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treatment; 10 of these had disease progression. Two 
patients (13 %) were taken off study due to severe toxic-
ity, and one patient (6 %) died from non-treatment-related 
liver failure. One patient had SD for 16 months, receiving 
11 cycles of therapy before being taken off study. The most 
common grade 3 treatment-related toxicities included vom-
iting (n = 2), thrombocytopenia (n = 2), nausea (n = 1), 
and anemia (n = 1). The median PFS was 1.9 months, and 
median OS was 13.1 months.
Conclusion  The combination of TMZ and ABT-888 is 
well tolerated in patients with advanced HCC. However, 
the regimen failed to show survival benefit.
ClinicalTrials.gov Identifier  NCT01205828.

Keywords  Refractory · Hepatocellular carcinoma · 
Temozolomide · Veliparib

Introduction

HCC is known as one of the most lethal human cancer 
types, mostly due to its resistance to chemotherapy and 
radiation. It is the second most common cause of cancer 
death in men and the sixth most common in women world-
wide; this is largely due to the fact that only 30–40 % of the 
patients are amenable to curative treatment at diagnosis [1]. 
Curative treatments include liver resection, transplant, or 
local ablation. Five-year survival for well-selected patients 
who undergo curative therapy is 60–70  % [2]. However, 
most patients are not eligible for curative treatment and 
have a dismal prognosis. Sorafenib (Nexavar, Bayer/Onyx), 
a multi-targeted orally active small molecule tyrosine 
kinase inhibitor, is the first systemic therapy that has shown 
survival benefit in patients with HCC, prolonging PFS 
and OS by 2–3  months. However, the sorafenib response 

Abstract 
Purpose  To determine the antitumor efficacy and toler-
ability of combination temozolomide (TMZ) and veliparib 
(ABT-888) in patients with advanced, sorafenib-refractory 
hepatocellular carcinoma (HCC).
Methods  This single-arm phase II trial enrolled patients 
with pathologically confirmed, sorafenib-refractory HCC. 
All patients received 40 mg ABT-888 PO daily on days 1–7 
and 150  mg/m2 TMZ PO daily on days 1–5 of a 28-day 
cycle. The primary endpoint was objective response rate 
(ORR) at 2 months. Secondary endpoints included overall 
survival (OS), progression-free survival (PFS), and toxic-
ity profile. Tumor response was assessed every 2 cycles 
using RECIST criteria, and toxicities were assessed using 
CTCAE v4.03.
Results  We enrolled 16 patients in the first phase of the 
trial, but the study was discontinued due to a poor ORR; 
only four patients (25  %) had SD after 2 cycles. Twelve 
patients (75  %) were taken off study after 2  months of 
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rate is less than 5  % [3, 4]. Due to the aggressive nature 
of HCC, patients with unresectable disease have a median 
survival of approximately 6–20  months following diag-
nosis [5]. Although locoregional therapies such as trans-
arterial chemoembolization (TACE) and radiofrequency 
ablation (RFA) may improve outcomes [6, 7], HCC shows 
resistance to conventional chemotherapy. Thus, there is an 
urgent need for improved treatment options. One mecha-
nism of tumor resistance to cytotoxic therapy is via repair 
of damaged DNA, and we attempted to overcome this form 
of tumor resistance by targeting tumor DNA repair path-
ways, namely those involving poly(ADP-ribose)-polymer-
ase (PARP) 1 and 2.

