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Abstract High relatedness among society members is be-
lieved important for the evolution of highly cooperative
behaviours, yet queens of many social insects mate with
multiple males which reduces nestmate relatedness and
imposes also direct costs on queens. While theoretical models
have suggested explanations for this puzzling queen behaviour,
empirical studies fail to provide consistent answers especially
for species with moderate levels of multiple mating. This may
result from multiple mating only conferring benefits in some
environments, as suggested by recent genetic variance theory
and considerations on types of traits, direct costs and benefits.
All concur in an expectation of higher levels of multiple mating
in more complex or milder environments, and we perform a
first, broad test of this idea by comparing mating strategies of
queens in Lasius niger ants from northern (harsh, cold
stressed) and southern populations (milder, greater bio-
complexity). First, we collected new genetic data from Ireland
and Southern France and then compared these to data on
Swiss and Swedish populations. Queens from northern
populations were near exclusively single mated and even at
times inbred (in Ireland), whereas southern queens showed
high levels of multiple mating, leading to more genetically
diverse colonies in the south. Equally, paternity skew was
greater in the north, as expected if northern queens only
remate when their first mate transfers few sperm. Our findings
are consistent with the idea that environment type may affect
mating strategies in social insects and calls for an exploration
of such effects.
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Social insects, such as ants, many bees and wasps, are
characterized by cooperative foraging, nest defense and
maintenance, and a division of labour between queens
(which mate and lay eggs) and their workers (helper
daughters that rear the brood). High relatedness in colonies
is believed important for the evolution and maintenance of
such a sophisticated sociality (Crozier and Pamilo 1996),
yet in approximately 25% of all species queens have
multiple mates (Page 1986; Keller and Reeve 1994;
Boomsma and Ratnieks 1996; Crozier and Pamilo 1996;
Crozier and Fjerdingstad 2001; Kronauer et al. 2007;
Hughes et al. 2008), which reduces relatedness in colonies
and so the inclusive fitness of workers (Hamilton 1964). A
recent comparative study found support that multiple
mating may be able to evolve because workers are stuck
in a helping role in some species, being unable to mate and
store sperm (Hughes et al. 2008). This, however, overlooks
the fact that a low fitness pay-off from helping may impose
selection on female larvae to selfishly develop into gynes
(young queens) rather than workers (imposing costs on the
colony; cf. Wenseleers et al. 2003; see also Aron et al.
1999). Multiple mating can also be costly for queens,
directly, via increased risk of disease or predation, increased
energy expenditure, and is known to decrease immune
responses (Baer et al. 2006). It is therefore puzzling that
multiple mating is frequent and phylogenetically wide-
spread (Hughes et al. 2008; see also Crozier and Page 1985;
Boomsma and Ratnieks 1996; Crozier and Fjerdingstad
2001; Boomsma et al. 2009).

To understand the evolution of multiple mating by social
insect queens considerable theoretical work has been done
(reviews by Crozier and Page 1985; Boomsma and
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Ratnieks 1996; Crozier and Fjerdingstad 2001; see also
Rüppell et al. 2008; Gove et al. 2009), but a long series of
empirical studies has found varying levels of support for
these models. For example, consistent support has not been
found for the suggestion that queens mate multiply in order
to attain sex ratios more favourable for them, in the context
of worker–queen conflict (Ratnieks and Boomsma 1995;
Sundström and Ratnieks 1998; Fjerdingstad et al. 2002) or
for the sperm limitation hypothesis that multiple mating
increases the lifetime fecundity of queens (Fjerdingstad et
al. 1998; Fjerdingstad 2004; Kraus et al. 2004). Equally,
variable support has been obtained for the most favoured
set of hypotheses, those centered on potential benefits for
colonies (and so queens) of having a genetically more
diverse worker force. Worker caste diversity, colony growth
and survival increases with genetic diversity from multiple
mating in army ants and harvester ants, respectively (Jaffe
et al. 2007; Cole and Wiernasz 1999, Wiernasz et al. 2008;
see also Hughes et al. 2003; Jones et al. 2004; Fjerdingstad
and Crozier 2006), and highly diverse colonies of leafcutter
ants and honeybees (in some studies) show improved
resistance to parasites (Tarpy 2003; Hughes and Boomsma
2004, 2005; Seeley and Tarpy 2007; Mattila and Seeley
2007) fitting theoretical expectations (Crozier and Page
1985; Sherman et al. 1988; Boomsma and Ratnieks 1996;
Schmid-Hempel 1998; Crozier and Fjerdingstad 2001; see
also Rüppell et al. 2008, Gove et al. 2009); however,
studies on other social insects have failed to find support
that increased genetic diversity due to multiple mating has
clear benefits for colony and queen fitness (Fjerdingstad et
al. 1998, 2003; Pedersen and Boomsma 1999; Fjerdingstad
2004, Trontii et al. 2007, Pearcy et al. 2009).

