifa <0,
. I—a |
o YU it < ifael0,1),
o Yl i< ifa>1,
<

1—a’
a—1’
o YU it <In(u)+ 1, ifa = 1.

Proof of Lemma 4 By analogy with Lemma 3 we estimate the sum through a corre-

sponding integral. If « < O we have

u u ul—ot —1

E iT* < X %dx +uC < ——— % <yl
A 1 l—«

=

If « > 0 we have

u u+1 ulfa -1
Zi’“fH/ R
2

N —
i=1

If @ € [0, 1), then we hgve

0.0 4 o W= —14+1-« ul—®

> S
l —« l—«a

i=1

If « > 1, we have

" 1 o
Zi“"<1+ < )
= - a—1"a—1
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The case for « = 1 is a well-known bound on the partial sum of the harmonic
series. O

3 Runtime Analysis

In this section we prove upper and lower bounds on the runtime of the fast (1 +
(%, 1)) GA on ONEMAX.

3.1 Upper Bound

Our aim in this subsection is to prove an upper bound on the number of fitness evalua-
tions taken until the fast (14-(A, A)) GA finds the optimum of the ONEMAX benchmark.
Since it is technically easier, we first regard the number of iterations until the optimum
is found. For algorithms with fixed population sizes, such a bound would immediately
imply a bound on the number of fitness evaluations (namely by multiplying the num-
ber of iterations with the fixed number of fitness evaluations per iteration). For the fast
(1 + (A, A)) GA using a newly sampled value of A in each iteration, things are not
that easy, but Wald’s equation (Lemma 1) allows to argue that multiplying with the
expected number of fitness evaluations per iteration gives the right result.

Before proceeding with proofs, we now state two theorems that together constitute
the main result of this subsection. We start by showing that for reasonable parameter
values, the optimum is found in a linear number of iterations.

1
Theorem5 If 8 € (1,3) and u > In3-# (n), then the expected number of iterations
until the fast (1 + (&, X)) GA finds the optimum of ONEMAX function is O(n).

When B8 > 2, the expected number of fitness evaluations per iteration is ®(1)
(see Lemma 9). With this observation and Wald’s equation, we obtain the following
estimate for the runtime.

1
Theorem6 If B € (2,3) and u > In3-F (n), then the expected number of fitness
evaluations until the fast (1 + (A, 1)) GA finds the optimum of ONEMAX function is
O (n).

We start with the proof of Theorem 5. For the readers’ convenience we split the
proof into Lemmas 7 and 8. The first lemma is essentially an interpretation of Lemma 7
in [9].

Lemma7 If 1 < /ﬁ, where d(x) is the current Hamming distance between the

current individual x and the optimum, then the probability pa(y)(A) of increasing the
fitness in one iteration is at least

Cd(x)kz’
n

where C > 0 is an absolute constant. If A > ﬁ, then this probability is at least C.
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Proof By [9,Lemma 7], the probability of a true progress (that is, an iteration in which
we find a strictly better individual than the current individual x) pg(x)(A) is at least

2
C’ 1-(1—61()C)>2 ,
n

where C’ > 0 is an absolute constant. By Lemma 2 we have

2 d(0)x?
d(x))z Lo

/
Paxy(A) = C | 1 — (1 - - d(x)x

n

IfA < d{’—x), then we have pg(x)(2) > C’d(gr)f Note that C:=- is an absolute
constant as well as C'. If A > \/% then pyy(A) = T, =C. O

Lemma8 Let B € (1, 3). Then the probability p,(y) of having progress in one iteration
given that the current distance to the optimum is d(x) is at least

d(x)U3—P
C(mL,

where U = min {u, / Lﬁ} and C(B) is some constant independent of n.

Proof Note that since u is an integer number, we have u > [U7]. Hence, by Lemma 7
we have

[ 1 p %
d(x ))» d(x) _
B it S o 2-p
Pd(x) = Zcﬁ uh P Pa@(A) = Cp, uCZ = CpuC— Z?»
=1 r=1 r=1
If U > 2, then by Lemma 3 we have
[U1 3-8 _ _9B-3
= 3-8 3-8 8

Otherwise, when U < 2 we have

v

Y WP =1 =U0PPU = 2P0 > Lyss,
- - ~4

A=l

Finally, we estimate
d(x) 1d(x) d(x)U3 p
paw) = CpuC—— ZAZ b >y, uC——U3 P—C)
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Table 1 The probability pgyx) -
to increase fitness in one B u= d(x) U=\ am
iteration for various values of

2
parameters 8 € Randu € N <1 Q (d(xn)u ) Q1)
1+In(u)—In(_ / 2<)

_ d(x)u? @
=1 Y (nl())(gztu) = 36Tn0)

3— 1—
(1.3) @ (d@f);‘ ’3) Q( 5 ‘3)
_ d(x)log(u) log(n/d(x))+1
=3 o (fepEe) o (M)

d(x)

>3 (1)

with C(8):=1C 8,4 C. Since C is an absolute constant by Lemma 7 and since, by

Lemma 4, Cg , is at least E, which is a constant independent of u, C () is also a
constant independent of u. O

In order to show a full picture we also computed the values of py(y) for a wider
range of parameters # and . The results are shown in Table 1 and their proofs are
included in the “Appendix”.

We are now ready to prove Theorem 5.

Proof of Theorem 5 We estimate the upper bound on the expectation of the runtime 7;
(in terms of iterations) as the sum of expected times until the algorithm leaves each
fitness level. By Lemma 8 we have

"oy 1 Ln/u?] " B—1
E[TI]SZESW Zm-i- Z [

d=1 d=1 d=|n/u?]+1

By Lemma 4 we estimate the first sum

WXM:ZJ du’; . <ln< ) + 1) n(ln(n) 4+ 1) n(1 +o(1)),

= <
= u3—# In(n)

oL
where in the last inequality we used the assumption # > In3-# (n). By Lemma 4 we
estimate the second sum as follows.

