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Abstract A decrease in lymphocyte signal-transduction
molecules, described in cancer patients and patients with
chronic infectious diseases, has been proposed as a
possible mechanism leading to an impaired immune re-
sponse in cancer patients. Here we report the e�ects of
combination immunotherapy on the levels of T cell re-
ceptor f chain and p56lck tyrosine kinase in a retro-
spective study of cryopreserved lymphocytes from 26
metastatic renal cell carcinoma patients treated with
high-dose interleukin-2 (IL-2), interferon a (IFNa) and
ex vivo IL-2-activated lymphocytes. Of the 26 patients,
12 were responders (5 complete and 7 partial) and 14
were non-responders (6 stable and 8 with progressive
disease). Prior to treatment, 21 of 26 patients (81%) and
13 of 21 patients (62%) respectively expressed f chain
and p56lck at less than 50% of the levels observed in
healthy controls. During therapy, this low f chain and
p56lck expression increased to at least 50% of normal in
13 of the 21 patients (62%) and in 6 of the 13 patients
(46%) respectively; in the remaining patients expression
levels remained at 50% of normal or more, or declined.
Although, in this limited study, pretreatment levels of f
and p56lck did not show signi®cant correlation with
antitumor response, 4 of 5 patients that achieved a
complete response (80%) corrected both f chain and
p56lck levels to at least 50% of normal, while restoration
of both signal-transduction molecules to such levels was
only observed in 3 of 7 partial responders (43%), 1 of 5
patients with stable disease (20%) and 2 of 7 patients

with progressive disease (29%). Thus, these results sug-
gest that analysis of changes in signal-transduction
molecules may a be useful tool for immunological
monitoring of patients throughout immunotherapy, and
could provide important information for designing new
clinical trials that restore impaired signal transduction
while activating T cell responses.
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Introduction

The progression of cancer is accompanied by a general
reduction of immune functions such as natural killer
activity [25], the cytolytic function of T lymphocytes
[26], lymphokine production [7] and delayed-type hy-
persensitivity [29]. In this context, the alterations in
signal transduction of T lymphocytes from tumor-
bearing mice, i.e., altered patterns of protein-tyrosine
phosphorylation and the signi®cant reductions of the
protein tyrosine kinase p56lck and f chain [17], have
raised much interest. As f chain and p56lck ful®ll pivotal
functions in signal transduction and subsequent activa-
tion of T lymphocytes, their impaired expression might
contribute to the reduced immune cell functions associ-
ated with advanced cancer. This ®nding has been re-
ported in patients with cancer of several histological
types and in various stages of progression. For example,
reductions in f chain and p56lck expression have been
observed in tumor-in®ltrating and peripheral blood
lymphocytes (PBL) from patients with metastatic renal
cell carcinoma (RCC), colon carcinoma, ovarian carci-
noma, melanoma and prostate cancer [2, 4±6, 11, 13, 14,
21, 27, 31], as well as some hematological malignancies
[22]. In some studies the magnitude of reductions in f
chain and protein-tyrosine kinase expression appeared
to be inversely correlated with the distance between the
sampling site of the lymphocytes and the tumor lesions.
These observations suggest that direct contact between
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tumor cells and lymphocytes, or tumor-derived factors
acting over a short range may be responsible for these
reductions [4, 14]. In addition, the impairment of f chain
expression becomes more severe with increasing tumor
burden [14].

We have observed signi®cant therapeutic e�cacy in
patients with metastatic RCC treated with combination
immunotherapy [i.e., high-dose interleukin-2 (IL-2), in-
terferon a (IFNa) and autologous IL-2-activated lym-
phocytes]: overall response rates ranging between 24%
and 37% [10, 12]. The severe toxicity associated with this
type of treatment calls for the development of a means
to monitor the immune response and identify patients
who are likely to show a clinical antitumor response.
Our analysis of several basic immune parameters (i.e.,
leukocyte and lymphocyte subset counts, cytolytic ac-
tivities and serum cytokine concentrations) during
treatment has not yielded a parameter with predictive
value in this respect [10]. We therefore decided to test the
e�ect on the expression of f chain and p56lck in PBL of
an immunotherapy combination known to induce a
clinical response in RCC patients.