Advances in our understanding of queen mating strategies
may be possible by considering the idea that selection on
queen strategies could covary with the local environment.
Indeed, a recent genetic variance model predicted that milder
versus harsher environments would select differentially on
queen strategies (Rüppell et al. 2008; see also Pamilo 1993).
Rüppell et al.’s (2008) model assumes that in harsh
environments only exceptionally good colonies survive,
which imposes directional selection favouring single mating,
whereas colonies close to average performance may do well
enough to survive in milder habitats (Fig. 1 in Rüppell et al.
2008). This would confer an advantage on multiple-mated
queens in milder habitats, as multiple paternity reduces
variance in colony performance when genetic variation for
household tasks exist (Rüppell et al. 2008). Another new
simulation paper demonstrated that the number of tasks that
a colony must perform affects the selective value of having
multiple patrilines in colonies (Gove et al. 2009). Notably,
even moderate numbers of mates were found to increase
colony fitness considerably under certain combinations of
task numbers, environmental variability and behavioural

thresholds (Gove et al. 2009). Combined, these theoretical
results suggest that multiple mating may bring queens and
their colonies greater benefits in more benign or complex
environments while single mating should be favoured in
harsher and simpler environments.

One variable likely to greatly affect the harshness of the
environment for social insects such as ants is summer
temperature because it affects brood development and can
dramatically delay colony growth (e.g. Lasius niger ants,
Kipyatkov et al. 2004). It has indeed been shown, that the
rate of brood development as a function of temperature
shows latitudinal variation across Russia in a manner
consistent with local adaptation to maximize usage of
warm summer temperatures (Kipyatkov et al. 2004). Colder
habitats in the north of Europe may also constitute
comparatively simple environments for social insects. This
is because Southern Europe generally enjoys a greater
biodiversity as regards both flora and fauna than do
northern regions (Gaston 2000), and colonies of social
insects in southern environments may therefore need to deal
with greater numbers of tasks (foraging on diverse
resources, dealing with more competitor species, potentially
more predator types and parasites, see e.g. Boomsma et al.
1982 on Lasius ants). This suggests the broad hypothesis
that multiple mating may bring more benefits for queens
and colonies of social insects in Southern European climes
(milder and greater biotic diversity) than under northern
skies (see also Rüppell et al. 2008). As a first step towards
testing whether queen strategies covary with habitat
characteristics, we can determine whether the number of
mates per queen are greater in Southern Europe than in the
north and if this leads to greater within-colony genetic
diversity in the south. If support is found in such a broad
test, specific factors responsible for among-habitat variation
in queen mating behaviour can be pinpointed later via
targeted analyses of specific environmental factors. Studies
such as this have never been performed, in fact only one
study ever tested for variation in the numbers of mates per
queen among multiple populations, the one by Boomsma
and van der Have (1998) on L. niger meadow ants in
England, Holland and Denmark. Though a seminal study,
the latter did not test whether observed differences in queen
strategies covaried with habitat types.

We here use L. niger ants to test the hypothesis that
queen mating strategies may covary with broad habitat type
in social insects. These ants are well suited test organisms,
not only because their mating strategies vary between
regions (Boomsma and van der Have 1998), but because
they occupy habitats varying greatly in the degree of
climatic harshness, temperature and general biotic diversity
(Gaston 2000) (from Southern Fennoscandinavia, Ireland to
Northern Spain/Southern France and over to Eastern
Russia; Seifert 1992). First, we collected new data on
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queen mating strategies via microsatellite DNA analyses on
worker offspring from two L. niger populations represent-
ing northern (Dublin, Ireland) and southern (Cannes,
France) European habitats. Then we combined these with
previous findings from another pair of north–south pop-
ulations (Uppsala, Sweden and Lausanne, Switzerland,
respectively; Fjerdingstad et al. 2002; 2003) to test whether
southern populations as expected (Rüppell et al. 2008 and
above) exhibit higher levels of multiple mating and if this
translates into greater genetic diversity in colonies.

Materials and methods

Sample collection and genetic analyses

In summer 2007, one of us (E.J.F.) collected samples of
workers from mature colonies of L. niger in populations in
Dublin, Ireland (17 colonies) and Cannes, France (15
colonies) (Fig. 1). All samples were stored in RNAlater
solution (Ambion Inc.) and shipped back to the US for storage
at −25°C until genomic DNAwas extracted with the DNeasy
Blood and Tissue kit (Qiagen Inc.) and their insect protocol.
Using four dinucleotide repeat microsatellite markers, L10-53,
L10-282, L10-174 and L1-5 previously shown not to be
linked (Fjerdingstad et al. 2002, 2003), we genotyped up to 20
workers per colony (Table 1). Primers were fluorescently
labelled with 6-FAM, PET or VIC (Eurofins MWG Operon)
or NED (Applied Biosystems Inc.). L10-53 and L10-282
(6-FAM and NED-labelled, respectively) were amplified
together, as were L10-174 and L1-5 (PET and VIC,
respectively). Reaction mixes for markers L10-282 and L10-
53 consisted in 1x reaction buffer containing 1.5 mM MgCl2,

300 μM dNTP, 0.4 μM and 0.8 μM primer, respectively,
0.04 U of Top Taq (Qiagen Inc.) per microlitre and double
distilled water to a total reaction volume of 20 μl. Mixes for
markers L10-174 and L1-5 were the same with 0.4 μM and
0.8 μM primer, respectively. PCR programmes comprised a
2-min initial denaturation at 94°C, followed by 30 cycles of
30 s of denaturation at 94°C, 40 s of annealing at 54°C and
30 s of elongation at 72°C, ending with a 20-min elongation
at 72°C. The same programme was used for all loci.

After PCR, the two products per individual ant were mixed
by transferring aliquots of 5 μl from each to a new tube/well
and mixing with 45 μl of double distilled water. These diluted
PCR products (four loci per ant) were then sent to the Nevada
Genomics Center for fragment analysis on an ABI3730 DNA
Analyzer, allowing separation and sizing of alleles. Based on
resulting peak diagrams, alleles were designated using
Genemarker 1.70 (SoftGenetics Corp.).