B—1 B—1
> i =3y
d=|n/u?]+1

/Sln _71 B—1 nT

d=1
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Therefore, we have
1
E[T] < @ (O(m) + 0(n) = 0). O

Before we prove Theorem 6 we first estimate E[A], which is half the expected cost
of one iteration.

Lemma9 If A is sampled from the heavy-tailed distribution with parameter B and
upper limit u, then its expected value is

e E[Al=0(),ifB >2,

o E[A] =0O(og)), if B =2,

o E[Al=0®w?> P, ifpe,2),
o E[A] = G(Mg%)’ ifB =1, and
e E[N=0O),iff <1,

where the asymptotic notation is for u — —+00.

Proof First recall that Cg , = (2?21 i—Ay~1. By Lemmas 3 and 4 we have

e If B < 1,then Cp, = OP™),
o If B =1, then Cg, = O(1/In(u)), and
e If > 1, then Cg, = O(1).

We compute

u u

EM =) iPrla=il=Cp, Y i' P

i=1 i=1

If B > 2, then by Lemma 4 we have

:3 _
Cﬁ,u =< E[)\] =< Cﬂ,um-

Hence, E[A] = ©(1).
If =2,then) ;i 1=Fisa partial sum of the harmonic series, thusitis ® (log(u«)).
If B < 2, then by Lemmas 3 and 4 we have

c ”2_ﬁ_1<E[x]<c u?™”
B.u 2_/3 — — ﬁ»uz_ﬁ'

Therefore, E[A] = Cp,,© (uz_ﬁ ). Together with the estimates of Cg , this proves the
lemma for 8 < 2. O

We are now in the position to prove Theorem 6

Proof of Theorem 6 Let {A;},cN be a sequence of random variables, each following the
power-law distribution with parameters 8 and u. We can assume that for all # € N the
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fast (1 + (A, 1)) GA chooses A:=A; in iteration 7. Since the cost of one iteration is 2A
fitness evaluations (A for the mutation phase and A for the crossover phase), the total
number of fitness evaluations Tr has the same distribution as Z;T L, 2x;. We aim at
proving that the sequence (A;);cn and 77 allow to use Wald’s equation (Lemma 1).
We show that conditions (1)—(4) of this lemma are satisfied.

1. All A, have the same expectation, which is finite by Lemma 9.
2. The event T; > ¢ is independent of the outcome of A,, which implies that for all
ie€[l---u]lwehave Pr[T; >t | A, = i] = Pr[T; > t]. Therefore, we have

u
EDyLir=g] =Y iPrla, =i]Pr[T; > 1 | A =]
i=1

= Pr[T; > 1] ZiPr[)L, =1i] =Pr[T; > t]E[)].
i=1

3. By the previous condition we have

+00 +00
> El| - L=l = Y _PrlT; > t1E[0] = E[ME[T;],
t=1 t=1

since for all t € N we have E[A;] = E[)]. By Theorem 5 and Lemma 9, both
E[)\] and E[T7] are finite, hence their product is finite as well.
4. By Theorem 5 E[T7] is finite.

Thus, by Wald’s inequality we have
E[Tr] = E[T{]1E[22,].
By Theorem 5 and Lemma 9 we conclude
E[Tr] = On) - 6O(1) = O(n). O

Although we are mostly interested in 8 € (2, 3) and reasonably high upper limit
u, a reader might find it interesting to see the upper bounds for the runtimes yielded
by different parameters values.

For this reason we show the estimates for E[7] and E[TF] for a wider range of
parameters values in Table 2 and their proofs are included in the “Appendix”.

In the proofs of Theorems 5 and 6 we aimed at delivering only asymptotic upper
bounds disregarding the leading constant in order not to reduce the readability of
the paper. However, for the complete picture, without proof we estimate the leading
constant delivered by our arguments.

Recall that C(B) = %Cﬂ,uC’ . From the proof of Lemma 7 in [9] we can show

that C’ which is used in Lemma 7 is at least %(1 —exp(— exp(—%))) ~ 0.0735. For
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any upper bound u = w(1) we also have Cg, > % Hence, we estimate the upper
bound on the leading constant.

1 (1+ 2 )S 1268 0 PO-B
c® 3-8 B-=BB-DHC B=BEB-D

Taking into account the leading constant hidden in Lemma 9, which is % if B > 2,
we estimate the upper bound on the leading constant for E[7Tr] delivered by Theorem 6
as

BG—B)

328 ——— .
B=BB -2

ey

3.2 Lower Bound

In this section we prove the tightness of our upper bounds by showing a lower bound
of Q(n) fitness evaluations for the runtime of the fast (1 + (X, A)) GA on ONEMAX.
This is a special case of a deeper result [31], which showed the same lower bound
for all comparison-based algorithms (which the (1 + (&, 1)) GA is). For the readers’
convenience, we give an elementary proof as well.

Theorem 10 The expected runtime of the fast (1 + (A, X)) GA with parameter 8 € R
and any upper limit u € N on the ONEMAX function is at least 2( ﬁ) iterations,
where E[M] is estimated as in Lemma 9, and <2 (n) fitness evaluations.

Proof. The progress in one iteration cannot be greater than the number ¢ of bits which
we flip in each mutant, since we cannot obtain more than ¢ new one-bits in the winner
x” of the mutation phase. Therefore, after we have sampled A, the expected progress
is

E[f(y) = f(x) [A] < E[£|A] = A.