DNA-damaging treatments such as cytotoxic chemo-
therapy are still a treatment mainstay for many patients 
with cancer. PARP-1 and PARP-2 are nuclear enzymes that 
become activated in response to DNA damage and facilitate 
DNA repair [8, 9]. Thus, PARP inhibition will result in less 
efficient DNA repair following a cytotoxic insult. As cancer 
cells are genetically unstable, often exhibiting complex kar-
yotypes that include large deletions, insertions, and unbal-
anced translocations of chromosomal material, these cells 
are more susceptible than normal tissues to DNA damage-
induced cytotoxicity [10, 11]. Deficiencies in mismatch 
repair and homologous recombination processes are associ-
ated with the largest number of malignancies. These defi-
ciencies render cells more dependent on PARP for DNA 
repair and hence more sensitive to PARP inhibition [12]. 
PARP-enabled DNA repair may also compensate for the 
loss of other repair pathways. Thus, significantly increased 
poly-ADP-ribosylation and PARP expression was found in 
HCC samples compared with adjacent normal liver tissue 
from the same patient following surgical excision and anal-
ysis [13]. Higher expression of PARP in cancer cells com-
pared with normal cells has been linked to drug resistance 
and the overall ability of cancer cells to sustain genotoxic 
stress [14–17].

ABT-888 is an orally bioavailable PARP-1/2 inhibitor 
that possesses an excellent efficacy and pharmacokinetic 
profile. ABT-888 has been shown to enhance the antitumor 
activity of DNA-damaging agents such as temozolomide, 
irinotecan, cyclophosphamide, and cisplatin [18], and there 
is great potential for the broad use of ABT-888 in combina-
tion with a host of chemo- and radiotherapeutic regimens, 
making it an attractive agent for clinical development.

TMZ is a well-studied DNA-methylating agent that 
crosses the blood–brain barrier and is licensed for the treat-
ment of gliomas and frequently used off-label for malig-
nant melanoma and HCC [19]. TMZ is an oral agent with 
a broad spectrum of antitumor activity and relatively low 
levels of toxicity. In this study, we present the first phase 
II trial utilizing the combination of TMZ and ABT-888 in 

the treatment of advanced, non-transplantable, sorafenib-
refractory HCC.

Materials and methods

Patients and clinical study design

This was an open-label single-arm phase II trial using 
TMZ and ABT-888 as second-line treatment in patients 
with advanced sorafenib-refractory HCC (IRB# 2009-268). 
Patients enrolled in this study received ABT-888 PO 40 mg 
daily on days 1–7 and temozolomide PO 150 mg/m2 daily 
on days 1–5 in 28-day cycles. The trial followed a modi-
fication of Simon’s two-stage optimal design as imple-
mented by Hanfelt et al. [20]. For the first stage, 16 patients 
were accrued. If only 0 or 1 of the 16 patients demonstrated 
disease control during treatment, the treatment would be 
rejected and the trial stopped. However, if at least 2 patients 
(13  %) responded to treatment in the first stage, then an 
additional 33 patients would be recruited to enter into the 
second stage, for a total of 49 patients in this phase II study.

Eligible patients had to be at least 18 years old, have his-
tologically and cytologically confirmed, radiographically 
measurable hepatocellular carcinoma, and have demon-
strated disease progression on first-line sorafenib therapy. 
Progression on sorafenib was defined as radiological or 
clinical progression or documented unacceptable toxicity. 
Patients also had to be Child-Pugh class A or B and have an 
Eastern Cooperative Oncology Group (ECOG) performance 
status score of 0–2 [21]. Other inclusion criteria included 
adequate bone marrow (absolute neutrophil count ≥1500/
mm3; and platelets ≥75,000/mm3), liver function (aspar-
tate transaminase and alanine transaminase ≤3.0 times the 
upper limit of normal range unless liver metastases are pre-
sent, in which case ≤5.0 times the upper limit of normal 
range), and renal function (creatinine clearance ≥30 ml/min 
as calculated by the Cockroft-Gault Equation). Exclusion 
criteria included prior TMZ or PARP inhibitor (ABT-888 or 
other) treatment, anticipation of major surgery during study, 
or concurrent malignancy other than HCC.