Materials and methods

Patients

We performed a retrospective analysis, using specimens of pe-
ripheral blood mononuclear cells (PBMC) that had been cryopre-
served and stored in liquid N2, in the setting of a longitudinal study
of the immunological e�ects of combination immunotherapy of
metastatic renal cell carcinoma [10, 12]. The selection of patients
for this study was determined by the availability of cryopreserved
PBMC specimens. Brie¯y, the treatment schedule consisted of
two 5-week induction cycles of continuous i.v. high-dose IL-2
[Teceleukin (Ho�mann-la Roche, Basle, Switzerland), 18 ´ 106

IU m)2 (24 h))1 for 120 h] and i.m. IFNa [Roferon-A (Ho�mann-
la Roche), 5 ´ 106 IU m)2 day)1 for 5 days], followed by three
apheresis sessions (days 6±8) to obtain lymphocytes for ex vivo
activation using IL-2, and reinfusion of the activated lymphocytes
on days 11±13 combined with i.v. IL-2 [18 ´ 106 IU m)2(24 h))1

for 108 h] and i.m. IFNa (5 ´ 106 IU m)2 day)1 for 4 days). On
day 70 following the start of treatment, patients having a complete
response (CR) or a partial response (PR), evaluated against WHO
criteria, were followed with four 4-week maintenance cycles of i.v.
IL-2 [18 ´ 106 IU m)2 (24 h))1 for 96 h] and i.m. IFNa (5 ´ 106

IU m)2 day)1 for 4 days), while those with stable (SD) or pro-
gressive disease (PD) did not receive further immunotherapy.
PBMC specimens were available from 26 patients; 4 of them were
treated with Proleukin IL-2 (Eurocetus, Amsterdam, The Nether-
lands) and did not receive IFNa during days 1±5. We compared the
changes in the expression of signal-transduction proteins T cell
receptor f chain and p56lck, with natural killer (NK) and lym-
phokine-activated killer (LAK) activity and clinical response in
each patient.

Assessment of expression of signal-transduction molecules

Peripheral blood mononuclear cells were enriched from heparinized
venous blood specimens by Ficoll density-gradient centrifugation
and were cryopreserved [10]. After thawing, the PBMC were cen-
trifuged and resuspended for 5 min at 4 °C in 10 ll lysis bu�er/106

PBMC. The lysis bu�er consisted of 50 mM HEPES, pH 7.2,
150 mM NaCl, 5 mM EDTA, 0.5% Triton X-100, 1 mM sodium

orthovanadate, 100 mg/ml soybean trypsin/chymotrypsin inhibi-
tor, 100 mg/ml aprotonin, 100 mg/ml leupeptin, 100 mg/ml chy-
mostatin and 2 mM phenylmethylsulfonyl ¯uoride (Sigma
Chemical Co., St. Louis, Mo.). This combination of protease
inhibitors has previously been shown to prevent the artifactual
degradation of signal-transduction proteins during the extraction
process [8]. The lysates were centrifuged at 15 000 rpm for 10 min,
after which the supernatant (i.e., the cytoplasmic extract) was
collected, extreme care being taken not to disturb the pellet of
cellular debris. Aliquots were immediately frozen at )70 °C.

Determinations of f chain and p56kic tyrosine kinase were by
Western blotting. Cytoplasmic extracts of 106 PBMC were elec-
trophoresed (sodium dodecyl sulfate-polyacrylamide gel electro-
phoresis) in 14% (f chain) and 8% (p56lck) TRIS-glycine gels
(Novex Experimental Technology, San Diego, Calif.). The mem-
branes were immunoblotted with Onco-Zeta 1 serum (a kind gift
from Biomira USA, Cranbury, N.J.) and anti-(human CD3-e) se-
rum (Dako, Glostrup, Denmark) at 1:1000 and 1:6000 dilutions,
respectively, or with anti-p56lck serum (UBI, Lake Placid, N.Y.)
at 1:1000 dilution for 1 h. The membranes were then washed and
incubated with horseradish-peroxidase-conjugated anti-(rabbit
immunoglobulin) (Amersham Pharmacia, Rainham, UK) for
20 min, and developed with the ECL enhanced chemiluminescence
kit (Amersham Pharmacia). X-OMAT AR ®lm (Eastman Kodak
Co., Rochester, N.Y.) was used to obtain autoradiographs after
1.0-, 2.5- and 5.0-min exposure times. The resulting bands were
quanti®ed by an Alpha Imager 2000 densitometer (Alpha Innotech
Co., San Leandro, Calif.) and the resulting values were compared
between healthy controls and patients.