The expected progress in one iteration thus is

E[f(y) = f(x)]= ZPr[k =i]E[f(y) = f(x) [ A =i] < E[A].

i=1

Let x¢ be the initial individual. Since it is chosen uniformly at random, its expected
fitness is E[ f(xo)] = '% Hence, by the additive drift theorem [19] the expectation of
the number of iterations 7; before the algorithm finds the optimum is at least

n—E[f(x)]  n
E[A] T 2E[M]

E[T;] >

Now we can use Wald’s equation as we did in the proof of Theorem 6. We obtain

E[Tr] = E[T[]E[2A] >

> -2E[M] = n. O
2E[)\]
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4 Experiments

Our theoretical findings show that the fast (1 + (A, A)) GA with the natural choice
B € (2, 3) has a linear runtime on ONEMAX, which matches the performance of the
self-adjusting (1 + (A, A)) GA. Due to their asymptotic nature, our results cannot
indicate which of the two linear-time algorithms is faster, how the fast (14 (%, 1)) GA
compares with other algorithms on reasonable problem sizes, and how its performance
depends on B € (2, 3). For the latter, the only estimate we have from theory, Eq. (1),
provides a very large upper bound on the constant factor, which could suggest that
B = 2.5+ ¢ may be better than 8 = 2.5 — ¢ for 0 < ¢ < 0.5, but without a matching
lower bound this is speculative. To answer these questions, but also to investigate the
performance on a slightly less artificial problem, we performed a series of experiments.

As algorithms, we regarded randomized local search (RLS) and the (1+ 1) EA with
a standard bit mutation as well as the self-adjusting (1 + (%, 1)) GA, which controls
A (and thus p = A/n and ¢ = 1/A) via the one-fifth success rule [8].

We have also considered the version of the (1 + (A, 1)) GA with the one-fifth rule
with an upper limit of 2 In(n + 1) on the value of A, introduced in [7], since it showed
a much better performance on the MAX- 3SAT problem than without this upper limit.
For the same reason, we also consider the fast (1 4+ (A, 1)) GA with the same upper
limit of 2In(n + 1) on the value of A, which is imposed by setting the distribution
parameter u to u = 21In(n + 1)). To investigate the effect of varying u further, we also
conduct a series of experiments with a fixed problem size n and different values of u.

For the fast (1 + (1, 1)) GA, we used the values of 8 € {2.1,2.3,2.5,2.7,2.9}
unless noted otherwise. In all the adaptive versions of the (1 + (X, 1)) GA, the initial
value of A is set to 1.

The source code used to perform these experiments is a part of a larger project
dedicated to the (1 + (%, A)) GA available on GitHub* and as the supplementary
material for this paper.

4.1 Implementation Details and Their Discussion

In all runs we used slightly modified versions of the algorithms to avoid counting
obviously unnecessary fitness evaluations. The particular changes are as follows.

e In the (1 + 1) EA, if standard bit mutation flips zero bits, then we resample the
offspring until it is different from the parent. This is equivalent to not counting the
fitness evaluation of the offspring identical to the parent.

e Inall versions of the (14 (%, 1)) GA, we resample £ until £ # 0. This is equivalent
to not counting the fitness evaluations in iterations with £ = 0 because here all
offspring are identical to the parent. In the crossover phase, samples taking all bits
from the parent x are repeated (without evaluating the fitness of the copy of the
parent) and samples taking all bits from the mutation winner x’ are not evaluated
(that is, do not count towards the number of fitness evaluations). Additionally, x’
also participates in the selection of the best among x and the crossover results y).
When there is a tie, then the crossover winner has a higher priority than x’.

4 https://github.com/mbuzdalov/generic-onell.
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We consider these natural modifications instead of the original algorithms in this
section, since we are sure that anyone implementing these algorithms for solving
practical problems would do the same. For a practitioner it does not make sense to
waste fitness evaluations on individuals which are identical to their parents, while in
theoretical works these are often counted since constant factors are often ignored. We
note that similar modifications of algorithms were called practice-aware in [27]. We
note that there are much more ways to tune the runtime of the (1 + (A, 1)) GAin a
practical application, see, e.g., [17]. In contrast to the modifications described above,
for these it is not clear to what extent they are useful in general or only for particular
problems. For this reason, we did not consider them in this work.

Clearly our theoretical results from Sect. 3 apply to these mildly modified algo-
rithms. For the upper bounds it is enough to note that by resampling identical
individuals and by having x’ participate in the selection, the probability to have a
progress in one iteration only increases. Thus, repeating the arguments from Theo-
rem 5 we obtain the same upper bound on the expected number of iterations. Since our
implementation does not affect the choice of A, its expected value E[)] stays the same.
The cost of one iteration is at most 2X (but can be smaller). Thus, by Wald’s equation
we obtain the same upper bound on the expected number of fitness evaluations as in
Theorem 6. For the lower bound we use the same arguments as in Theorem 10, with
the only change that since we cannot choose £ = 0, we have

A A

IR

E[¢|A] =

which still gives us a lower bound of €2(n) fitness evaluations.

4.2 Experimental Setup

The experiments were performed on the ONEMAX function and on random satisfiable
instances of the MAX- 3SAT problem, that is, the problem of maximizing the number
of satisfied clauses in a Boolean formula represented in conjunctive normal form.
The second problem was chosen for two reasons. First, it is a more practical problem
than ONEMAX, second, there are already theoretical and empirical results for the
(1+ (A, 1)) GA on this function (see [7]). For this problem on n variables, the number
of clauses was chosen to be 4n Inn. An all-ones bit string is assumed to be a planted
optimal solution; this is without loss of generality, as all considered algorithms are
unbiased. For each clause, three participating variables and their signs (i.e., whether it
is negated or not) are sampled uniformly and independently until this clause is satisfied
by the planted solution (that is, not all three variables are negated). Note that these are
easy instances of the MAX- 3SAT problem, so the presented results on this problem
should not be considered as if the proposed algorithms are competitive in solving this
problem in general. However, these instances have a lower fitness-distance correlation,
which makes them harder in particular for the (1 4 (%, 1)) GA.