Within 30 days of enrollment, each patient received an 
initial clinical evaluation; had laboratory tests performed; 
and underwent a CT scan of the chest, abdomen, and pel-
vis, as well as an MRI of the liver. During treatment, 
patient status was monitored by a complete blood count 
every 2 weeks for the first two cycles and every 4 weeks 
thereafter; a complete metabolic panel with serum alpha-
fetoprotein (AFP) measured every 4 weeks; clinical evalu-
ation every 2 weeks for first two cycles and every 4 weeks; 
and radiological imaging every two cycles unless oth-
erwise indicated. Tumor response and progression were 
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determined according to the Response Evaluation Criteria 
in Solid Tumors (RECIST) [22]. Toxicity was assessed 
at every visit using Common Terminology Criteria for 
Adverse Events (CTCAE) version 4.03. Patients were dis-
continued from the study in the event of disease progres-
sion, uncontrolled side effects, loss to follow-up, or with-
drawal of consent. The MedStar/Georgetown Institutional 
Review Board approved the ethical, legal, and social impli-
cations of the study.

Statistical analysis

The primary objective of this single-arm phase II study 
was to assess the efficacy of ABT-888 and TMZ as a neo-
adjuvant therapy in HCC in terms of ORR after 2 months 
of treatment; this was defined as the combined percent-
age of patients who had CR, PR, and SD. Secondary 
endpoints included OS (defined as the number of months 
between a patient’s enrollment and his/her date of death), 
PFS (defined as the number of months between a patient’s 
enrollment and his/her radiographically confirmed disease 
progression or death), the toxicity profile, and correla-
tions between biological markers and tumor response to 
the combination therapy. Kaplan–Meier methodology was 
used to analyze PFS and OS, which were reported with a 
95 % confidence interval (CI). The log-rank test was used 
to assess the association between clinical factors and sur-
vival. A P value <0.05 was considered statistically signifi-
cant. SAS software version 9.3 (SAS Inc. Cary, N.C.) was 
used for statistical analysis.

Results

Patient characteristics

Between October 2010 and September 2013, 16 patients 
were accrued to this study. The stable disease status that 
was needed to continue enrollment past the first phase 
was achieved in 4 of the 16 patients (25 %), who experi-
enced stable disease after two cycles of treatment. How-
ever, due to the poor ORR (CR +  PR +  SD) observed, 
accrual to the study was stopped. The demographic and 
baseline characteristics of the enrolled cohort are shown in 
Table  1. The median age was 62 (range, 40–76), and the 
patient group was predominately male (88 %). At baseline 
visit, all patients had an ECOG performance status of 0 or 
1. Eleven patients (69  %) had vascular invasion of their 
tumor, 10 patients (63  %) had liver cirrhosis, and seven 
patients (44 %) had tumor thrombosis. Common etiologies 
of HCC included eight patients (50 %) with viral hepatitis 
C and five patients (32 %) with viral hepatitis B infection. 
Patients were also stratified by most recent serum AFP: 

Seven patients (44  %) had high serum AFP (≥500) and 
nine patients (56 %) had low AFP (<500).

Toxicity

Most patients participating in the trial tolerated the com-
bination therapy well, with most toxicities confined to 
grade 1 or 2 events (Table 2). The most common grade 1 
or 2 adverse events were fatigue (50 %), thrombocytopenia 
(25 %), and nausea (19 %). Five patients (31 %) developed 
grade 3 or 4 adverse events: two counts of thrombocyto-
penia, two counts of severe vomiting, and one count each 
of liver failure, peritoneal bleed, fatigue, nausea, and neu-
tropenia (Table  2). None of the enrolled patients died of 
treatment-related toxicities.