Immunophenotyping and cytotoxicity assays

Absolute lymphocyte counts were obtained from EDTA-anti-
coagulated blood in a Technicon H1 counter (Bayer, Tarrytown,
N.Y.). Flow-cytometric immunophenotyping was performed on
freshly obtained heparinized venous blood specimens [10]. Cyto-
toxicity assays were performed on cryopreserved and thawed
PBMC specimens [10].

Statistical analysis

For some analyses, patients with an overall antitumor CR or PR
were classi®ed as responders, and those with SD and PD as non-
responders. Western blot results of f chain and p56lck were ex-
pressed on a scale of 0±4 relative to those in PBMC of healthy
controls, i.e. 4, at least 75% of normal; 3, 51%±74% of normal; 2,
26%±50% of normal; 1, 1%±25% of normal; and 0, undetectable
signal. For some analyses, Western blot results were divided into
those that were at least 50% (³50%) of normal, i.e., level 3 or 4,
and those below 50% (<50%) of normal, i.e., levels 0±2. The
correlation between the levels of f chain or p56lck tyrosine kinase
expression and antitumor response were analyzed by two-sided v2-
and Fisher's exact tests, while the e�ects of pretreatment f chain or
p56lck levels on survival and time to progression of disease were
studied by the log-rank test. The interactions between f chain or
p56lck levels and other immune parameters (absolute lymphocyte
count, immunophenotype and cytolytic activities) were evaluated
by Spearman's rank-correlation test.

Results

Expression of f chain and p56lck tyrosine kinase
prior to and after immunotherapy

Most patients expressed lower levels of f chain prior to
immunotherapy than did healthy controls: 21 of 26 pa-
tients (81%) showed levels between 0 and 2 (i.e., <50%
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of normal) on a scale of 0±4 as measured by densitom-
etry (Table 1). Similarly, the majority of patients showed
signi®cantly lower levels of p56lck prior to treatment
than did healthy controls: 13 of 21 patients (62%) had
levels between 0 and 2 on a scale of 0±4 (Table 2). These
results con®rm the reduced levels of signal-transduction
molecules in RCC patients as reported by us [6] and
others [5, 13]. During immunotherapy, 13 of 21 patients
(62%) who initially had low f chain expression, up-
regulated this molecule to normal levels, i.e., they
showed an increase from 0, 1 or 2 prior to treatment, to
4 (Table 1). Three other patients maintained f chain
expression at ³50% of normal levels (i.e., 3 or 4), while
the remaining 2 patients showed a reduction of f chain
expression during treatment (i.e., from 4 to 2). Fur-
thermore, 6 of 13 patients (46%) with p56lck expression
at <50% of normal levels showed re-expression to
³50% of normal after immunotherapy. The remaining
7 patients maintained p56lck expression at ³50% of
normal levels.

Correlation between expression levels of f chain
and p56lck and clinical antitumor response

We did not observe any statistically signi®cant associa-
tions between pretreatment levels of f chain and p56lck,
and clinical antitumor response. Speci®cally, 2 of 12
responding patients expressed f chain at ³50% of nor-

mal levels compared to 3 of 14 nonresponding patients
(Table 1); 3 of 11 responding patients expressed p56lck at
³50% of normal levels compared to 5 of 10 nonre-
sponding patients (Table 2). However, the analysis of
alterations in expression levels of f chain and p56lck

upon treatment in relation to antitumor response yielded
some interesting results.

Whilst f chain expression at ³50% of normal levels
was observed at any time during or after immunother-
apy in 8 of 12 responding (67%) and 8 of 14 nonre-
sponding patients (57%), p56lck expression at ³50% of
normal levels was signi®cantly more frequent in re-
sponding than in nonresponding patients. Out of 12
responding patients, 10 (83%) expressed p56lck at levels
³50% of normal at any time during or after immuno-
therapy, whilst only 4 of 12 nonresponding patients
(33%) did so (P = 0.04).