Pedigree analyses

All four microsatellite loci were highly polymorphic in both
populations, with 14 to 19 alleles per locus and heterozygosities
above 0.74 in all cases in the full data set. Using Microchecker
2.2.3 (van Osterhout et al. 2004) (on a dataset consisting in
one worker per colony) we found no evidence that our loci
had null alleles in either population (employing 95%
confidence intervals for our tests), supporting that all
genotypes were correctly readable. The high allelic diversity
meant a very low probability of two unrelated males carrying
the same alleles at all loci (patriline nondetection error;
Pamilo 1993) in both populations (Ireland, 0.0009; Southern
France, 0.001; based on allele frequencies obtained using
Relatedness 4.2; Queller and Goodnight 1989). Our markers

IRELAND

SWEDEN

SWITZERLAND

SOUTHERN FRANCE

North Sea

Fig. 1 Locations of the Irish
(Dublin) and Southern French
(Cannes) populations sampled in
summer 2007, along with the
Swedish (Uppsala) and Swiss
(Lausanne) populations studied
earlier by Fjerdingstad et al.
(2002)
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therefore allowed a powerful resolution of the sociogenetic
structure of colonies.

From the genotypes of workers, we inferred parental
genotypes for each colony and determined the numbers of
mates per queen (as in Fjerdingstad et al. 1998; 2002). This
was possible because males are haploid in ants (Crozier and
Pamilo 1996) and so carry only one allele at each locus
which is transmitted to all their offspring, leading to an
across-locus association of paternal alleles. We assumed
multiple paternity only when the data were not compatible
with single paternity (like the ‘narrow deduction option’ in
Matesoft, Moilanen et al. 2004). To support the correctness
of our inferences, we also confirmed via χ2 tests that
worker genotypes were consistent with Mendelian segrega-
tion of alleles in heterozygous queens. Next, to assess the
genetic effects of multiple mating which depend also on
variation in siring success among mates of the same queen,
we estimated effective paternity (meped) (Boomsma and
Ratnieks 1996) based on the observed contribution of each
father to the worker brood (Starr 1984). Given the paternity
skews previously found for L. niger (Fjerdingstad et al.
2002), the average numbers of workers we analyzed per
colony (Table 1) should ensure a strong power to detect all
patrilines (Pedersen and Boomsma 1999). Nevertheless,
sample sizes were limited for a few colonies and therefore
we applied Nielsen et al.’s (2003) correction to the entire
dataset to achieve sample size unbiased estimators of the
effective numbers of fathers per colony. Finally, we
calculated the expected nestmate relatedness of workers in
each colony (Rped) based on the effective paternity (meped).

Regression relatedness

To obtain independent estimates of the sociogenetic
structure of colonies, we estimated nestmate relatedness

directly via the genetic similarity between members of the
same colony as compared to the background population
(Queller and Goodnight 1989). We used only the popula-
tion in question as the background population due to the
great geographical distance separating the Southern French
and Irish populations (Fig. 1). Nestmate relatedness and
effective paternity estimated via pedigree analyses and
regression techniques were significantly positively correlat-
ed (results not shown) and gave the same qualitative results
in all further tests. Therefore, we only present values and tests
for pedigree effective paternity and regression relatedness in
this paper.

Population genetics

As the degree to which multiple mating increases genetic
diversity in colonies is reduced by inbreeding, we tested for
evidence that such occurs. We based our tests on the first
workers of each colony, first estimating allelic richness at
each locus for both populations using FSTAT vs. 2.9.3.2
(Goudet 1995), then testing if genotype distributions fit
those expected under random mating or showed a deficit of
heterozygotes using GENEPOP 4.0 (Raymond and Rousset
1995). Finally, based on inferred parental genotypes, we
tested directly whether queens were related with their
mates, using Relatedness 4.2 (Queller and Goodnight
1989).

Comparisons of populations

We combined our data with those of two other L. niger
populations from Uppsala in Sweden and Lausanne in
Switzerland (Fjerdingstad et al. 2002, 2003) to determine
whether the number of mates per queen and effective
paternity were greater in southern populations (Rüppell et

Table 1 Variation in the number of mates and effective paternity between Irish and Southern French L. niger populations, estimated via offspring
analysis using four microsatellite loci

Effective paternity

Population Ncolonies nworkers (mean±SD) N mates/queen meped meped, N
a meR

b

Ireland 17 17.9±3.2 1.18 1.08 1.08 1.00

Southern France 15 16.1±4.8 2.00 1.74 1.91 2.01

Sweden 52 10.0±3.0 1.11 1.09c 1.11c 1.00c

Switzerland 61 19.4±2.1 1.73 1.40c 1.44c 1.63c

For comparison, data are shown for populations in Sweden (Uppsala) and Switzerland (Lausanne) studied previously (Fjerdingstad et al. 2002)
a Corrected using Nielsen et al.’s (2003) sample size unbiased method
b meR is 1 (and not lower) for Ireland (Dublin) despite regression relatedness of nestmate rR=0.77 because effective paternity cannot be less than 1 (single
mating) (Laidlaw and Page 1984)
c Recalculated as arithmetic means from Fjerdingstad et al. (2002), meped, N determined using Nielsen et al’s (2003) sample size bias correction; note meped
and meped,.N for Switzerland are based on only 59 colonies as patriline designation was not possible with certainty for two colonies (two different possible
scenarios, but both giving the same number of fathers)
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al. 2008) and nestmate relatedness lower. Also, we tested
whether multiple mating increased genetic diversity of
colonies less in the north or in populations where this queen
behaviour is rare, as we may expect if queens in such
populations only remate when a mate transfers a subaverage
sperm load (leading to high paternity skew; Boomsma and
van der Have 1998). To test these hypotheses, we calculated
for each population the mean B skew index (which represents
the variance in siring success controlled for expected variance
due to chance, Nonacs 2000), using the Skew Calculator
2003 (Nonacs 2003). For all tests, whenever our data did not
meet the assumptions for parametric analyses, we employed
non-parametric equivalents.