Tumor response

Tumor response to treatment was assessed using CT imag-
ing every 2 cycles of treatment (8  weeks). The median 
number of treatment cycles given to patients enrolled in 

Table 1   Demographics and baseline characteristics of the HCC 
patient cohort

Characteristic Variables n (%)

Age Media (mix–max) 62 (40–76)

Gender Female 2 (12 %)

Male 14 (88 %)

Ethnicity African American 7 (44 %)

Caucasian 5 (32 %)

Asian 2 (12 %)

Other 2 (12 %)

Risk factor Hepatitis C 8 (50 %)

Hepatitis B 5 (32 %)

Non-alcoholic steatohepatitis 2 (13 %)

Alcoholism 1 (6 %)

Cirrhosis Yes 10 (63 %)

No 6 (37 %)

Child-pugh class A 12 (75 %)

B 4 (25 %)

Vascular invasion Yes 11 (69 %)

No 5 (31 %)

Serum alpha-fetoprotein High (>500) 7 (44 %)

Low (<500) 9 (56 %)

Cellular differentiation Well 5 (31 %)

Moderate 8 (50 %)

Poor 3 (19 %)

Tumor thrombosis Yes 7 (44 %)

No 9 (56 %)

ECOG 0 2 (12 %)

1 14 (88 %)
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the trial was two. Ten patients (63 %) had disease progres-
sion after 2 or fewer cycles of treatment and were taken off 
study after their first follow-up imaging scan. Four patients 
(25 %) had stable disease after 2 cycles of treatment: One 
patient demonstrated stable disease for 11 cycles of treat-
ment (16  months); one patient had stable disease for 6 
cycles (6 months) before being taken off study due to dis-
ease progression; one patient had stable disease for 3 cycles 
(3 months) before being taken off study due to non-treat-
ment-related peritoneal bleeding and tumor rupture; and 
the last patient with stable disease was taken off study after 
4 cycles (4  months) due to disease progression. None of 
the patients in the trial demonstrated a partial or complete 
response based on RECIST criteria. Two patients (13  %) 
were taken off study for severe clinical toxicities prior to 
receiving their first imaging scan—one patient was taken 
off study after 4  days of treatment due to severe nausea, 
vomiting, and a Mallory–Weiss tear, and the other patient 
died after 1 month of treatment due to progressive liver cir-
rhosis and hepatorenal syndrome.

Survival and log‑rank analysis

Median PFS (Fig. 1) and OS (Fig. 2) for the entire cohort 
were 1.9 months (95 % CI 1.8–2.0) and 13.1 months (95 % 
CI 0–32.0), respectively. Patients were stratified by serum 
AFP level, presence of tumor vascular invasion, Child-
Pugh grade, and cellular differentiation to measure their 
association with OS and PFS. Using the log-rank test, we 
found that serum AFP, tumor vascular invasion, Child-Pugh 
grade, and cellular differentiation were not significantly 
associated with either OS or PFS after receiving the combi-
nation therapy (Supplementary Figures 1–8).

Discussion

FDA approval of sorafenib, the first and only targeted agent 
for patients with advanced HCC, was an important step 
forward in the treatment of advanced stage hepatic malig-
nancies. However, sorafenib’s clinical benefit is modest, 
prolonging both PFS and OS by only 2–3  months with 
a response rate of less than 5  % [2, 3]. In addition, most 
patients who receive sorafenib eventually develop progres-
sion of their HCC. Given the absence of effective second-
line therapies for patients who have progressed on sorafenib, 
there is an urgent need to find novel treatment combinations.

Table 2   Adverse events 
classified by CTCAE grade in 
patients receiving combination 
treatment

Adverse clinical event Number of Patients (%)

Grade 1 Grade 2 Grade 3

Fatigue 2 (13) 6 (38) 1 (6)

Nausea 3 (19) 0 (0) 1 (6)

Vomiting 2 (13) 0 (0) 2 (13)

Neutropenia 0 (0) 1 (6) 1 (6)

Thrombocytopenia 1 (6) 3 (19) 2 (13)

Peritoneal bleeding from tumor rupture 0 (0) 0 (0) 1 (6)

Liver/kidney failure from hepatorenal syndrome 0 (0) 0 (0) 1 (6)

Reason for treatment discontinuation Number of patients (%)

Disease progression 13 (81)

Grade 3+ clinical toxicity 2 (13)

