
Plant Cell Rep (2005) 24: 426–432
DOI 10.1007/s00299-005-0956-6

GENETIC TRANSFORMATION AND HYBRIDIZATION

Yun J. Zhu · Ricelle Agbayani · Heather McCafferty ·
Henrik H. Albert · Paul H. Moore

Effective selection of transgenic papaya plants with the PMI/Man
selection system

Received: 3 June 2004 / Revised: 28 February 2005 / Accepted: 1 March 2005 / Published online: 6 April 2005
C© Springer-Verlag 2005

Abstract The selectable marker gene phospho-mannose
isomerase (pmi), which encodes the enzyme phospho-
mannose isomerase (PMI) to enable selection of trans-
formed cell lines on media containing mannose (Man),
was evaluated for genetic transformation of papaya (Car-
ica papaya L.). We found that papaya embryogenic calli
have little or no PMI activity and cannot utilize Man as
a carbon source; however, when calli were transformed
with a pmi gene, the PMI activity was greatly increased
and they could utilize Man as efficiently as sucrose. Plants
regenerated from selected callus lines also exhibited PMI
activity but at a lower specific activity level. Our transfor-
mation efficiency with Man selection was higher than that
reported using antibiotic selection or with a visual marker.
For papaya, the PMI/Man selection system for producing
transgenic plants is a highly efficient addition to previ-
ously published methods for selection and may facilitate
the stacking of multiple transgenes of interest. Addition-
ally, since the PMI/Man selection system does not involve
antibiotic or herbicide resistance genes, its use might re-
duce environmental concerns about the potential flow of
those genes into related plant populations.
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NAA α-Naphthaleneacetic acid
PMI Phospho-mannose isomerase
Suc Sucrose

Introduction

Plant transformation technology usually relies on the
introduction of a selectable marker gene to facilitate the
identification and selection of the population of cells that
are transformed from those that are not. For higher plants,
there are only a few well-characterized selection systems,
and these are generally limited to technologies for increas-
ing resistance to antibiotics or herbicides (Brasileiro and
Aragão 2001) and may not work efficiently with all species
of interest. In addition, the paucity of selection options can
be a constraint for the stacking of multiple transgenes in
a given plant line and consequently may be a barrier to a
wider adoption of transformation technology. Sequential
“stacking” of multiple transgenes in elite cultivars will
require either a new selectable marker gene for each new
character gene introduced or a technology for removing the
initial selectable marker gene so that the selectable marker
gene can be used again for the subsequent transgenic
event (Hare and Chua 2002). An additional consideration
is that antibiotic and herbicide resistance genes in widely
grown crops may pose real or perceived threats of transfer
to weedy relatives or microorganisms. Lastly, although
all evidence indicates that selection genes pose no health
threat to human or animal consumers, there is a definite
possibility of poor consumer acceptance of food products
containing antibiotic-inactivating proteins. For all of these
reasons, improved selection gene technology is critical for
the advance of plant transgenic research and development.
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Phospho-mannose isomerase (PMI, EC 5.3.1.8) is an
enzyme that converts mannose (Man) to mannose-6-
phosphate (Man-6-P). Because PMI is not present in many
plants and as plant cells lacking PMI are not capable of sur-
viving on synthetic medium containing Man, a PMI/Man
selection system has been investigated for its potential in
identifying transformed plant cells. The use of PMI as a se-
lectable protein for plant transformation was first described
by Bojsen et al. (1999), who showed that expression of
the bacterial pmi gene would allow Man-sensitive plant
cell cultures of potato (Solanum tuberosum L.), sugarbeet
(Beta vulgaris L.), and corn (Zea mays L.) to grow on Man
as their carbon source. This group patented the PMI/Man
selection system (Bojsen et al. 1998, 1999) that has been
used successfully with Arabidopsis (Arabidopsis thaliana
L.) (Todd and Tague 2001), cassava (Manihot esculenta
Crantz) (Zhang et al. 2000), corn (Negrotto et al. 2000;
Wang et al. 2000; Wright et al. 2001), rice (Oryza sativa
L.) (Datta et al. 2003; He et al. 2004; Hoa et al. 2003;
Lucca et al. 2001), sugarbeet (Joersbo et al. 1998, 1999),
sweet orange (Citrus sinensis L. Osbeck) (Boscariol et al.
2003), wheat (Triticum aestivum L.) (Wright et al. 2001),
and pearl millet (O’Kennedy et al. 2004).