Results

Pedigree analyses

We found that a strategy of multiple mating dominated among
queens in the population from Southern France, with ten out of
15 colonies (67%) having two or more mates per queen. By
contrast, single mating prevailed among queens from the Irish
population, with only two out of 17 (11.8%) colonies having
multiple-mated queens (Fig. 2). These among-population
differences in the prevalence of multiple mating in Ireland
vs. Southern France were significant (Fig. 2; Mann–Whitney
U test, U=57.5, n1=17, n2=15, P=0.007). Equally, the
average number of fathers per colony was significantly higher
in the Southern French than in the Irish population (Mann–
Whitney U=58.0, n1=15, n2=17, P=0.008, Fig. 3). Thus,
while our genetic analyses showed that all colonies contained
only one queen, the number of mates per queen ranged from
one to three in Ireland and from one to four in Southern
France (Fig. 3). Effective paternity meped was equally
significantly lower in Ireland (Table 1; range, 1–2.2) than in

Southern France (range, 1–4.6) (Mann–Whitney U=54.5, n1=
15, n2=17, P=0.005).

Regression relatedness

Average nestmate relatedness was much higher in the Irish
population of L. niger (r=0.77±0.019 SE by colony) than in
the Southern French (r=0.59±0.046 SE by colony) and this
was significant (Mann–Whitney U=55, n1=15, n2=17, P=
0.005). Additionally, in Southern France colonies headed by
multiple-mated queens had a significantly lower nestmate
relatedness (r=0.54±0.13) than single paternity colonies (r=
0.77±0.07) (Mann–Whitney U=3.0, n1=5, n2=10, P=0.007,
Fig. 4) (no test performed for Ireland as only two multiple
paternity colonies were found, leading to a low statistical
power). Thus, in the southern French population multiple
mating on average reduced nestmate relatedness to 72% of the
value for a colony of full siblings (0.75), which is 46% of the
maximum possible reduction that multiple paternity can cause.

Population genetics

In the dataset of one worker per colony, allelic richness was
great and heterozygosity very high for all loci and

Fig. 3 Numbers of colonies headed by queens with one, two, three or
four mates in Ireland (Dublin, dark bars) and Southern France
(Cannes, light bars)
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Fig. 2 Differences in the prevalence of multiple mating by L. niger
queens in populations from Southern France, Ireland, Sweden and
Switzerland (Swiss and Swedish data from Fjerdingstad et al. 2002)

Fig. 4 Regression nestmate relatedness in colonies headed by single
versus multiple-mated queens in Southern French (light bars) and
Irish (dark bars) populations
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populations (Table 2). Observed genotype distributions did
not deviate significantly from Hardy–Weinberg expect-
ations (Dublin, χ2=13.3, df=8, P=0.10; Cannes, χ2=6.6,
df=8, P=0.58), and in direct tests for heterozygote deficit
no evidence for inbreeding was found in Southern France
(F=0.006, multilocus test, P=0.45; P>0.16 for all tests on
individual loci). In Ireland, however, some inbreeding
seemed to occur (F=0.09, P=0.04) as heterozygote deficit
was significant for one locus (L10-174, F=0.17, P=0.04)
and close to significance for another (L10-282, F=0.10, P=
0.08), though not for the third and fourth (L1-5 and L10-53,
F=0.09, P=0.39 and F=−0.004, P=0.66, respectively) (all
tests using GENEPOP 4.0, Raymond and Rousset 1995).
Pairwise relatedness analyses confirmed that queens and
their mates were unrelated in Southern France (single-tailed
t test for deviation from r=0) (r=0.027, t14=0.43, P=0.67)
but in Ireland a slight relatedness was found (r=0.15, t16=
2.10, P=0.05) (tests based on jackknifing over colonies),
though this was not significant when using SE from
jackknifing over loci (t3=1.65, P=0.20). This slight
relatedness between queens and their mates in Ireland is
not likely to have led to underestimates of the numbers of
mates in pedigree analyses because we had information
from four independent loci.