Death 1 (6)

Fig. 1   Kaplan–Meier curve for progression-free survival
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This study is the first reported in the literature that evalu-
ates the clinical efficacy of the PARP-1/2 inhibitor, ABT-
888, and DNA-methylating agent, TMZ, in advanced HCC 
patients who had disease progression on prior sorafenib 
treatment. The results of the current study show that ABT-
888 and TMZ were well tolerated in patients, although the 
combination therapy did not demonstrate a survival ben-
efit. The median PFS (1.9 months) and OS (13.1 months) 
observed in this study are comparable to the PFS and OS 
observed in patients receiving best supportive care follow-
ing progression on first-line sorafenib [23]. One patient in 
our study had marked disease control, with no progression 
of his HCC for 16 months during treatment. We reviewed 
the disease course of this patient and found that this patient 
had stable disease for 11  months on sorafenib prior to 
enrollment in the current study. Additionally, this patient 
later enrolled in a phase I trial of a drug with a completely 
different mechanism of action and continued to demon-
strate stable disease for 8 months after discontinuing ABT-
888 and TMZ. The prolonged disease control in this patient 
may reflect the slow progression of his cancer, and may not 
be attributed to a specific treatment regimen. Tissue from 
HCC biopsies was obtained from two of the four patients 
who exhibited disease control and five of the ten patients 
who demonstrated disease progression after 2 cycles of 
treatment. However, due to the small number of patients 
(n = 4) who demonstrated disease control, we chose not to 
proceed with molecular analysis of this tissue but instead to 
bank it for future better informed analyses.

All patients eventually developed resistance or intoler-
able clinical toxicities, particularly if the patient had under-
lying liver cirrhosis. Four patients (25  %) had stable dis-
ease after 2 cycles of treatment, but three of these patients 

would be taken off study due to disease progression or non-
treatment-related clinical toxicities after 4 cycles of treat-
ment. Ten patients (63 %) progressed after 2 cycles of treat-
ment, one patient (6  %) died from non-treatment-related 
liver cirrhosis, and one patient (6 %) was taken off study 
after 1 week of treatment due to severe refractory nausea 
and vomiting.

There are several limitations to the current study that 
must be addressed. Due to the small number of patients 
recruited, our findings regarding survival and the toxic-
ity profile should be regarded as exploratory rather than 
confirmatory.

Since 2007, the antitumor efficacy of ABT-888 has been 
evaluated in 83 clinical trials in a myriad of cancer types, 
including breast, ovarian, colon, rectal, pancreas, and lung 
[24]. These studies have improved our understanding of the 
mechanisms by which cancer cells respond and develop 
resistance to PARP-1 and PARP-2 inhibitors. Several fac-
tors may have contributed to HCC resistance to PARP 
inhibition therapy in the current study, such as increased 
expression of DNA repair enzymes. Previous research has 
indicated enhanced homologous recombination capacity 
and defective base excision repair as important contributors 
to ABT-888 and TMZ chemoresistance [25].

Inhibition of PARP-1 activity by ABT-888 limits the 
cell’s ability to repair single-strand DNA breaks via the 
base excision repair pathway, which leads to accumulation 
of double-strand breaks during DNA replication. How-
ever, malignant cells with intact BRCA1 and BRCA2 uti-
lize the homologous recombination pathway as an error-
free rescue mechanism to repair double-strand breaks and 
retain genomic stability [26]. BRCA-deficient cells are 
unable to take advantage of this pathway, and must rely 
on non-homologous end-joining to repair double-strand 
breaks. This pathway is prone to erroneous DNA repair 
and genomic instability, which leads to cancer cell death 
[26]. Patients receiving the combination therapy who have 
BRCA-intact tumors would be less likely to exhibit tumor 
cytotoxicity due to maintenance of homologous recombi-
nation pathway activity. As a result, PARP-1/2 inhibition 
by ABT-888 would be more effective at sensitizing cells 
to single-strand DNA breaks if patients have BRCA- or 
homologous recombination-deficient cancer.