To speed-up the experiments, we used the incremental fitness evaluation technique,
which is more commonly seen in gray-box optimization and in problem-aware solvers.
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We note that this led only to a faster implementation of the algorithm, not to a differ-
ent algorithm behavior. In particular, the number of iterations or fitness evaluations
performed are not affected. We modified the implementation as follows.

During mutation we do not copy the parent individual, but instead directly generate
the bit indices which are different in the parent and the offspring (the “patch”). Fol-
lowing that, we evaluate the fitness of the offspring based on the fitness of the parent
and the patch. For RLS and the (1 4 1) EA, if the new fitness is at least as good as the
one of the parent, we apply the patch to the parent, turning it into the offspring. For the
(1+ (A, A)) GA, we select the best patch out of all the mutants’ patches (based on their
fitness values). The subsequent applications of crossover translate to subsamplings of
that patch, so that fitness evaluation is again based on the parent’s fitness.

For ONEMAX, evaluation of the offspring’s fitness based on the parent’s fitness and
the patch is rather straightforward: only the bits at the affected indices are checked.
This results in an expected O (1) amount of work per each iteration of both RLS and
the (1 4+ 1) EA, and in the @(kz) amount of work for the (1 4+ (A, 1)) GA, which still
helps much because A is typically much smaller than 7.

For MAX- 3SAT, the incremental evaluation is more difficult as it involves some
preprocessing on the side of the fitness function. It amounts to constructing lists of
clauses affected by the changed bits and to evaluating the satisfaction status of these
clauses before and after the change. For the logarithmic density of clauses (that is, the
ratio of the number of clauses to the number of variables) employed in this paper, this
amounts to ® (logn) expected work per iteration of RLS and the (1 4+ 1) EA, and to
OK? log n) expected work for the (1 + (%, 1)) GA, which is still faster than direct
evaluation, but less efficient than what is possible for ONEMAX.

We also note that the particular structure of all the considered algorithms also allows
to optimize the memory requirements: the memory used by RLS and the (1 4+ 1) EA
is ® (n) words resulting from storing a single bit vector, whereas the (1 + (A, 1)) GA
uses ©(n + 1) words in expectation, as only the best patches for each of the phases
need to be stored.

In our experiments we chose the problem sizes n to be powers of two, so that the
asymptotic behavior of the algorithms is easier to investigate visually. For ONEMAX,
we limit the problem size to 222, and for MAX- 3SAT, the upper limit is 2'6. These
sizes were derived from the affordable computational times. We did not reach the size
of 229 on MAX- 3SAT as in [7], because the incremental fitness evaluations have a
weaker impact with fast mutation. Indeed, whenever A is sampled from a heavy-tailed
distribution, the distribution of A2, and hence of the wall-clock running time, has an
even heavier tail, so occasional high values of A result in very expensive iterations. For
each algorithm, each problem setting, and each problem size, 100 independent runs
were performed. For the MAX- 3SAT problem, a new random instance was created
for each run.

Our runtime results are shown in Figs. 3, 4, 5 and 6. In Figs. 3, 4 and 5 the x-axis
indicates the problem size in a logarithmic scale, and the y-axis indicates the ratio
of the runtime to the problem size. In this visualization a linear runtime results in a
horizontal plot and any runtime in ® (n log n) gives a linearly increasing plot.
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Fig.3 Mean runtimes and their standard deviation of different algorithms on ONEMAX benchmark problem.
By A € [1---u] we denote the self-adjusting parameter choice via the one-fifth rule in the interval [1 - - - u].
The indicated interval for each value X is [E[X] — o (X), E[X] + o(X)], where o (X) is the standard
deviation of X. We write Inpx := In(x + 1). By pow(x) we denote the power-law distribution with
parameters u = n and g = x

4.3 Runtimes on ONEMAX

In Fig. 3 we show the results of the runs on the ONEMAX function. If we do not
consider § = 2.1, which turns out to be too small (and therefore gives a too large
expected value of 1), then all versions of the fast (1 + (A, 1)) GA start outperforming
the (1 + 1) EA already at population size n = 2! and then outperform RLS at
n = 2% or earlier. Recalling the discussion after the proof of Theorem 6 we note that
our estimate of the leading constant in the runtime was overly pessimistic, otherwise
we would have no chance to outperform RLS on these problem sizes.

The one-fifth rule shows a much better performance and yields a runtime of the
(14 (%, A)) GA which is very close to linear already from n = 2'° on for both linear
and logarithmic upper bounds on A. The plots for the heavy-tailed choice of A do not
look horizontal, but they show a strongly marked tendency that they will do so at larger
population sizes. The runtimes for all 8 except 8 = 2.1 are quite well concentrated,
as well as the runtimes of the (1 + (1, 1)) GA with the one-fifth rule, in contrast to the
runtimes of the (1 4+ 1) EA and RLS. We have no results for § = 2.1 for population
sizes n > 22! and for B = 2.3 for n > 2%2, since they were too expensive (in terms of
computational resources) and most likely not too insightful.