The selection gene, pmi (manA from Escherichia coli),
is widespread in nature. It does not confer resistance
to either antibiotics or herbicides and therefore has no
potential for conferring a selective advantage to weeds
or microorganisms. The transformation efficiency using
the PMI/Man system has been reported to be as high and
sometimes considerably higher (Boscariol et al. 2003;
Joersbo et al. 1998; Lucca et al. 2001; Wright et al. 2001)
than with more traditional antibiotic or herbicide selection.
PMI is readily digested in a simulated gastric environment,
has no adverse effects in an acute mouse oral toxicity
study, generates no detectable biochemical changes in the
Man-associated pathway (Privalle et al. 1999), lacks many
of the attributes associated with known oral allergens
(Privalle 2002), and may thus be considered as an ideal
selectable protein for plant transformation.

In this paper, we evaluate the use of the PMI/Man
system for papaya (Carica papaya L.) transformation
using biolistic bombardment.

Materials and methods

Plant materials and embryogenic callus culture

Hypocotyls of aseptically grown 10-day-old seedlings
of papaya (Carica papaya L.) cv. Kapoho were excised
and sliced into 2- to 3-mm-thick sections (Fitch 1993).
From each seedling, approximately 50 2.0-mm-thick
sections were placed in 100×15-mm petri plates on 25 ml
half-strength MS salts medium (Murashige and Skoog
1962), pH 5.8, containing 30 g l−1 sucrose (Suc), 2.5 g l−1

Phytagel, and 10 mg l−1 2,4-dichlorophenoxyacetic acid
(2,4-D), as previously described (Fitch et al. 1990). Tissue
cultures developed in the dark at 27◦C with monthly
subcultures for 2 months or 3 months to produce somatic

embryogenic calli that were multiplied for up to 6 months
with monthly subcultures under the same embryogenic
conditions.

Effect of Man on growth and development of papaya
callus cultures

Non-transformed somatic embryogenic callus cultures
were plated on the same half-strength MS salts medium
used for callus initiation but for which Suc was replaced
with Man at 0, 0.5, 1, 2, 5, 10, 20, or 30 g l−1 with the total
always being 30 g l−1. Five 100-mg fresh weight callus
clusters were transferred to tissue culture plates, replicated
five times for each Man level, then incubated in the dark at
27◦C for 4 weeks. At the end of the first cycle of growth,
each callus was weighed before a second subculture on
fresh medium. At the end of the second cycle, calli were
weighed again and then transferred to plates containing re-
generation medium consisting of half-strength MS medium
without 2, 4-D, but in its place were added 0.2 mg l−1

benzyladenine (BA) and 0.2 mg l−1 α-naphthaleneacetic
acid (NAA), and 30 g l−1 Suc was substituted in place of
Man. Regeneration was visually evaluated and recorded
from five replicate plates containing three calli clusters
that had been cultured on medium containing different
levels of Man for 2 months with monthly subcultures.

Particle bombardment and selection of transformants

Plasmid pNOV3610, provided by Novartis (now Syngenta;
http://www.syngenta.com), contains a plant-expressible
pmi gene driven by the Arabidopsis Ubq3(At) ubiquitin
promoter (with its first intron) for selection on Man. The
plasmid DNA was coated onto 1.6-µm gold particles
(Bio-Rad, Hercules, Calif.; http://www.bio-rad.com) and
delivered into embryogenic calli as previously described
(Fitch et al. 1990) using a PDS 1000 Helium (Bio-Rad)
device. Each target plate containing approximately 1 g
fresh weight embryogenic callus was shot three times.
Bombarded embryogenic calli recovered on half-strength
MS embryogenesis medium containing 10 mg l−1 2, 4-D,
pH 5.8, 3% Suc, and 2.5% Phytagel for 10 days. Each
bombarded callus clump, considered as an independent
event, was divided into five or six small pieces that were la-
beled as ‘replicates’ during selection and regeneration. The
selection of bombarded embryogenic calli was performed
on half-strength MS embryogenesis medium with Man
(3%) replacing all Suc for 2 months with monthly subcul-
tures. Regeneration from Man-resistant callus was for 1–2
months without selection by replacing the 3% Man with 3%
Suc. Plants regenerated from any of the replicate lines were
considered as arising from the same transformation event.