Unfortunately, the prevalence of BRCA mutations in 
HCC is quite low. From whole-genome sequences of over 
1000 HCC cases entered into the Catalogue of Somatic 
Mutations in Cancer (COSMIC) database, rates of BRCA1 
and BRCA2 mutations were 0.07 and 1.7 %, respectively 
[27]. Thus, it remains a challenge to identify patients with 
BRCA-mutated HCC and test the antitumor efficacy of 
PARP inhibitors such as ABT-888 in these patients. As 
mutations in BRCA1 and BRCA2 may predict response 
to PARP inhibition regardless of cancer type, clinical 

Fig. 2   Kaplan–Meier curve for overall survival
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trials testing the efficacy of PARP inhibitors in cancer with 
BRCA1 or BRCA2 mutations may need to be extended 
to all disease types, including HCC. BRCA1 and BRCA2 
mutation testing is not a part of the treatment paradigm for 
HCC, but the increased use of molecular profiling for solid 
tumors may mitigate the difficulty in identifying candidate 
patients for PARP inhibition therapy.

Patients with advanced HCC may harbor defects in other 
genes involved with the repair of double-stranded DNA 
breaks, such as those involved in the MRE11-RAD50-
NBN1 (MRN) complex [28]. However, no studies have 
demonstrated an association between defects in these genes 
and sensitivity to PARP inhibition.

Due to evident patient selection difficulties, identifying 
additional markers that predict which patients will benefit 
from ABT-888 and TMZ therapy is worthwhile. One can-
didate marker is the expression level of O6-methylguanine 
DNA methyltransferase (MGMT), a DNA repair enzyme 
that plays a crucial role in maintaining genomic stability in 
HCC [29]. This protein is mainly regulated at the epigenetic 
level through CpG island promoter methylation, which in 
turn causes functional silencing of the gene [30]. Studies 
have shown that 50–60 % of HCC tumors are MGMT defi-
cient at the genetic and proteomic level [31]. MGMT meth-
ylation and/or low expression have been correlated with 
response to alkylating agents such as temozolomide and 
dacarbazine. MGMT expression levels have been incorpo-
rated into numerous molecular profiling assays, which may 
help clinicians identify patients with advanced HCC who 
are most like to benefit from ABT-888 and TMZ therapy.

HCC is a highly vascularized tumor that relies on a per-
fuse supply of blood for growth and metastasis. Human 
fibroblasts exposed to hypoxic conditions demonstrated 
compromised repair of double-strand DNA breaks, result-
ing in increased chromosomal instability [32]. It may be 
worthwhile to combine ABT-888 and TMZ with locore-
gional therapies such as TACE or trans-arterial radioem-
bolization (TARE), which physically obstruct the arterial 
blood supply of tumors and potentiate tumor hypoxia.

In conclusion, the combination of TMZ and ABT-888 
is relatively well tolerated in patients with advanced HCC. 
However, the regimen failed to demonstrate clinical activ-
ity in unselected patients. Predictive biomarkers that allow 
selection of patients who will respond to combination ABT-
888 and TMZ should be further investigated in a variety of 
cancer types, including HCC.

Acknowledgments  We thank Marion Hartley of the Ruesch Center 
at Georgetown Lombardi for her review and editing of this document.

Compliance with ethical standards 

Conflict of interest  None.

Open Access  This article is distributed under the terms of the Crea-
tive Commons Attribution 4.0 International License (http://creativecom-
mons.org/licenses/by/4.0/), which permits unrestricted use, distribution, 
and reproduction in any medium, provided you give appropriate credit 
to the original author(s) and the source, provide a link to the Creative 
Commons license, and indicate if changes were made.  