When levels of f chain and p56lck upon start of
treatment were analyzed in combination, the following
pattern became evident. Four of 5 (80%) patients (pa-
tients 1, 3, 4 and 5) achieving a complete response re-
expressed both f chain and p56lck to (sub)normal levels
(i.e, level 3 or 4). The ®fth patient (patient 2) showed a
decrease of f chain and p56lck from level 4 prior to
therapy to levels 3 and 2 respectively after treatment.
Three of 7 (43%) patients (patients 8, 11 and 12)
achieving PR recovered both f chain and p56lck ex-
pression to levels 3 or 4. Two other patients (patients 7
and 10) only (re-)expressed their p56lck levels to level 3;

Table 1 Immunotherapy-asso-
ciated changes in f chain
expression (scored 1±4) by
peripheral blood lymphocytes.
CR complete response, PR
partial response, SD stable dis-
ease, PD progressive disease,
± no data

Patient Clinical
antitumor

Change in f chain expression relative to start of immunotherapy

response Days
)30±0

Days
18±20

Day
35

Days
51±55

Days
60±102

Days
110±165

1 CR 2 ± ± ± 4 4
2 CR 4 ± ± ± ± 2
3 CR 2 ± ± ± ± 4
4 CR 2 ± ± 4 ± ±
5 CR 2 ± ± ± ± 4

6 PR 2 ± ± 2 ± ±
7 PR 1 ± ± ± 2 1
8 PR 1 ± ± ± ± 4
9 PR 1 ± ± 4 ± ±
10 PR 4 ± ± ± 2 ±
11 PR 0 ± ± ± 4 ±
12 PR 1 ± 4 ± ± 4

13 SD 1 ± ± ± 1 2
14 SD 1 ± 0 ± ± ±
15 SD 0 ± ± 1 ± ±
16 SD 1 ± ± ± ± 2
17 SD 4 ± ± ± 4 ±
18 SD 2 ± ± 4 ± 4

19 PD 4 ± 4 ± ± ±
20 PD 3 ± ± 3 ± ±
21 PD 1 4 ± ± ± ±
22 PD 1 4 ± ± ± ±
23 PD 1 ± ± ± 4 ±
24 PD 2 2 ± ± ± ±
25 PD 2 ± ± ± 4 ±
26 PD 2 2 ± ± ± ±
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the sixth patient (patient 9) only showed f chain up-
regulation to level 4, and the levels of both signal
transduction molecules remained low in patient 6. Re-
expression of both f chain and p56lck to level 4 was
observed in only 1 of 5 (20%) patients with SD (patient
18). Two other patients (16 and 17) expressed only one
of these molecules at level 4 and the remaining 2 patients
(13 and 15) expressed low levels of both f chain and
p56lck upon treatment. Similarly, only 2 of 7 (29%)
patients with PD (patients 19 and 25) recovered or
maintained both f and p56lck expression at ³50% of
normal levels upon treatment. Three further patients
with PD (20, 21 and 23) recovered or maintained f ex-
pression at ³50% of normal levels but expressed p56lck

at <50% of normal levels. The remaining 2 patients with
SD (24 and 26) expressed both f chain and p56lck at
<50% of normal levels upon treatment. Thus, re-ex-
pression of both f chain and p56lck to ³50% of normal
levels upon immunotherapy appeared to be more
frequent in patients achieving CR, followed by those
patients showing a PR and less frequent in patients with
SD or even PD.

Correlation between expression of f and p56lck

and other immune parameters

We also correlated the expressions of f chain and p56lck

with the absolute numbers of lymphocyte subsets
and cytolytic activities of PBMC assessed on the same

specimens [10]. Most patients had normal numbers of
NK (CD56+,3)) and T (CD3+) lymphocytes prior to
the start of immunotherapy. During immunotherapy,
most patients had increased numbers of NK lympho-
cytes, a well-known e�ect of IL-2 treatment. T lym-
phocytes increased only above the normal range during
the episodes of rebound lymphocytosis [10]. The level of
f chain expression was positively correlated with abso-
lute NK (r = 0.63) and, to a lesser extent, with T lym-
phocyte counts (r = 0.41) in the 57 samples available
for this analysis (Fig. 1, upper panels). Similarly, NK
(r = 0.52; Fig. 1, lower right panel) and lymphokine-
activated killer (not shown) cytolytic functions also
showed positive correlations with f chain expression.
Although the levels of p56lck expression in the 57 PBMC
samples were positively correlated with those of f
(r = 0.40), they did not correlate signi®cantly with cy-
totoxic function (not shown). This ®nding is not unex-
pected since both NK and T lymphocytes express f chain
[1, 30]. However, it is unknown whether the re-expres-
sion of f chain was due to a preferential increase in
NK or T cells, since these subsets were not analyzed
separately.