Growth of selected callus on Suc or Man

After 2 months of selective growth on Man, five equal-sized
(approx. 100 mg) replicates of two of the PMI-selected
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callus lines, PMI 51 and PMI 60, and one non-transformed
callus line were plated on half-strength MS medium
containing either Suc or Man at 30 g l−1 to compare fresh
weight growth on the two sugars. At the end of 1 month,
fresh weights of the individual calli were recorded, and calli
were transferred to fresh media of the same composition
for determining weights at the end of a second 1-month
cycle.

Regeneration, micropropagation, rooting,
and acclimation of plants

After 2 months of selection on 3% Man, the putatively
transformed callus produced plantlets on half-strength
MS medium with 3% Suc and containing 0.2 mg l−1

BA and 0.2 mg l−1 NAA. Proliferating shoots were cut
into nodal sections and subcultured on the same medium
once a month according to Fitch (1993). Roots were
initiated by placing freshly cut shoots on MS medium
containing 2 mg l−1 IBA for 7 days, followed by their
removal to MS medium containing no growth regulators.
Rooted plants were potted in sterilized vermiculite wetted
with half-strength MS medium until dense masses of
roots developed. Plants were transplanted into larger pots
containing steam-sterilized potting soil for greenhouse
acclimation to full sunlight before being transplanted to the
field.

Molecular analysis of transgenic plants

Genomic DNA was extracted from approximately 20 mg of
callus and leaf tissues using the method described by Wang
et al. (2000). PCR analysis was carried out using the pub-
lished procedure of Negrotto et al. (2000). Each 25-µl PCR
reaction contained 1.5 U Taq DNA polymerase, 10 mM
Tris-HCl (pH 9.0), 50 mM KCl, 1.5 mM MgCl2, 200 µM
of each dNTP, 1.0 µM of each primer, and bovine serum
albumin (BSA) as a stabilizer. The PCR reactions were
subjected to 30 cycles of 30 s at 94◦C, 30 s at 55◦C, and 45 s
at 72◦C using a Perkin-Elmer 9600 thermal cycler (PE-
Applied Biosystems, Foster City, Calif.) The primers used
to amplify a 550-bp fragment of the pmi transgene were:
PMI-U (18 mer) 5′-ACAGCCACTCTCCATTCA-3′ and
PMI-L (18 mer) 5′- GTTTGCCATCACTTCCAG-3′. The
primers used as a positive control to amplify a 300-bp frag-
ment of the actin endogenous gene were: ACT-U (20 mer)
5′-ACTACGAGTTGCCTGATGGA-3′ and ACT-L
(20mer) 5′-AACCACCACTGAGCACAATG-3′. Reverse
transcriptase (RT)-PCR was carried out using PMI-specific
primers according to the standard protocols. The primers
used to amplify a 250-bp fragment of the pmi cDNA were:
Man-1 (20 mer) 5′-ACATCCGGCGATTGCTCACT-3′ and
Man-2 (20 mer) 5′-GCAGGTAAGCGTGCGGTGTT-3′.
The PCRs were subjected to 30 cycles of 30 s at 94◦C, 30 s
at 55◦C, and 45 s at 72◦C using a Bio-Rad iCycler thermal
cycler.

PMI enzyme activity assay

The PMI assays of calli and leaf tissues were based on
the modified protocol of Wang et al. (2000). Plant tissues
(250 mg) were ground in 250 µl of 50 mM Tris-HCl in
liquid nitrogen and centrifuged at 14,000 rpm for 30 min
at 4◦C. The supernatant (50 µl) was added to 100 µl
50 mM Tris-HCl (pH 7.5), mixed with 100 µl of reaction
mixture, and incubated for 30 min at 37◦C to remove any
endogenous d-Man-6-P. The reaction mixture consisted of
25 µl β-nicotinamide dinucleotide phosphate (β-NADP,
10 mM; Sigma, St. Louis, Mo.), 25 µl phosphoglucose
isomerase (PGI, 10 U/ml, EC 5.3.1.9; Sigma), 12.5 µl
glucose-6-P dehydrogenase (G6PDH, 10 U/ml, EC
1.1.1.49; Sigma), and 32.5 µl Tris-HCl (50 mM, pH 7.5).
At the end of a 30-min incubation at 37◦C, the substrate
of 5 µl of d-Man-6-P (50 mM) was added to the assay
solution, and the optical density was measured over 30 min
in an MRX plate reader (Dynex Technologies, Frankfurt,
Germany; http://www.dynextechnologies.com) at 340 nm.
As a positive control, PMI purified from E. coli (100 U/ml,
EC 5.3.1.9; Sigma; http://www.sigmaaldrich.com) was
substituted for the plant extract. PMI activity was cal-
culated from the slope of absorbance over time using
Biolinx (http://www.dynextechnologies.com) software.
Protein concentration of the extract was determined with
the Bradford method (Bradford 1976).