References

	 1.	 Llovet JM, Burroughs A, Bruix J (2003) Hepatocellular carci-
noma. Lancet 362(9399):1907–1917

	 2.	 Tang Z-Y, Zhou X-D, Ma Z-C, Wu Z-Q, Fan J, Yang B-H (1998) 
Multimodality treatment of hepatocellular carcinoma. J Gastro-
enterol Hepatol 13(11-s4):S315–S319

	 3.	 Llovet JM et al (2008) Sorafenib in advanced hepatocellular car-
cinoma. N Engl J Med 359:378

	 4.	 Roberts LR (2008) Sorafenib in liver cancer: just the beginning. 
N Engl J Med 359:420

	 5.	 Manghisi Giuseppe, Elba Silvana, Mossa Ascanio, Giorgio Anto-
nio, Aloisio Vincenza, Perrotta Anna et al (1998) A new prognos-
tic system for hepatocellular carcinoma: a retrospective study of 
435 patients. Hepatology 28:751–755

	 6.	 Befeler AS (2005) Chemoembolization and bland embolization: 
a critical appraisal. Clin Liver Dis 9(2):287–300

	 7.	 Jansen MC et al (2005) Outcome of regional and local ablative 
therapies for hepatocellular carcinoma: a collective review. Eur J 
Surg Oncol 31(4):331–347

	 8.	 Chiarugi A (2002) Poly(ADP-ribose) polymerase: killer or con-
spirator? The ‘suicide hypothesis’ revisited. Trends Pharmacol 
Sci 23(3):122–129

	 9.	 Virag L, Szabo C (2002) The therapeutic potential of poly(ADP-
ribose) polymerase inhibitors. Pharmacol Rev 54(3):375–429

	10.	 DePinho RA, Polyak K (2004) Cancer chromosomes in crisis. 
Nat Genet 36(9):932–934

	11.	 Sharpless NE, DePinho RA (2004) Telomeres, stem cells, senes-
cence, and cancer. J Clin Invest 113(2):160–168

	12.	 Curtin NJ et  al (2004) Novel poly(ADP-ribose) polymerase-1 
inhibitor, AG14361, restores sensitivity to temozolomide in mis-
match repair-deficient cells. Clin Cancer Res 10(3):881–889

	13.	 Nomura F et al (2000) Enhancement of poly-adenosine diphos-
phate-ribosylation in human hepatocellular carcinoma. J Gastro-
enterol Hepatol 15(5):529–535

	14.	 Wielckens K et  al (1980) ADP-ribosylation of nuclear proteins 
in normal lymphocytes and in low-grade malignant non-Hodgkin 
lymphoma cells. Eur J Biochem 104(1):279–287

	15.	 Hirai K, Ueda K, Hayaishi O (1983) Aberration of 
poly(adenosine diphosphate-ribose) metabolism in human colon 
adenomatous polyps and cancers. Cancer Res 43(7):3441–3446

	16.	 Tomoda T et  al (1991) Enhanced expression of poly(ADP-
ribose) synthetase gene in malignant lymphoma. Am J Hematol 
37(4):223–227

	17.	 Shiobara M et  al (2001) Enhanced polyadenosine diphos-
phate-ribosylation in cirrhotic liver and carcinoma tissues in 
patients with hepatocellular carcinoma. J Gastroenterol Hepatol 
16(3):338–344

	18.	 Davar D, Beumer JH, Hamieh L, Tawbi H (2012) Role of 
PARP inhibitors in cancer biology and therapy. Curr Med Chem 
19(23):3907–3921

	19.	 Findlay M, C.S., Boyer M, Sullivan A, Dugan M, Statkevich 
P, Reyderman L, Teriana N, Cox K (1998) Temozolomide in 
patients with hepatocellular carcinoma (HCC), cirrhosis and por-
tal hypertension: a phase II/pharmacokinetics (PK) study

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/


1079Cancer Chemother Pharmacol (2015) 76:1073–1079	

1 3

	20.	 Hanfelt JJ, Slack RS, Gehan EA (1999) A modification of 
Simon’s optimal design for phase II trials when the criterion is 
median sample size. Control Clin Trials 20(6):555–566