Figure 3 also features the runtime plot of an asymptotically optimal static choice for
M. It has been proven in [8] that the theoretically asymptotically optimal static choice

isA = O/ %). By using Inp(n) := In(n + 1) instead to avoid issues with
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Fig.4 Mean runtimes and their standard deviation of different algorithms on MAX- 3SAT instances with
4nIn(n) clauses. By A € [1 - - - u] we denote the self-adjusting parameter choice via the one-fifth rule in the
interval [1 - - - u]. The indicated interval for each value X is [E[X] — o (X), E[X] 4+ o(X)], where o (X) is
the standard deviation of X. By pow(x) we denote the power-law distribution with parameters u = n and

B=x

logarithms of too small values, and by fitting the outer constant factor using auxiliary

experiments with fixed A € [2---12], we have found that A = 2,/%
approximates the optimal choices quite well, so we have used the version of the
(1 + (&, 1)) GA with this choice in our plots. We also see that with the choice of
B = 2.5 the fast (1 4+ (A, 1)) GA outperforms the statically optimal parameter choice
at problem sizes n > 220,

4.4 Runtimes on MAX-3SAT

Figure 4 shows the results of the experiments on the MAX- 3SAT problem. As previ-
ously shown in [7], large values of A can be harmful. For this reason, the (14 (A, A)) GA
with the unbounded one-fifth rule is outperformed already by the simple (1 4 1) EA.
The authors of [7] proposed to limit the value which A can take by 2 In(n + 1), which
greatly improved the performance up to the point that RLS was outperformed on this
problem.

As we see in Fig. 4, the fast (1 + (&, A)) GA is quite efficient even without an upper
limit on A. Except for the case § = 2.1, we managed to outperform the (1 + 1) EA
and the self-adjusting (1 + (1, A)) GA without an upper limit on A. Nevertheless, RLS
and the self-adjusting (1 4+ (A, 1)) GA with a logarithmic cap on A remained faster.

The runtimes of all algorithms appear super-linear in the plots.
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Fig.5 Mean runtimes and their standard deviation of different algorithms on MAX- 3SAT instances with
4n In(n) clauses with logarithmically capped population sizes. By A € [1 - - - u] we denote the self-adjusting
parameter choice via the one-fifth rule in the interval [1 - - - u]. The indicated interval for each value X is
[E[X] — o (X), E[X] 4+ o(X)], where o (X) is the standard deviation of X

4.5 Effects of Capping for MAX-3SAT

Since apparently large values of A are not helpful when optimizing MAX- 3SAT
instances (due to the weaker fitness-distance correlation), we conducted some exper-
iments with the fast (1 + (%, A)) GA choosing A from a power-law distribution on a
smaller range [1 - - - u] of values. Based on the previous experience, we started with
an upper limit of # = 21In(n 4 1). These results are presented in Fig. 5.

Using this upper limit reduced the computational burden associated with heavy-
tailed distributions and allowed us to regard problem sizes up to 2!?. The upper limit
also led a better performance in terms of fitness evaluations. When comparing Figs. 4
and 5 around the problem size n = 2!°, we see that for 8 € {2.1, 2.3} a significant
speed-up was obtained, whereas for 2.5 < 8 < 2.9 the differences of the correspond-
ing mean running times are negligible. This is not surprising given that for smaller
values of 8, the inefficient high values of A are sampled more often. Interestingly, in
combination with the upper limit small values of B gave the best performance. This
suggests that it is important to use moderately large values of A often and that only
too large values lead to efficiency losses.

To investigate the effect of the particular choice of the upper limit # on the running
time for various values of 8, we performed additional experiments where the problem
size was fixed to n = 2'©, but the upper limits were varying. Figure 6 presents these
results, where u was taken from the set u € {22, 23 ..., 213}. Note that high values of
u again prevented us from choosing a higher problem size. We also plot for reference
the performance of the (1 4+ 1) EA on the same problem size.
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Xis [E[X] —o(X), E[X]+ o(X)], where o (X) is the standard deviation of X

The plots in Fig. 6 indicate that for 2.1 < 8 < 2.5 the dependency on the upper
limit has a clear optimal value: Too small values of u prevent the (1 + (A, 1)) GA
from choosing the more efficient mid-size values of A, too high values of u lead to
sampling too large values of A too often, which have little chance of making progress
and at the same time are very costly. It can be seen, however, that already for g = 2.5
the subsequent increase of the running time is not too pronounced. Higher values of 8
tend to a monotonic behavior, up to the deviations from the mean running time. This
basically indicates that the sensitivity to the upper limit of the distribution is not large
even in practice.

4.6 Summary of Experimental Results

Summing up, from the results of the experiments we conclude the following three
points.

e The fast (14(X, A)) GA performs generally well, often beating the classic mutation
based algorithms. On ONEMAX, the self-adjusting (1 + (1, A)) GA both without
and with an upper limit of u = 21In(n + 1) are superior, on MAX- 3SAT only the
version with upper limit and RLS are superior.

e The fast (14 (X, 1)) GA can easily be used as a parameterless algorithm and this is
what we suggest. We note that the (14 (%, 1)) GA with the asymptotically optimal
static parameter setting could not beat the fast (1 4+ (1, 1)) GA on ONEMAX. The
self-adjusting (14 (A, A)) GA without an upper limit was superior on ONEMAX, but
significantly inferior on MAX- 3SAT. The version with upper limitu = 2In(n+1)
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was superior on both ONEMAX and MAX- 3SAT. We still do not want to advertise
this approach as clearly such limits are problem-specific and non-trivial to find.
The logarithmic limit for MAX- 3SAT is based on a substantial mathematical
analysis [7] of these particular MAX- 3SAT instances. For other problems, such
a limit may be detrimental, e.g., it may be hard to leave a local optimum with a
large basin of attraction.

e The choice of S does not play a big role as long as it is not too close to the borders
of the interval (2, 3). Taking 8 between 2.5 and 2.7 might be a good general
recommendation.

5 Conclusion

In this first runtime analysis of a crossover-based algorithm using the fast mutation
operator, we observed that the fast mutation operator not only can relieve the algorithm
designer from the task of choosing a suitable mutation rate, but it can also lead to
runtimes asymptotically better than any static choice of the mutation rate.