Data analyses

Data for callus growth and PMI activities were subjected
to a one-way analysis of variance (anova) using the
SAS (http://www.sas.com) software followed by mean
separation using the Waller-Duncan K-ratio T-test.

Results and discussion

Toxic effects of Man on growth and regeneration
of non-transformed papaya cell cultures

When plant cells lacking the enzyme PMI are cultured on
medium containing Man in place of Suc, the cells convert
Man to Man-6-P but are unable to isomerize Man-6-P
to fructose-6-phosphate (Fru-6-P) and are thus deprived
of a carbon source and become depleted of phosphorous
(Barb et al. 2003). The present research showed that
non-transformed papaya callus has little or no PMI activity
and that its growth was inhibited in culture by Man at any
concentration greater than 5 g l−1 (Fig. 1). The inhibitory
effects of Man were greater during the second month
of subculture than during the first. Callus weight at the
highest concentration of Man (30 g l−1) was only about
one-third that of the control, and this callus did not appear
normal. It was brownish, watery, and had less turgor than
did callus on control medium without Man.

Overall, there was an exponential decrease in the per-
centage of plant regeneration from non-transformed calli
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Fig. 1 Fresh weight ± standard error of non-transformed (wild type)
papaya embryogenic callus grown in the dark for up to 2 months on
half-strength MS salts medium containing 0–30 g l−1mannose and
30–0 g l−1 sucrose. The initial fresh weight of callus was approxi-
mately 100 mg
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Fig. 2 Percentage ± standard error of callus clusters from which
plants regenerated at the end of 2 months after transfer from 2 months
of culture in the dark on half-strength MS salts medium containing
mannose concentrations of 0–30 g l−1 and sucrose concentration of
30–0 g l−1 to fresh half-strength MS salts medium containing 30 g l−1

sucrose in place of mannose

that had been grown for 2 months on various levels of Man
(0.5–30 g l−1, Fig. 2). When Man was substituted for Suc
at concentrations of 5 g l−1 or more, callus regeneration
decreased to less than 50% of that of the controls, with the
lowest regeneration, about 6%, occurring at 20 g l−1 and
30 g l−1 Man.

Effects of Man on growth and regeneration
of PMI-transformed papaya cell cultures

The PMI-transformed and Man-selected callus appeared
yellow and healthy and grew vigorously on 30 g l−1 Man
without Suc, while the non-transformed callus turned
watery and brownish and increased in fresh weight slowly

Table 1 Comparative fresh weights of non-transformed and PMI-
selected callus lines of papaya grown on half-strength MS medium
supplemented with either Suc or Man at 30 g l−1. Initial fresh weight
of each callus was 100 mg. SE standard error

Callus Suc medium Man medium
One-month
(mg ± SE)

Two-month
(mg ± SE)

One-month
(mg ± SE)

Two-month
(mg ± SE)

Non-
transformed

324±55 711±137 170±18a 270±70a

Transgenic
PMI 51

298±42 681±150 302±39b 674±122b

Transgenic
PMI 60

274±35 639±130 269±40b 625±107b

aWeight values in the same column followed by different letters are
significantly different (P≤0.05) as determined by anova and the
Waller-Duncan K-ratio T-test

or not at all under the same conditions. Plants regenerated
from Man-resistant calli were micropropagated, rooted,
and acclimated to pot culture under greenhouse conditions.
The time required for the selection and regeneration steps
varied slightly from experiment to experiment, but it was
generally possible to recover Man-resistant plants within
13–17 weeks from bombardment, with 1 week in recovery,
8 weeks in Man selection, and 4–8 weeks in plant regen-
eration. Man-resistant plants did not exhibit any obviously
aberrant morphology. We are currently growing these
plants to maturity to test for sexual transmission of the pmi
gene.