Comparisons of populations

As predicted, the absolute number of mates per queen
varied significantly between our four populations (Kruskal–
Wallis test, H=36.7, n1=17, n2=61, n3=15, n4=52, P<
0.0001) as did the frequency of multiple versus single
mating (Kruskal–Wallis tests, H=36.3, n1=17, n2=61, n3=
15, n4=52, P<0.001, Fig. 2). More specifically, queens in
populations living at lower latitudes, Southern France and
Switzerland, had significantly more mates than queens from
Ireland (Mann–Whitney U test above and U=277, n1=61,
n2=17, P=0.001, respectively) and Sweden (U=168.5, n1=
15, n2=52, P=0.00001 and U=816.5, n1=61, n2=d52, P<
0.00005, respectively) (see also Fig. 2). By contrast,
numbers of mates did not differ between the two northern
(Ireland and Sweden; U=438, n1=17, n2=52, P=0.92) nor

between the two southern populations (Southern France and
Switzerland, U=385, n1=15, n2=61, P=0.30). Equally, the
effective number of mates was significantly lower in the
north (Ireland and Sweden) than in Southern France (above
and U=173.5, n1=52, n2=15, P=0.00007, respectively) or
Switzerland (U=261, n1=17, n2=59, P=0.001 and U=851,
n1=52, n2=61, P<0.00005, respectively), but did not differ
between the two southern (U=333, n1=15, n2=59, P=0.13)
or the two northern populations (U=434.5, n1=17, n2=52,
P=0.86) (Note that two Swiss colonies were excluded here
as two inferred pedigrees were possible for each, giving
different effective paternities but the same numbers of
fathers per colony). Conclusions held when applying false
discovery rate control for multiple tests (Verhoeven et al.
2005, controlling for n=6 tests in each case).

Regression relatedness of nestmates also differed among
the four populations (Kruskal–Wallis,H=21.9.5, n1=17, n2=
61, n3=15, n4=52, P<0.0001), and this was due to differ-
ences among the Irish and Swiss (Mann–Whitney U=221,
n1=17, n2=61, P=0.0003) and the Southern French and
Swedish populations (Mann–Whitney U=230, n1=15, n2=
52, P=0.02) as well as to the differences among Sweden and
Switzerland (U=987, n1=52, n2=61, P=0.001) and the Irish
and Southern French populations (above). By contrast, no
significant differences in regression relatedness were found
between Ireland and Sweden (U=363, n1=17, n2=52, P=
0.27) or Southern France and Switzerland (U=416, n1=15,
n2=61, P=0.59). Again, applying false discovery rate control
(Verhoeven et al. 2005) did not change conclusions.

Paternity skew, which reduces the genetic impact of multiple
mating, was significant in all populations (mean skew B [min;
max]; Ireland, B=0.21 [0.12; 0.30], P<0.001; Sweden, B=
0.049 [−0.05; 0.27], P=0.0496; Southern France, B=0.049
[−0.07; 0.29], P=0.01; Switzerland, B=0.11 [−0.08; 37], P<
0.001; calculated using the Skew Calculator Nonacs 2003).
Skew estimates for the different populations, however,
appeared to be affected by the number of workers that had
been genotyped for each multiple paternity colony. Thus,
smaller sample sizes of workers were associated with lower
skew estimates, and while this was not significant (B=−0.13+
0.14, t2=1.7, P=0.23) such effects are actually expected
(Nonacs 2000). The residuals from this regression covaried
significantly negative with mean numbers of mates per queen
across our four populations (res B=0.16–0.10 * number of
mates, t2=−4.1, P=0.026, one-tailed test, Fig. 5).

Discussion

Multiple mating by queens was far more frequent in southern
populations of L. niger ants than in the north of Europe, and
these differences in mating behaviour affected the levels of
genetic diversity within colonies. Thus, colonies from Ireland

Table 2 Allelic richnessa and observed heterozygosities (in brackets)
at our four microsatellite DNA loci in the Southern French (Cannes)
and Irish (Dublin) L. niger ant populations

L10-53 L10-282 L10-174 L1-5

Ireland 10.4 (0.88) 12.4 (0.91) 12.4 (0.92) 10.3 (0.71)

Southern France 14 (0.94) 10 (0.90) 9 (0.85) 7 (0.74)

a Estimated using FSTAT (Goudet 1995) assuming sample sizes of one
worker for each of 15 colonies for each population
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and Sweden showed greater average nestmate relatedness
and a lower effective paternity than those in Southern France
and Switzerland. This did not result from general differences
among populations because the two southern populations did
not differ between each other, nor did the northern pair.
Consequently, genetic diversity was consistently greater in
colonies from populations inhabiting Southern Europe, and
this pattern was reinforced by the presence of a lower
paternity skew in the south than at northern latitudes. The
greater paternity skew in northern populations suggest that
queens may only remate if their first mate transfers a very
small sperm load while the low levels of inbreeding in
Ireland supports that queens in the north behave in a manner
reducing the levels of genetic diversity in colonies. Overall,
our findings therefore support that L. niger ant queens living
in regions that are climatically milder and on average
biotically richer (the south, Gaston 2000) are more likely to
have multiple mates, and, consequently, greater levels of
genetic diversity in their colonies. These are the first
findings, to our knowledge, consistent with the idea that
mating strategies in social insects may be affected by the
environments they inhabit.

Whether the pattern of mainly single mating in the north
(Ireland, Sweden) and frequent multiple mating in the south
(Southern France, Switzerland) results from several indepen-
dent evolutionary events or from close coancestry of popula-
tions showing similar strategies, cannot be determined without
population genetic analyses to establish the geographic and
demographic history of L. niger populations. While we and

collaborators have started such a study (E. J. Fjerdingstad, S.
Singh, M.K. Corley, J. Milander and G. Papacharalambous,
unpublished data; using multiple microsatellite loci and
mtDNA sequence data) which requires samples from a very
wide area, some tentative conclusions can be made based on
the geographic locations of our four populations. Ireland and
Sweden, while both in the north of Europe, are separated by
multiple water barriers (the Irish Sea, English Channel and
North Sea/Baltic Sea) which makes it unlikely that the
extreme similarities in queen mating strategies are due to
ongoing direct gene flow. Data on queen strategies in L. niger
populations occupying the landmasses between our four
populations will of course be of great value and are under
collection (E. J. Fjerdingstad, M.K. Corley, G. Jackman, T.
Goodman, unpublished data).