Different from previous works, where any power-law exponent greater than one
could be used, our work requires that § is between 2 and 3. We note, however, that
the power-law distributions are often used with exponents in the open interval (2, 3)
and this for good reason. In this regime, we have a heavy tail (as opposed for § > 3),
but we still have a constant expectation (as opposed to B < 2). Since the complexity
of a single iteration is ® (1), having a constant expectation E[A] is very natural.

On the technical side, our work shows that algorithms with a heavy-tailed number
of offspring can be much easier to analyze than those with a self-adjusting number of
offspring (such as the self-adjusting (14 (X, 1)) GA [8]), since Wald’s equation allows
to estimate the expected runtime as the product of the expected number of iterations
and the expected number of offspring generated in one iteration.

The natural question arising from this work is for which other algorithms and prob-
lems such a speed-up can be obtained. Natural candidates are other crossover-based
algorithms or algorithms in which dynamic parameter choices could obtain a speed-up
over static choices. We note that after this research was conducted, it was found that
the (1 4+ (A, 1)) GA with two of its parameters chosen independently from heavy-
tailed distributions has a good performance on jump functions [3]. The performance
is slightly inferior to the one with optimal static parameters [5], however these were
non-trivial to find as they deviated significantly from the previous recommendations.

Acknowledgements This work was supported by a public grant as part of the Investissement d’avenir
project, reference ANR-11-LABX-0056-LMH, LabEx LMH and by RFBR and CNRS, Project number
20-51-15009.

Appendix: Computation of Table 1

In this appendix we compute all estimates of the true progress probability pg(x) shown
in Table 1. We use the same expression for estimating py(y) as in Lemma 8, that by
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Lemma 7 is,

u
Pacy = Y Cpur P pacy (%)
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d(x) u 2—-8 : n
Cﬂ uC— Z)L_ )L N lf u S d(x)’
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r=l 75 1+

where C is some constant. Recall that by Lemma 4 we have

o If B <0, then Cg, > ub- 1; i
If B € [0, 1), then Cg,, > uP~1(1 — B),
o If B =1, then Cp, > fgay» and

1

o If > 1,then Cy, > 251,
Now we consider 11 cases depending on 8 and u. We start with the cases when

u=< /o~ d( and therefore estimate py(y) as

d(x)
Pd(x) = CﬁuC—Zkz P

Casel B <0,u < d(x)
By Lemma 3 we have

d(x) _
Pdx) = = Ccﬁu n Z)‘«z p
i=1
g l—B di) wh—1 =Q (d(X)uz).

2—8 n 3-8

n

Case2 B €[0,1),u <
By Lemma 3 we have

n
(x)"

d(x) _
Pa) = CCg, = )»2 P

i=1

3-8 2
s tamp Tl (),
n 3-8

which is the same as in Case 1.

Case3pB=1,uc< d(x)
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In this case we have
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(x) 2-8
>CC E A
Pd(x) = Bu— n -

>C.,3—1.d(x).u3_ﬁ—l
- B n 3-8

:Q(%ﬁ£f>_
n

CaseS53=3,u< d(x)
By Lemma 3 we have

ﬂw _
Pde) = CCpu—— 2}
i=1

n

:Q<mnmam>.

Case 63 >3, u< IR

n
X
‘We have

d(x)
Pat) = CCpy—2 ZAQ A
i=1
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. . " .
In the following cases we consider u > | /77, hence we estimate py(x) as

o]

L
d(x) _ _
Dd(x) >C,g MC— Z 22 ﬁ—i—Cﬁ,uC Z 2B
=1 r=1 g 1+

Ly 7t u

= CCg, % D S T Y

A=l =L 1+

In all cases we first estimate the sums in the brackets and then put it into the inequality.

Case7B < 1,u > /d(x)

We consider three sub-cases.

1. Whenu <2 d?x +2 and ﬁ < 4.Inthis case we alsohaveu < 2-4+2 = 10.
Hence
L/ 7t
(x g dx) 1 ul=#
A >0 s >
n Z n - 6 16 - 101-8"
=1
2. When u <2 +2 and > 4. In this case we have d( 5 = — 1. We

3-8
also have that /éﬁ > 43_ﬂ > 24_ﬂ (therefore, (,/ 7t /2)3~# > 2). Hence,
by Lemma 3 we have

! Vato 11 (\/1_1)3_'3—1
4w 2-p . 4 v dw Vaw
0 S s 05 e

A=l n a=1 n 3-8

_dw ( ) -

n 3-8
n 3=p

_dw (#7?)
T T 26-h

n 1
>
“Vdx) 24P (3 - B)

u 1-8 1
=G weom
ul=A
S —
= DG p)
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3. Whenu > 2 % + 2. In the same way as in Lemma 3 we estimate a sum via a

corresponding integral.

u u u _ ﬂ—l
1-2
E AP > / xPdx z/ xPdx=u'""P. —— .
L/ ] +1 u -8

f 2
A=[ mJ-H

d(x)

Summing up all three cases we have that for each 8 < 1 there exists a constant

H 1 1 1—28-1
Y(B) = min{ 55 TG 1o } such that

Ly 7t u

d
L RS R SR AT R

A=l r=L/ 1+
If B < 0, we have

1-p

2_ﬂm(ﬂ>u‘*ﬁ = ().

Dd(x) = Ccﬁ,u)/l(ﬁ)uliﬂ > Cuf™!

If B € [0, 1), we have

Pa) = CCpuvi(Bu'=F = CuP~1 (1 = Byyi(Bu'=# = ).