Comparative growth of non-transformed calli and PMI-
selected calli on 30 g l−1 of either Man- or Suc-containing
media indicated that pmi-transformed calli can utilize Man
as effectively as Suc for its carbon source (Table 1). How-
ever, when replicates of these same lines of calli were grown
on 30 g l−1 Man, fresh weights of the non-transformed line
were only about one-half as large as when grown on Suc.
This is in contrast to growth on Man by the PMI-selected
calli, which increased in fresh weight by about threefold
per month, which was the same as when they were grown
on Suc. The weights of non-transformed and PMI-selected
calli grown on 30 g l−1 Man differed (P≤0.05) as
determined by anova and the Waller-Duncan K-ratio
T-test.

In the experiments to evaluate wild-type callus growth on
Man, the media containing 5–10 g l−1 Man also contained
25–20 g l−1 Suc, which is sufficient carbon to support
papaya callus growth (Fitch et al. 1990). Nevertheless,
growth was inhibited. Therefore, the growth inhibition seen
with Man is presumably due to a specific inhibitory effect
of Man, perhaps phosphate and/or ATP depletion (Joersbo
et al. 1998) rather than carbon depletion. With Arabidopsis,
as little as 5 mM Man significantly inhibits seed germina-
tion, and this inhibition is not caused by ATP and/or phos-
phate depletion (Pego et al. 1999). In contrast to papaya
callus growth, seed germination inhibition in Arabidopsis
was significantly reversed by adding metabolizable sugars,
including Suc, so it seems that Man inhibition in the two
systems and/or tissues occurs by different mechanisms.
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Table 2 Number of transformed papaya callus obtained from PMI
selection

Trial Number of
culture plates
bombarded

Transformed
callus
recovered
(total)

Independent
transformed
lines per gram
fresh weight of
embryogenic
calli (mean ±
SE)

1 4 86 (20.6±1.2)
2 4 79

Efficiency of the PMI/Man selection system
for transforming papaya

Our PMI/Man selection protocol produced approximately
20 plant lines per bombarded plate of 1 g fresh weight
callus, yielding a total of 165 transformed plants from 8 g
callus (Table 2). These 165 plants, obtained from callus
lines that had been cultured separately for 2 months on
medium containing Man as the only carbon source, are
tentatively considered as the minimum number of inde-
pendent events, since the callus lines were isolated from
one another 10 days after bombardment. Our frequency of
recovery of resistant papaya lines using the PMI gene and
Man selection is significantly higher than that reported
with the neomycin phosphotransferase II (nptII) gene and
G418 selection where 0.26 transgenic lines were recovered
per gram of bombarded callus (Fitch et al. 1990). The
present rate is also higher than that reported for visual iden-
tification of transgenic lines with the green fluorescence
protein (GFP) gene, which produced eight lines per gram
bombarded callus (Zhu et al. 2004). Reasonable rates of

transformation (1.6 transgenic lines per gram embryogenic
callus) have been reported using Agrobacterium (Cheng
et al. 1996), but we have found it difficult to disinfect
Agrobacterium-treated papaya cultures.

Calli surviving Man selection but not contain-
ing/expressing the PMI gene (escapes) were rare; of the 75
Man-resistant lines tested for PMI enzyme activity, all but
two had activity significantly higher than that of the wild-
type control, and 95% had at least fivefold more activity
than the wild type (Fig. 3). Ten Man-resistant callus lines
that were positive for PMI activity were tested by PCR;
all contained the expected 550-bp PCR-amplified DNA
fragment indicative of the pmi gene fragment (Fig. 4). The
results of RT-PCR of the same ten lines using pmi-specific
primers (data not shown) indicated that the pmi transgenes
were transcriptionally active in plants. This apparently low
rate or lack of escapes is an especially attractive feature of
the PMI/Man system that translates into reduced time and
expense for producing transgenic papaya lines.