Our four populations of L. niger ants are broadly
consistent with recent models (Rüppell et al. 2008, Gove
et al. 2009) that led us to predict that multiple mating by
queens should be more frequent in milder or more complex
habitats due to how habitat characteristics affect the fitness
effects of genetic variance in worker performance. More
multiple mating in the south is consistent with those regions
constituting a milder habitat than northern ones as concerns
a core aspect of ant colony success, brood development.
Also, the generally greater levels of biotic diversity found at
southernly latitudes across Europe as regards both flora and
fauna make it plausible that L. niger colonies in Southern
Europe occupy more complex environments (Gaston 2000).
This is made more likely by the fact that L. niger ants are
generalists who will make opportunistic use of a wide range
of food resources, also showing a great ability to exploit a
diversity of nesting sites (Seifert 1992; E.J.F. personal
observation) and can be found both in near-monocultures as
well as in plots heavily occupied by a diversity of other ants
(myrmicines, formicines, personal observation E.J.F.; see
also Boomsma et al. 1982). Studies quantifying habitat
characteristics to pinpoint the specific environmental
factors that vary across Europe and how these affect
colonies in experimental studies would be of great interest
and are feasible, though demanding.

Factors not related with genetic variance effects on
worker forces may, however, also impose differential
selection on queen mating strategies in ants and could lead
to similar patterns of mating strategies across habitat types.
For example, differences in climatic harshness may affect
the direct costs of mating multiply, such as the energy and
immune costs of sperm storage (Baer et al. 2006; Castella et
al. 2009). In Bombus terrestris bumblebees, challenges to
the immunity of individual workers induce fitness costs for
the entire colony, and these costs are greater under harsher
environmental conditions (Moret and Schmid-Hempel
2004). Harsher environments could likewise impose greater
fitness costs when immunity is challenged in L. niger
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Fig. 5 Paternity skew, after controlling for variation in the number of
workers genotyped per multiple paternity colony, was significantly
greater in populations where queens had few mates (see text for
statistics). Regression based on population averages for all multiple
paternity colonies in each region, leading to a total of four population
estimates of paternity skew
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founding queens. Equally, if harsher habitats (colder,
wetter, with a shorter warm season, e.g. Ireland and
Sweden) imply a greater risk of catastrophic colony
extinction, life history theory (Stearns 1992) suggests that
this may select for early sexual reproduction at small
colony sizes, which would reduce the direct benefits of
gaining many sperm when mating multiply (Cole 1983;
Fjerdingstad et al. 1998; Fjerdingstad 2004; see also
Boomsma and Ratnieks 1996, Kraus and Page 1998,
Oldroyd and Fewell 2007). Finally, differences in colony
density caused by habitat quality could affect the chance of
queens obtaining multiple partners, but strong effects are
less likely for L. niger because numerical sex ratios are
heavily male biased (Fjerdingstad et al. 2002). The greater
allelic diversity in Ireland than in Southern France for three
out of four microsatellite loci (Table 2) also suggests that
the former does not suffer from a dramatically smaller
effective population size than the latter (further population
genetics, E. J. Fjerdingstad, S. Singh, M.K. Corley, J.
Milander, B. Meraj unpublished).

The association between environment and queen strategies
we here report for L. niger ants supports that it is time to
study the mating systems of social insects in the context of
their environments. Diverse selective factors, acting at
different life stages (single founding queens, colonies), may
affect the evolution of insect queen mating strategies in
habitats that vary in harshness, biotic richness and complex-
ity. Exploring these theoretically (Rüppell et al. 2008; Gove
et al. 2009) but also experimentally may considerably
increase our understanding of the evolution of multiple
mating by queens and the sociogenetic structure of colonies.

Acknowledgments Our work was funded by a start up grant to E.J.
F. from Queens College of the City University of New York (CUNY),
a Professional Staff Congress of CUNY Research Award to E.J.F.
(grant #61208-00 39) and a Queens College Research Enhancement
Award to E.J.F. (grant #90927-08-08). Part of our work was carried
out using equipment at the core facility of the Biology Department at
Queens College, CUNY. We would like to thank A. Tsiola for storing
samples, G.W. Jackman for help with the DNA extractions, P. Nonacs
for assistance with the Skew Calculator, and W.O.H. Hughes, D.C.
Kronauer, M. Baker, D. Lohman and two anonymous reviewers for
their valuable comments on earlier versions of this paper.

Ethical standards The experiments described here complied with
current laws of the European Union and the United States of America.

Conflict of interest None.