Discussion

We have studied the expression of the signal-transducing
molecules T cell receptor f chain and p56lck in PBL of
patients with metastatic RCC prior to and during or

Table 2 Immunotherapy-asso-
ciated changes (scored 1±4) in
p56lck expression by peripheral
blood lymphocytes. ± No data

Patient Clinical
antitumor

Change in p56lck expression relative to start of immunotherapy

response Days
)30±0

Days
18±20

Day
35

Days
51±55

Days
60±102

Days
110±165

1 CR 2 ± ± ± 4 4
2 CR 4 ± ± ± ± 3
3 CR 1 ± ± ± ± 3
4 CR 3 ± ± 4 ± ±
5 CR 2 ± ± ± ± 4

6 PR 1 ± ± 2 ± ±
7 PR 2 ± ± ± 2 3
8 PR 2 ± ± ± ± 4
9 PR 2 ± ± 2 ± ±
10 PR 4 ± ± ± 3 ±
11 PR ± ± ± ± 4 ±
12 PR 2 ± ± ± ± 3

13 SD ± ± ± ± ± 2
14 SD ± ± ± ± ± ±
15 SD ± ± ± 2 ± ±
16 SD 4 ± ± ± ± 4
17 SD ± ± ± ± 2 ±
18 SD 3 ± ± 4 ± 4

19 PD 4 ± 3 ± ± ±
20 PD 2 ± ± 2 ± ±
21 PD 2 2 ± ± ± ±
22 PD 4 ± ± ± ± ±
23 PD 2 ± ± ± 2 ±
24 PD 2 2 ± ± ± ±
25 PD 4 ± ± ± 4 ±
26 PD 2 2 ± ± ± ±
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after combination immunotherapy with high-dose-IL-2,
IFNa and autologous IL-2-activated lymphocytes. In
line with the observations of Rabinowich et al. [21], who
observed that 3 patients with advanced melanoma
achieving CR restored the levels of T cell f chain ex-
pression, we hypothesized that the levels of these mole-
cules might predict the clinical antitumor response.
Although this limited retrospective study did not show a
predictive ability of these two assays, several interesting
results were obtained.

The PBL of most of the RCC patients expressed de-
creased levels of f chain and p56lck prior to immuno-
therapy, which con®rms the results of Farace et al. [5],
Finke et al. [6] and Bukowski et al. [2] in patients with
metastatic disease. Cardi et al. [3] failed to observe such
signal-transduction changes in RCC patients. However,

these apparently di�erent observations may have been
caused by the fact that Farace, Finke and Bukowski
studied patients with advanced disease, while Cardi [3]
studied patients at the time of resection of their primary
tumor. In addition, the latter group used directly con-
jugated anti-f antibody, which yields a high ¯uorescence
background and, therefore, possibly false positive re-
sults. The extent of f down-regulation has been found to
be proportional to cancer dissemination [14].

The mechanism by which growing cancer would
down-regulate T and NK lymphocyte signal-transduc-
tion molecules is still unclear. It is important to note that
f and p56lck have been down-regulated to a larger extent
in tumor-in®ltrating lymphocytes than in PBL [4, 6, 14].
Short-range e�ects of tumor-derived immunosuppres-
sive factors [16] and/or hydrogen peroxide secreted by
tumor-associated macrophages [19] on lymphocytes
have been proposed to explain this down-regulation.
However, the recent observations that patients with
chronic infections such as HIV [28] and leprosy [32], and
even those with auto-immune disease such as rheuma-
toid arthritis [15], also show decreased expression of f
chain and p56lck, suggest that tumor-speci®c factors are
unlikely to be the only cause of these alterations. An

Fig. 1 Correlations between peripheral blood mononuclear cell
(PBMC) f chain expression level and absolute number of
CD56+,3) natural killer (NK) lymphocytes (upper left panel),
absolute number of CD3+ T lymphocytes (upper right panel), the
percentage of CD56+,3) NK lymphocytes as fraction of PBMC
(lower left panel) and NK activity of PBMC against K562 target
cells (lower right panel). The lines connect the median values of each
group de®ned by f expression level (i.e., 0±4)
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alternative explanation to chronic antigenic stimulation
and oxidative stress is that down-regulation of signal-
transduction molecules might be related to the pre-
dominance of T-helper type 2 responses reported in
patients with advanced cancer [20]. In this context it is of
interest that the type 2 cytokine IL-4 induces loss of
lymphocyte f chain expression and antitumor activity in
a murine ®brosarcoma model [9].