Case88=1,u > %. We aim at showing that

1 In(u) — In (\/%)

361In(u) + 361In(u)

Pdix) = C -

Note that in this case we do not use asymptotic notation for estimating py(y) due to
having terms of different signs in the bound above (and thus, the leading constants
of these terms are important). However note that as long as u is by a constant times
greater than _/ ﬁ, then the first term is dominant, therefore, this bound is 2 (log%)'

log(¢) )
log(u) 7~

If u is at least ¢ - d?—x) for some super-constant ¢, then this bound is €2(

In this case we have u > > 1, hence u > 2. Therefore, by Lemma 4 we

_n_

a0x)
have

Ciu> 1 _ 1 . In(u) . 1 . In(2) - 1 ‘

’ 14+In(u) In(w) 1+Inw) ~ In(u) In2)+1 3ln(n)
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By the formula for a sum of arithmetic progression and estimating the second sum via

a corresponding integral in the same way as in Lemma 3, we have

I— d(x J u

Z D D
=l =L g 1+l
. d(x) L ﬁj (L ﬁj + 1)

dx
> + —
n 2 L /d(';)JJr] X

lx)

Since for all x > 1 we have £+ > % and 2+

X

> 1, we also have

/751 (L7550 +1)
2n/d(x)

=

FNg

2

Now we consider two sub-cases. First, let u < e d( . Then we have

1 C
4~ 12In(u)’

v

Pax) = CCry -

Otherwise, if u > €2

r

ﬁ, then we estimate the integral by

=1 1
o x / bx e (\/d()*)

d(‘(
n d(x)
( d(x)) (1+ " )
> () — ( dnx)> diX)

d(x

=In(u) —

ln(u) In

2
ln(u) In
2
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Hence, we conclude

In(u) — In (\/%)

2

142 (ln(u) —In (%))

12 In(u)

Pdx) = Ccl,u Z +

>C.

We unite the two sub-cases with the following lower bound, which holds both for

u < é? | 2t and for u > ¢2 |2t
1+2<ln(u) —m( /m»

>C.
Paw = 361n(x)
1 +1In() —In (/-2
-~ C. ( d(x))‘
= 361n(1)

Case9p8 € (1,3),u > /d(x)
We consider three sub-cases
1. When 8 <2 and d(x < 2.

d(x) i 2 g dW) n P n P n B\
LT N sl 6)
LA S N
=Vam (5) =iw

1
2. When 8 > 2 and | %J < 23- . In this case we also have /d( <23F 7 + 1.

Hence, we have

1) 5 ey 0 [T
Z * T Vdx) d(x)
n P p-3
27 -(23ﬂ+1)
> Ll_ﬂ(z(%]ﬂ“) i
~Vdk)
e [P
- dix) T 4V dx)
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1
3. When 8 > 2 and | ﬁj > 237 or when 8 <2 and # > 2. In this case

we have both | /-2~ |3~# > 2 and > 2. Hence, by Lemma 3 we have
awm y

L/ 79! n_ 13—
1) 5 oyt Wl e Wit

oS o 3-P ~n 23-p)
_dw (vt - 1>3_ﬁ ) (%/%)H
~ n 23— pB) T n 23-p)

n P 1

dix) 24P3-p)

Summing up all three cases we have that for each 8 € (1, 3) there exists a constant
y2(B) = min{}, m} such that

d(x) (x

L 3

d

(x Y =) - ‘/d(
r=1

Taking into account that Cg ,, > %, we obtain

1-8 ——1-p
pax) = CCpuy (B) d() =Q( 400 )

Casel10 8 =3, u > d(x)

If d?_x) > 2, we compute

I— d(x

51
2 d
Pd(x) >CC3u Z At ZX) <L )J)

i (J%)

n/d(x)

Otherwise,

> ccy 4 Q( ! )
Pd(x) 3u— n n/d(x) .

@ Springer



1754 Algorithmica (2022) 84:1724-1761

Therefore,

ln< %)+1

=Q
P n/d()
Casell g >3, u > d(x
In this case we have
L PR
Pd(x) = CCﬁu Z WP

—1

_C.@.ﬂ_.l_g(@)

n B n

Appendix: Computation of Table 2

In this appendix we compute the values of the expected runtime shown in Table 2.
We start with computing the expected runtimes in terms of iterations for each value
of the algorithm’s meta-parameter 8. Recall that p, is the probability to create a
better offspring in one iteration, which is shown in Table 1. Hence, using the fitness
levels argument we can estimate the expected number of iterations before we find the
optimum as follows.

"
T,]<Z Z—+ L

d=| "ZH»] pd
Note that in the first sum we have u < [ (thus, we should use values for p; from

the left column of Table 1) and in the second sum we have u > \/; (thus, we should

use the estimates from the right column). Note that p; = Q2(f(n,d, u)) in Table 1
means that for each f there exists a constant y () (independent of n, d and u) such
that pg > y(B) - f(n,d, u). We will use this constant in our further computations.

To estimate the expected runtime we consider five cases.

Casel g < 1.

In this case we have

o n
ET1<) —+ > —
i 2 a=i 11 pa
2 n
n
< —= — + 1
v(B) \ 7= du? d_Z,:
= =1 ]+
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| /\

y(lﬂ)<n ( bz 2J+1>+n_ I/:ZZJ)
o(u ln( 7)+n),

where we used the estimates for the sums from Lemma 4. Note that when u > +/In(n),
we have

n n
Sin () < ln()ln(n) o).

Otherwise, we have

%m (%) o )(ln(n) Inln(n)) = Q(n).

Therefore, we conclude

E[Tl—{()(;zln(uz))’ if u < /In(n),
"o, T

Case 2 8 = 1. In this case we have

%]
2
. 1 1
E[T1152—+ Z —
a=1 P d["2j+1pd
T In(u) “ In(u)
n in(u n(u
+

<

Y@ \iT 9 L - n(p)

1] "

1 nln(u) - In(u)
| T (g4 1)+ Y mw+ 3 R

T
g a-tzjer 1T 2100

1 nlIn(u) n nln(u) In(u)
— (—/— (Inl= 1 .
Sy(ﬂ)( - (mlg)+1)+ = 1+%1n(u)>

1 log(%
(" og(u) log(;7) n nlog(u) +n)

u? u

IA

nln(u)In(4) | . . .
Note that — ' isa decreasing function of u for all ¥ > 1, which can be

shown by considering its derivative (we omit this tedious computation). Hence, if

u < +/In(n)Inln(n), then we have
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nln(u) ln(u”—z) - n(Inln(n) + Inlnln(n))(In(n) — Inln(n) — InlnlIn(n))
u? - 21n(n) InIn(n)
= Q(n).