References

Aron S, Passera L, Keller L (1999) Evolution of social parasitism in
ants: size of sexuals, sex ratio and mechanisms of caste
determination. Proc R Soc Lond B 266:173–177

Baer B, Armitage SAO, Boomsma JJ (2006) Sperm storage induces an
immunity cost in ants. Nature 441:872–875

Boomsma JJ, Kronauer DJC, Pedersen JS (2009) The evolution of
social insect mating systems. In: Gadau J, Fewell J (eds)
Organization of insect societies—from genomes to socio-
complexity. Harvard University Press, Cambridge Massachusetts,
pp 3–25

Boomsma JJ, Ratnieks FLW (1996) Paternity in eusocial Hymenoptera.
Proc R Soc Lond B 351:947–975

Boomsma JJ, Van Der Have TA (1998) Queen mating and paternity
variation in the ant Lasius niger. Mol Ecol 7:1709–1718

Boomsma JJ, van der Lee GA, van der Have TA (1982) On the
production ecology of Lasius niger (Hymenoptera: Formicidae)
in successive coastal dune valleys. J Anim Ecol 51:975–991

Castella G, Christe P, Chapuisat M (2009) Mating triggers dynamic
immune regulations in wood ant queens. J Evol Biol 22:564–
570

Cole BJ (1983) Multiple mating and the evolution of social behavior
in the Hymenoptera. Behav Ecol Sociobiol 12:191–201

Cole BJ, Wiernasz DC (1999) The selective advantage of low
relatedness. Science 285:891–893

Crozier RH, Fjerdingstad EJ (2001) Polyandry in social Hymenoptera
—disunity in diversity? Ann Zool Fennici 38:267–285

Crozier RH, Page RE (1985) On being the right size: male
contributions and multiple mating in social Hymenoptera. Behav
Ecol Sociobiol 18:105–115

Crozier RH, Pamilo P (1996) Evolution of social insect colonies: sex
allocation and kin selection. Oxford University Press, Oxford

Fjerdingstad EF (2004) Multiple paternity and colony homeostasis in
Lasius niger ants. Behav Ecol Sociobiol 56:50–58

Fjerdingstad EF, Boomsma JJ, Thorén P (1998) Multiple paternity in
the leafcutter ant Atta colombica—a microsatellite DNA study.
Heredity 80:118–126

Fjerdingstad EJ, Crozier RH (2006) The evolution of worker caste
diversity in social insects. Am Nat 167:390–400

Fjerdingstad EF, Gertsch EP, Keller L (2002) Why do some social
insect queens mate with several males? Testing the sex-ratio
manipulation hypothesis in Lasius niger. Evolution 56:553–562

Fjerdingstad EJ, Gertsch PJ, Keller L (2003) The relationship between
multiple mating by queens, within-colony genetic variability and
fitness in the ant Lasius niger. J Evol Biol 16:844–853

Gaston KJ (2000) Global patterns in biodiversity. Nature 405:20–227
Gove R, Hayworth M, Chhetri M, Rüppell O (2009) Division of

labour and social insect colony performance in relation to task
and mating number under two alternative response threshold
models. Insect Soc 56:319–331

Goudet J (1995) Fstat version 1.2: a computer program to calculate
Fstatistics. J Hered 86:485–486

Hamilton WD (1964) The genetic evolution of social behavior. I. J
Theor Biol 7:1–52

Hughes WOH, Boomsma JJ (2004) Genetic diversity and disease
resistance in leaf-cutting ant societies. Evolution 58:1251–1260

Hughes WOH, Sumner S, van Borm S, Boomsma JJ (2003) Worker
caste polymorphism has a genetic basis in Acromyrmex leaf-
cutting ants. Proc Natl Acad Sci USA 10016:9394–9397

Hughes WOH, Oldroyd BP, Beekman M, Ratnieks FLW (2008)
Ancestral monogamy shows kin selection is key to the evolution
of eusociality. Science 320:1213–1216

Jaffe R, Kronauer DJC, Kraus FB, Boomsma JJ, Moritz RFA (2007)
Worker caste determination in the army ant Eciton burchellii.
Biol Lett 3:513–516

Jones JC, Myerscough MR, Graham S, Oldroyd BP (2004) Honey bee
nest thermoregulation: diversity promotes stability. Science
305:402–404

Keller L, Reeve HK (1994) Genetic variability, queen number, and
polyandry in social Hymenoptera. Evolution 48:694–704

896 Behav Ecol Sociobiol (2011) 65:889–897



Kipyatkov VE, Lopatina EB, Imamgaliev AA, Shirokova LA (2004)
Effect of temperature on rearing of the first brood by the founder
females of the ant Lasius niger (Hymenoptera, Formicidae):
Latitude-dependent variability of the response norm. J Evol
Biochem Physiol 40:165–175

Kraus B, Page RE (1998) Parasites, pathogens, and polyandry in
social insects. Am Nat 151:383–391

Kraus FB, Neumann P, van Praagh J, Moritz RFA (2004) Sperm
limitation and the evolution of extreme polyandry in honeybees
(Apis mellifera L.). Behav Ecol Sociobiol 55:494–501

Kronauer DJC, Johnson RA, Boomsma JJ (2007) The evolution of
multiple mating in army ants. Evolution 61:413–422

Mattila HR, Seeley TD (2007) Genetic diversity in honeybee colonies
enhances productivity and fitness. Science 317:362–364

Moilanen A, Sundström L, Pedersen J-S (2004) MATESOFT: a
program for deducing parental genotypes and estimating mating
system statistics in haplodiploid species. Mol Ecol Notes 4:795–
797

Moret Y, Schmid-Hempel P (2004) Social life-history response to
individual immune challenge of workers of Bombus terrestris L.:
a possible new cooperative phenomenon. Ecol Lett 7:146–152

Nielsen R, Tarpy DR, Reeve HK (2003) Estimating effective paternity
number in social insects and the effective number of alleles in a
population. Mol Ecol 12:3157–3164