The immunotherapy combination used in this trial
(i.e., high-dose IL-2, IFNa and autologous IL-2-acti-
vated lymphocytes) restored the expression of f chain
and p56lck in 62% and 46% of our patients respectively.
Increments of f chain expression by PBL have also been
observed in melanoma patients treated with high-dose
IL-2 [21] and in RCC patients treated with low-dose
IL-2 and IFNa [2], but not in patients with advanced
cancer treated with low-dose IL-2 [5, 21]. In contrast,
neither low- or high-dose IL-2 up-regulated p56lck in
PBL from patients with advanced melanoma [21].
Although IL-2 by itself is able to up-regulate f chain [21,
27, 28] and p56lck [21] in vitro, combination immuno-
therapy such as (high-dose) IL-2, IFNa and possibly
IL-2-activated lymphocytes may be needed to achieve
restoration of both f chain and p56lck in vivo.

Most patients with decreased f chain expression also
showed a p56lck de®ciency. One interesting observation
was that patients achieving CR or PR more frequently
restored their p56lck expression levels than did those with
SD or PD. Furthermore, our data suggest that recovery
of both signal-transduction molecules is more frequently
observed in patients achieving CR than in those with SD
or even PD. Our data also indicate that additional
stimulatory signals may be needed to induce p56lck in
these patients. The rapid turnover of the f chain in
lymphocytes independent of the T cell receptor complex
[18] may explain why changes in f precede those of the
CD4- and CD8-associated protein-tyrosine kinase p56lck

[24]. Therefore, it appears that the currently used com-
bination immunotherapy is able to restore the expres-
sion of f chain in the majority of patients [i.e., 13 of
21 (62%) patients], but that re-expression of p56lck

[observed in 6 of 13 (46%) patients] has additional
requirements. These requirements could be a di�erent
timing of treatment because of the di�erent kinetics
of the expression of p56lck [18, 24], or the need for
additional stimulatory signals that induce this particular
tyrosine kinase. Alternatively, the combined signals of
IL-2 and an antigen, such as those presented in cancer
vaccines, might result in restoration of both f chain and
p56lck levels. Both areas remain to be studied, but cer-
tainly could constitute an important area of research in
the development of new cancer vaccines or immuno-
therapeutic approaches. In this context it is of interest
that results of a recent melanoma vaccine trial suggested
the increased therapeutic e�ect of the combination of
antigen and IL-2 [23].

In summary, our results and those of others [13, 21]
suggest that testing for signal-transduction alterations
in cancer can be used as a means of monitoring the e�ect

of immunotherapy in patients with cancer. Therefore,
additional clinical trials that include the combined
evaluation of signal-transduction molecules, such as f
chain, p56lck, ZAP-70 [21] and NFjB [13], will be needed
to evaluate fully their use as a means of adequately
monitoring changes in the immune response, leading to
the development of a clinical response. Our preliminary
data suggest that successful immunotherapy approaches
should consider the inclusion of antigens, cytokines or
even pharmaceuticals that induce the re-expression of
signal-transduction molecules in lymphocytes.

Acknowledgement We are grateful to Dr. P.I.M. Schmitz (Daniel
den Hoed Cancer Center, Rotterdam) for his statistical advice.

References

1. Anderson P, Caliguri M, O'Brien C, Manley T, Ritz J, Sch-
lossman SF (1990) Fcc receptor type III (CD16) is included in f
NK receptor complex expressed by human natural killer cells.
Proc Natl Acad Sci USA 87:2274

2. Bukowski RM, Rayman P, Uzzo R, Bloom T, Sandstrom K,
Peereboom D, Olencki T, Budd GT, McLain D, Elson P,
Novick A, Finke JH (1998) Signal transduction abnormalities
in T lymphocytes from patients with advanced renal carcino-
ma: clinical relevance and e�ects of cytokine therapy. Clin
Cancer Res 4:2337

3. Cardi G, Heaney JA, Schned AR, Phillips DM, Branda MT,
Ernsto� MS (1997) T-cell receptor f-chain expression on tu-
mor-in®ltrating lymphocytes from renal cell carcinoma. Cancer
Res 57:3517