	21.	 Oken MM, Creech RH, Tormey DC et  al (1982) Toxicity and 
response criteria of the eastern cooperative oncology group. Am 
J Clin Oncol 5:649–655

	22.	 Therasse P, Arbuck SG, Elisenhauer EA et al (2000) New guide-
lines to evaluate the response to treatment in solid tumors. J Natl 
Cancer Inst 92:205–216

	23.	 Pressiani T, Rimassa L, Boni C, Labianca R, Fagiuoli S, Ardiz-
zoni S et al (2011) Phase II randomized trial on dose-escalated 
sorafenib (S) versus best supportive care (BSC) in patients 
with advanced hepatocellular carcinoma (HCC) with disease 
progression on prior sorafenib treatment. J Clin Oncol 29(15 
Suppl):4115

	24.	 National Cancer Institute (2015) Search for Studies: ABT-888. 
ClinicalTrials.gov. U.S. National Institutes of Health

	25.	 Liu X, Han EK, Anderson M, Shi Y, Semizarov D, Shoemaker 
AR et  al (2009) Acquired resistance to combination treatment 
with temozolomide and ABT-888 is mediated by both base exci-
sion repair and homologous recombination DNA repair path-
ways. Mol Cancer Res 7(10):1686–1692

	26.	 Underhill C, Toulmonde M, Bonnefoi H (2011) A review 
of PARP inhibitors: from bench to bedside. Ann Oncol 
22(2):268–279

	27.	 Wellcome Trust Sanger Institute (2015) BRCA1 and BRCA2 
mutations in hepatocellular carcinoma. COSMIC: catalogue of 
somatic mutations in cancer

	28.	 Czornak Kamila, Chughtai Sanaullah, Chrzanowska Krystyna 
H (2008) Mystery of DNA repair: the role of the MRN com-
plex and ATM kinase in DNA damage repair. J Appl Genet 
49(4):383–396

	29.	 Asghar Uzma, Meyer Tim (2012) Are there opportunities for 
chemotherapy in the treatment of hepatocellular cancer? J Hepa-
tol 56(3):686–695

	30.	 Nakagawachi T, Soejima H, Urano T, Zhao W, Higashimaoto K, 
Satoh Y, Matsukura S, Kudo S, Kitajima Y, Harada H, Furukawa 
K, Matsuzaki H, Emi M, Nakabeppu Y, Miyazaki K, Sekiguchi 
M, Mukai T (2003) Silencing effect of CpG island hypermeth-
ylation and histone modifications on O6-methylguanine-DNA-
methyltransferase (MGMT) gene expression in human cancer. 
Oncogene 22:8835–8844. doi:10.1038/sj.onc.1207183

	31.	 Matsukura S, Soejima H, Nakagawachi T, Yakushiji H, Ogawa 
A, Fukuhara M (2003) CpG methylation of O6-MGMT and 
hMLH1 promoter in hepatocellular carcinoma associated with 
hepatitis viral infection. Br J Cancer 88:521–529

	32.	 Kumareswaran R, Ludkovski O, Meng A, Sykes J, Pintilie M, 
Bristow RG (2012) Chronic hypoxia compromises repair of 
DNA double-strand breaks to drive genetic instability. J Cell Sci 
125(1):189–199

http://dx.doi.org/10.1038/sj.onc.1207183

	Phase II study of temozolomide and veliparib combination therapy for sorafenib-refractory advanced hepatocellular carcinoma
	Abstract 
	Purpose 
	Methods 
	Results 
	Conclusion 
	ClinicalTrials.gov Identifier 

	Introduction
	Materials and methods
	Patients and clinical study design
	Statistical analysis

	Results
	Patient characteristics
	Toxicity
	Tumor response
	Survival and log-rank analysis

	Discussion
	Acknowledgments 
	References