Nonacs P (2000) Measuring and using skew in the study of social
behavior and evolution. Am Nat 156:577–589

Nonacs P (2003). Skew Calculator. http://www.eeb.ucla.edu/Faculty/
Nonacs/shareware.htm, University of California at Los Angeles.
Accessed Apr 2010

Oldroyd BP, Fewell JH (2007) Genetic diversity promotes homeostasis in
insect colonies. Trends Ecol Evol 22:408–413

Page RE (1986) Sperm utilization in social insects. Ann Rev Entomol
31:297–320

Pamilo P (1993) Polyandry and allele frequency difference between
the sexes in the ant Formica aquilonia. Heredity 70:472–480

Pearcy M, Timmermans I, Allard D, Aron S (2009) Multiple mating in
the ant Cataglyphis cursor: testing the sperm limitation and the
diploid male load hypotheses. Insect Soc 56:94–102

Pedersen JS, Boomsma JJ (1999) Positive association of queen
number and queen-mating frequency in Myrmica ants: a
challenge to the genetic-variability hypotheses. Behav Ecol
Sociobiol 45:185–193

Queller DC, Goodnight KF (1989) Estimating relatedness using
genetic markers. Evolution 43:258–275

Ratnieks FLW, Boomsma JJ (1995) Facultative sex allocation by
workers and the evolution of polyandry by queens in social
Hymenoptera. Am Nat 145:969–993

Raymond M, Rousset F (1995) GENEPOP. 1.2: A population genetics
software for exact tests and ecumenism. J Hered 86:248–249

Rüppell O, Johnson N, Rychtár J (2008) Variance-based selection may
explain general mating patterns in social insects. Biol Lett 4:270–273

Schmid-Hempel P (1998) Parasites in social insects. Princeton
University Press, Princeton

Seeley TD, Tarpy DR (2007) Queen promiscuity lowers disease
within honeybee colonies. Proc R Soc B 274:67–72

Seifert B (1992) A taxonomic revision of the Palaearctic members of
the ant subgenus Lasius s. str. (Hymenoptera: Formicidae). Abh
Ber Naturkundemus Görlitz 66:1–67

Sherman PW, Seeley TD, Reeve HK (1988) Parasites, pathogens, and
polyandry in social Hymenoptera. Am Nat 131:602–610

Stearns SC (1992) The evolution of life histories. Oxford University
Press, Oxford

Sundström L, Ratnieks FLW (1998) Sex ratio conflicts, mating
frequency, and queen fitness in the ant Formica truncorum.
Behav Ecol 9:116–121

Tarpy DR (2003) Genetic diversity within honeybee colonies prevents
severe infections and promotes colony growth. Proc R Soc Lond
B 270:99–103

Trontii K, Thurin N, Sundström L, Aron S (2007) Mating for
convenience or genetic diversity? Mating patterns in the
polygynous ant Plagiolepis pygmaea. Behav Ecol 18:298–303

van Osterhout C, Hutchinson WF, Wills DPM, Shipley P (2004)
MICRO-CHECKER: software for identifying and correcting
genotyping errors in microsatellite data. Mol Ecol Notes
31:535–538

Verhoeven KJF, Simonsen KL, McIntyre LM (2005) Implementing
false discovery rate control: increasing your power. Oikos
108:643–647

Wenseleers T, Ratnieks FLW, Billen J (2003) Caste fate conflict in
swarm-founding social Hymenoptera: an inclusive fitness analysis. J
Evol Biol 16:647–658

Wiernasz DC, Hines J, Parker DG, Cole BJ (2008) Mating for variety
increases foraging activity in the harvester ant, Pogonomyrmex
occidentalis. Mol Ecol 17:1137–1144

Behav Ecol Sociobiol (2011) 65:889–897 897

http://www.eeb.ucla.edu/Faculty/Nonacs/shareware.htm
http://www.eeb.ucla.edu/Faculty/Nonacs/shareware.htm

	Mating strategies of queens in Lasius niger ants—is environment type important?
	Abstract
	Materials and methods
	Sample collection and genetic analyses
	Pedigree analyses
	Regression relatedness
	Population genetics
	Comparisons of populations

	Results
	Pedigree analyses
	Regression relatedness
	Population genetics
	Comparisons of populations

	Discussion
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 600
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e5c4f5e55663e793a3001901a8fc775355b5090ae4ef653d190014ee553ca901a8fc756e072797f5153d15e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc87a25e55986f793a3001901a904e96fb5b5090f54ef650b390014ee553ca57287db2969b7db28def4e0a767c5e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020d654ba740020d45cc2dc002c0020c804c7900020ba54c77c002c0020c778d130b137c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor weergave op een beeldscherm, e-mail en internet. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents best suited for on-screen display, e-mail, and the Internet.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /DEU <FEFF004a006f0062006f007000740069006f006e007300200066006f00720020004100630072006f006200610074002000440069007300740069006c006c0065007200200037000d00500072006f006400750063006500730020005000440046002000660069006c0065007300200077006800690063006800200061007200650020007500730065006400200066006f00720020006f006e006c0069006e0065002e000d0028006300290020003200300031003000200053007000720069006e006700650072002d005600650072006c0061006700200047006d006200480020>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToRGB
      /DestinationProfileName (sRGB IEC61966-2.1)
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing false
      /UntaggedCMYKHandling /UseDocumentProfile
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