4. Choi SH, Chung EJ, Whang DY, Lee SS, Jang YS, Kim CW
(1998) Alteration of signal-transducing molecules in tumor-
in®ltrating lymphocytes and peripheral blood T lymphocytes
from human colorectal carcinoma patients. Cancer Immunol
Immunother 45:299

5. Farace F, Angevin E, Vanderplancke J, Escudier B, Triebel F
(1994) The decreased expression of CD3 f chains in cancer
patients is not reversed by IL-2 administration. Int J Cancer
59:752

6. Finke JH, Zea AH, Stanley J, Longo DL, Mizoguchi H, Tubbs
RR, Wiltrout RH, O'Shea JJ, Kudoh S, Klein E, Bukowski
RM, Ochoa AC (1993) Loss of T-cell receptor f chain
and p56lck in T-cells in®ltrating human renal cell carcinoma.
Cancer Res 53:5613

7. Fisher RI, DeVita VT Jr, Bostick F, Vanhaelen C, Howser
DM, Hubbard SM, Young RC (1980) Persistent immunolog-
ical abnormalities in long-term survivors of advanced Hodg-
kin's disease. Ann Intern Med 92:595

8. Franco JL, Ghosh P, Wiltrout RH, Carter CRD, Zea AH,
Momozaki N, Ochoa AC, Longo DL, Sayers TJ, Komschlies
KL (1995) Partial degradation of T-cell signal transduction
molecules by contaminating granulocytes during protein ex-
traction of splenic T-cells from tumor-bearing mice. Cancer
Res 55:3840

9. Fu EJ, Arca MJ, Hain JM, Krinock R, Rado J, Cameron MJ,
Chang AE, Sondak VK (1997) Tumor-induced suppression of
antitumor reactivity and depression of TCRf expression in
tumor-draining lymph node lymphocytes: possible relationship
to the Th2 pathway. J Immunother 20:111

10. Gratama JW, Schmitz PIM, Goey SH, Lamers CHJ, Stoter G,
Bolhuis RLH (1996) Modulation of immune parameters in
patients with metastatic renal-cell cancer receiving combina-
tion immunotherapy (IL-2, IFNa and autologous IL-2-acti-
vated lymphocytes). Int J Cancer 65:152

11. Healy CG, Simons JW, Carducci MA, DeWeese TL, Bart-
kowski M, Tong KP, Bolton WE (1998) Impaired expression

268



and function of signal-transducing f chains in peripheral T-
cells and natural killer cells in patients with prostate cancer.
Cytometry 32:109

12. Kruit WHJ, Goey SH, Lamers CHJ, Gratama JW, Visser B,
Schmitz PIM, Eggermont AMM, Bolhuis RLH, Stoter G
(1997) High-dose regimen of interleukin-2 (IL2) and interfer-
on-alpha (IFNa) in combination with lymphokine-activated
killer cells (LAK) in patients with metastatic renal cell cancer.
J Immunother 20:312

13. Lai P, Rabinowich H, Crowley-Nowick PA, Bell MC,
Mantovani G, Whiteside TL (1996) Alteration in expression
and function of signal transduction proteins in tumor-associ-
ated T and NK cells in patients with ovarian carcinoma. Clin
Cancer Res 2:161

14. Matsuda M, Petersson M, Lenkei R, Taupin JL, Magnusson I,
Mellstedt H, Anderson P, Kiessling R (1995) Alterations in the
signal-transducing molecules of T cells and NK cells in colo-
rectal tumor-in®ltrating, gut mucosal and peripheral lympho-
cytes: correlation with the stage of the disease. Int J Cancer
61:765

15. Matsuda M, Ulfgren AK, Lenkei R, Petersson M, Ochoa AC,
Lindblad S, Andersson P, Klareskog L, Kiessling R (1998)
Decreased expression of signal-transducing CD3 f chains in T
cells from the joints and peripheral blood of rheumatoid ar-
thritis patients. Scand J Immunol 47:254

16. Miescher S, Whiteside TL, Carrel S, Von Fliedner V (1986)
Functional properties of tumor-in®ltrating and blood lym-
phocytes in patients with solid tumors: e�ects of tumor cells
and their supernatants on proliferative responses of lympho-
cytes. J Immunol 136:1899

17. Mizoguchi H, O'Shea JJ, Longo DL, Loe�er CM, McVicar
DW, Ochoa AC (1992) Alterations in signal transduction
molecules in T lymphocytes from tumor-bearing mice. Science
258:1795