PMI activity in transformed papaya

PMI activity was measured in a random sample of 75 of
the 165 selected callus lines to evaluate the expression
of the pmi gene in papaya callus. PMI activity varied by
about 20-fold between the highest and lowest activity
expressed in the PMI/Man-selected lines (Fig. 3). Of the
75 independent representative lines tested, 71 lines (95%)
had PMI enzyme activity at least fivefold higher than that
of non-transformed lines.

PMI activity was also measured in leaves of plants
regenerated from selected callus. For all 71 of the fivefold
higher selected callus lines, the PMI activity was lower
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Fig. 4 Agarose gel electrophoresis image of PCR-amplified DNA
from ten selected lines with PMI activity from transformed callus
lines after 2 months of selective growth on culture medium consist-
ing of half-strength MS salts and 30 g l−1 mannose. Arrow at the
upper half of the gel shows an amplified 550-bp fragment of the
pmi transgene. Arrow at the lower half of the gel shows an amplified
300-bp fragment of the endogenous actin gene. Lanes: 1 products of
PCR amplification of non-transformed Kapoho callus, 2–11 products
of PCR amplification of ten mannose-resistant callus lines that were
positive for PMI activity. Lanes 2–11 PMI callus lines 153, 115, 142,
123, 042, 148, 014, 060, 044, 125, respectively, lane 12 products
amplified from the transformation plasmid
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Fig. 5 PMI activity ± standard error in PMI transformed calli and
the leaves of young plants regenerated from each callus

in the leaves than in the callus from which the plants had
regenerated. In most cases where the PMI expression was
relatively high in the callus, the difference in PMI activity
was significantly lower in the leaves (Fig. 5). Only 45 of
the 75 selected plant lines (60%) had leaf PMI activity that
was at least fivefold higher than wild type. The positive
control was PMI that had been purified from E. coli
(http://www.sigmaaldrich.com).

For many of the lines tested, PMI activity decreased
after plant regeneration. This change could reflect the
developmental expression pattern for this particular

promoter, or it might reflect partial silencing of the
transgene during development. For selection markers,
maintaining gene activity through the selection process is
a primary requirement, and this was certainly achieved.
Even the reduced expression levels seen in the regenerated
plant lines are sufficiently high to confer resistance, so
the observed decrease in expression should not in any way
limit the effectiveness of this selection system.

Acknowledgements This research was funded in part by a spe-
cific cooperative agreement (SCA 58-5320-4-460) between the U.S.
Department of Agriculture, Agricultural Research Service and the
Hawaii Agriculture Research Center. We would like to thank Syn-
genta for providing the pmi gene construct

References

Barb AW, Pharr DM, Williamson JD (2003) A Nicotiana tabacum cell
culture selected for accelerated growth on Man has increased ex-
pression of phosphomannose isomerase. Plant Sci 165:639–648

Bojsen K, Donaldson I, Haldrup A, Joersboe M, Kreierg JD, Nielsen
J, Okkels FT, Peterson SG, Whenham RJ (1998) Mannose
or xylose based positive selection. United States Patent No.
5,767,378. June 16, 1998

Bojsen K, Donaldson I, Haldrup A, Joersboe M, Kreierg JD, Nielsen
J, Okkels FT, Peterson SG, Whenham RJ (1999) Positive selec-
tion. United States Patent No. 5,994,629. November 30, 1999

Boscariol RL, Almeida WA, Derbyshire MT, Mourao Filho FA,
Mendes BM (2003) The use of the PMI/mannose selection
system to recover transgenic sweet orange plants (Citrus
sinensis L. Osbeck). Plant Cell Rep 22:122–8

Bradford MM (1976) A rapid and sensitive method for the quanti-
tation of microgram quantities of protein utilizing the principle
of protein-dye binding. Anal Biochem 72:248–54

Brasileiro ACM, Aragão (2001) Marker genes for in vitro selection
of transgenic plants. J Plant Biotechnol 3:113–121

Cheng YH, Yang JS, Yeh SD (1996) Efficient transformation of
papaya by coat protein gene of papaya ringspot virus mediated
by Agrobacterium following liquid-phase wounding of embryo-
genic tissues with carborundum. Plant Cell Rep 16:127–132