For such u we also have

nn@)In(E) nln@) In(G)
. > :

u u u
- nln(u) _ (In(n) — Inln(n) — Inlnln(n))
T u J/In(n) Inln(n)

g <n10g(u) | log(n) ) g <nlog(u))‘
u loglog(n) u
If u > /In(n) Inln(n), we have

nln(u)In(5) - nlnln(n)(In(n) — Inln(n) — InlnIn(n))
u? - 21n(n) InIn(n)

=0(n),

and we have

nln(u) _

n=0(mn).

Hence, we conclude

E[T/] = 0 (" 10g (%)) if u < VGG,
Om), if > I ).

Case3 g € (1, 3).
In this case we have

2 oy
E[TI<) —+ Y —
a=1 Pd d=|2]+1 pd
LLZJ n B—1
1 [& » P
S b \/i
35
v(B) \ = du d={Z 101 d
1 n n n—1
<— (1n (_) n 1) 4 aB-D2§ g1-p)/2
7 () <u3—ﬂ 2 2
G-p)/2 _
< - (ln (%) + 1) T Ve P -1
y(B) \u3=F u 3-p)/2
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=0( - ﬁ10g< 5)+n),

where we used Lemma 4 to estimate the sums. When u < (In(n))!/ G=A), we have

n n n(In(n) — ln In(n))
JCIE

u3—# ln(n)

= Q).

Otherwise, we have

n ln(£><nln(n) _
02

u3—# ~ In(n)

Therefore, we have

Y (#ﬁlog (:—2)) if u < (In(n))/G=P),

E[Ti] = .
O(n), if u> (In(n))/G-H),

Case 4 8 = 3. We compute

. 1 " 1
E[T/]<)Y —+ —
a—1 Pd d LﬁJ+1 Pd

s n

n n
< — +
R4 2 dIn(u) LX:”HI d(n(%)+1)
yn

n

1 1
Tl COL I AUALRLEPY dm () +1)

d=|%]+2 a
1 n n " dx
v B <1n<u) (n(G2) + 1) wren // x(In(2) — In(x) + 1)) ’

where we us.ed the fact that f (x) = m isa decreasing function.in interval
[1, n] to estimate the sum via a corresponding integral. We estimate the integral as
follows.

IA

IA

n dx (" d(n(m) —Inx) + 1)
/n/uz x(n(n) —In(x)+1) fn/uz (In(n) — In(x) + 1)
n/u®

= In((In(n) — In(x) + 1))

n

= InQIn(w) + 1)
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Therefore,

1 n n
EIT < oo (m (ln (u_2> + 1) +n(n@In() + 1) + 1))

n n
o <log(u) log (ﬁ) + nlog log(u)>

Note that the first term is decreasing in u, while the second one is increasing. We show

that they are asymptotically the same when u = n!/ (%)
n ! n __nlnln(n) I 21n(n)
ln(nl/lnln(n)) n <n2/1nln(n)> o In(n) “{Intm) = InIn(n)
= O(mInln(n)),
1
nlnln(n!/MM™y = 51 n() =nlnln(n) — nlnlnlin(n)
Inln(n)

= O(mInln(n)).

Therefore, when u < nl/ In In(n) the first term is dominant, otherwise the second term
is dominant. Hence, we conclude

o (Ll (L)) if 1/Inln(n)
E[T] = Tog@) 08 12 1 u < "1 N
O (nloglog(u)), ifu > pl/InnG)

Case5 g8 > 3.
In this case we have

"1 Lzzsn(ln(n)—l-l)
d

=0(nl
v (B) (nlog(n))

We complete the computation of the right column of Table 2 by using Wald’s equation
(Lemma 1) and estimates of the expected cost of each iteration shown in Lemma 9.
Casel g < 1.

If u > /In(n), then

E[Tr] = O00) - ©(u) = O(nu).
If u < «/In(n), then

E[Tr] = O (% log %) L OW) =0 (;—llog %) .
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Case2 B =1.
Ifu > /In(n) Inln(n), then

E[Tr] = O(n) -
Ifu < /In(n) Inln(n), then

nlog(u)
E[TF]= 0O < 2

Case3 B € (1,2).
If u > (In(n))/G=P), then

E[Tr] =
If u < (In(n))/G=A) then
E[Tr] =

Case4 g = 2.
If u > In(n), then

om) - 0Ow* ) =

e MY owB =
0<u3fﬁlogu2> Ou =0

u _o0 ( nu
(logw)) - log(u>> '

log =) ©— 0(”1 ”)
og — | - =0 (-log—).
g2 log(u) u B2

O(nuz_ﬁ).

)
—log—).
)

E[Tr] = O(n) - ©(log(u)) = O(nlog(u)).

If u < In(n), then

n n n

Case5S g8 € (2, 3).
Ifu > (In(n))"/G=A), then

E[TF] =

If u < (In(n))/G=A) then
E[Tr] =

Case 6 8 = 3.
If u > pl/In@ hen

E[Tr] =

If u < nt/I0In@ then

Om)-06()=0(m).
n n n n
0 (o) -0 =0 (G lee ).

O(nloglog(u)) - ©(1) = O(nloglog(u)).

n n
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Case7 8 > 3.

For all u we have

E[Tr] = O(nlog(n)) - ©(1) = O(nlog(n)).
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