18. Ono S, Ohno H, Saito T (1995) Rapid turnover of the CD3 f
chain independent of the TCR-CD3 complex in normal T cells.
Immunity 2:639

19. Otsuji M, Kimura Y, Okamoto Y, Saito T (1996) Oxidative
stress by tumor-derived macrophages down-modulates signal-
transducing f mulecules and inhibits tumor-speci®c T-cell and
natural killer cell-mediated cytotoxicity. Eur J Immunol 26:1308

20. Pellegrini P, Berghella AM, Del Beato T, Cicia S, Adorno D,
Casciani CU (1996) Disregulation in Th1 and Th2 subsets of
CD4+ T cells in peripheral blood of colorectal cancer patients
and involvement in cancer establishment and progression.
Cancer Immunol Immunother 42:1

21. Rabinowich H, Banks M, Reichert TE, Logan TF, Kirkwood
JM, Whiteside TL (1996) Expression and activity of signaling
molecules in T lymphocytes obtained from patients with met-
astatic melanoma before and after interleukin 2 therapy. Clin
Cancer Res 2:1263

22. Renner C, Ohnesorge S, Held G, Bauer S, Jung W, P®tzen-
meier JP, Pfreundschuh M (1996) T cells from patients with
Hodgkin's disease have a defective T-cell receptor f chain ex-
pression that is reversible by T-cell stimulation with CD3 and
CD28. Blood 88:236

23. Rosenberg SA, Yang JC, Schwartzentruber DJ, Hwu P, Ma-
rincola FM, Topalian SL, Restifo NP, Dudley ME, Schwarz
SL, Spiess PJ, Wunderlich JR, Parkhurst MR, Kawakami Y,
Seipp CA, Einhorn JH, White DE (1998) Immunologic and
therapeutic evaluation of a synthetic peptide vaccine for the
treatment of patients with metastatic melanoma. Nat Med
4:321

24. Rudd CE, Anderson P, Morimoto C, Strevli M, Schlossman
SF (1989) Molecular interactions, T-cell subsets and a role of
the CD4/CD8:p56lck complex in human T-cell activation.
Immunol Rev 111:225

25. Sarzotti M, Baron S, Klimpel, GR (1987) EL-4 metastases in
spleen and bone marrow suppress the NK activity generated in
these organs. Int J Cancer 39:118

26. Sedlmayer P, Rabinowich H, Elder EM, Ernsto� MS, Kirk-
wood JM, Herberman RB, Whiteside TL (1991) Depressed
ability of patients with melanoma or renal cell carcinoma
to generate adherent lymphokine-activated killer cells.
J Immunother 10:336

27. Tartour E, Latour S, Mathiot C, Thiounn N, Mosseri V,
Joyeux I, Dubois D'Enghien C, Lee R, Debre B, Herman
Fridman W (1995) Variable expression of CD3-f chain in tu-
mor-in®ltrating lymphocytes (TIL) derived from renal-cell
carcinoma: relationship with phenotype and function. Int
J Cancer 63:205

28. Trimble LA, Lieberman J (1998) Circulating CD8 T lym-
phocytes in human immunode®ciency virus-infected indi-
viduals have impaired function and downmodulate CD3f,
the signaling chain of the T-cell receptor complex. Blood
91:585

29. Young RC, Corder MP, Haynes HA, DeVita VT Jr (1972)
Delayed hypersensitivity in Hodgkin's disease. A study of 103
untreated patients. Ann Intern Med 52:63

30. Weissman AM, Baniyash M, Hou D, Samelson LE, Burgess
WH, Klausner RD (1988) Molecular cloning of the f chain of
the T cell antigen receptor. Science 239:1018

31. Zea AH, Curti BD, Longo DL, Alvord WG, Strobl SL, Mi-
zoguchi H, Creekmore SP, O'Shea JJ, Powers GC, Urba WJ,
Ochoa AC (1995) Alterations in T cell receptor and signal
transduction molecules in melanoma patients. Clin Cancer Res
1:1327

32. Zea AH, Ochoa MT, Ghosh P, Longo DL, Alvord WG,
Valderrama L, Falabella R, Harvey LK, Saravia N, Moreno
LH, Ochoa AC (1998) Changes in expression of signal trans-
duction proteins in T lymphocytes of patients with leprosy.
Infect Immun 66:499

269