Datta K, Baisakh N, Oliva N, Torrizo L, Abrigo E, Tan J, Rai M,
Rehana S, Al-Babili S, Beyer P, Potrykus I, Datta SK (2003)
Bioengineered ‘golden’ indica rice cultivars with β-carotene
metabolism in the endosperm with hygromycin and mannose
selection systems. Plant Biotechnol J 1:81–90

Fitch M (1993) High frequency somatic embryogenesis and plant
regeneration from papaya hypocotyl callus. Plant Cell Tissue
Organ Cult 32:205–212

Fitch M, Manshardt R, Gonsalves D, Slightom JL, Sanford JC
(1990) Stable transformation of papaya via microprojectile
bombardment. Plant Cell Rep 9:189–194

Hare PD, Chua NH (2002) Excision of selectable marker genes from
transgenic plants. Nat Biotechnol 20:575–580

He Z, Fu Y, Si H, Hu G, Zhang S, Yu Y, Sun Z (2004)
Phosphomannose-isomerase (pmi) gene as a selectable marker
for rice transformation via Agrobacterium. Plant Sci 166:17–22

Hoa TT, Al-Babili S, Schaub P, Potrykus I, Beyer P (2003) Golden
Indica and Japonica rice lines amenable to deregulation. Plant
Physiol 133:161–169

Joersbo M, Donaldson I, Kreierg JD, Peterson SG, Brunstedt J,
Okkels FT (1998) Analysis of mannose selection used for
transformation of sugar beet. Mol Breed 4:111–117

Joersbo M, Peterson SG, Okkels FT (1999) Parameters interacting
with mannose selection employed for the production of
transgenic sugar beet. Physiol Plant 105:109–115

Lucca P, Ye XD, Potrykus I (2001) Effective selection and regener-
ation of transgenic rice plants with mannose as selective agent.
Mol Breed 7:43–49



432

Murashige T, Skoog K (1962) A revised medium for rapid growth
and bioassays with tobacco tissue cultures. Physiol Plant
15:473–497

Negrotto D, Jolley M, Beer S, Wenck A, Hansen G (2000) The use
of phosphomannose-isomerase as selectable marker to recover
transgenic maize plants (Zea mays L.) via Agrobacterium
transformation. Plant Cell Rep 19:798–803

O′Kennedy MM, Burger JT, Botha FC (2004) Pearl millet trans-
formation system using the positive selectable marker gene
phosphomannose isomerase. Plant Cell Rep 22:684–90

Pego JV, Weisbeek PJ, Smeeken SCM (1999) Mannose inhibits
Arabidopsis germination via a hexokinase-mediated step. Plant
Physiol 119:1017–1023

Privalle LS (2002) Phosphomannose isomerase, a novel plant
selection system: potential allergenicity assessment. Ann N Y
Acad Sci 964:129–38

Privalle LS, Wright M, Reed J, Hansen G, Dawson J, Dunder EM,
Chang YF, Luann Powell M, Meghi M (1999) Phosphomannose
isomerase, a novel selectable plant selection system: mode of
action and safety assessment. In: Fairbain G, Scoles A (eds) Int
Symp Biosafety Genet Modified Organ. University Extension
Press, University of Saskatchewan, Saskatoon, pp 17–178

Todd R, Tague GW (2001) Phosphomannose Isomerase: A ver-
satile selectable marker for Arabidopsis thaliana germ-line
transformation. Plant Mol Biol Rep 19:307–319

Wang AS, Evans RA, Altendorf PR, Hanten JA, Doyle MC,
Rosichan JL (2000) A mannose selection system for production
of fertile transgenic maize plants from protoplasts. Plant Cell
Rep 19:654–660

Wright M, Dawson J, Dunder E, Suttie J, Reed J, Kramer R, Chang
YF, Novitzky R, Wang H, Artim-Moore L (2001) Efficient
biolistic transformation of maize (Zea mays L.) and wheat
(Triticum aestivum L.) using the phosphomannose isomerase
gene, pmi, as the selectable marker. Plant Cell Rep 20:429–
436

Zhang P, Potrykus I, Puonti-Kaerlas J (2000) Efficient production
of transgenic cassava using negative and positive selection.
Transgen Res 9:405–415

Zhu YJ, Agbayani R, Moore PH (2004) Green fluorescent protein
as a visual selection marker for papaya (Carica papaya L.)
transformation. Plant Cell Rep 22:660–667


