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In this article the phylogenies was missing in Fig. 4; the cor-
rected Fig. 4 should have appeared as shown below.

Open Access  This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 

as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article’s Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

The original article can be found online at https://​doi.​org/​10.​1007/​
s00239-​024-​10175-y.

 *	 Luis Delaye 
	 luis.delaye@cinvestav.mx

1	 Departamento de Ingeniería Genética, Cinvestav 
Unidad Irapuato, Km 9.6 Libramiento Norte Carretera 
Irapuato‑León, C.P. 36824 Irapuato, Gto., Mexico

https://orcid.org/0000-0003-4193-2720
http://orcid.org/0000-0001-9673-4209
https://doi.org/10.1007/s00239-024-10175-y
https://doi.org/10.1007/s00239-024-10175-y
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1007/s00239-024-10183-y&domain=pdf
https://doi.org/10.1007/s00239-024-10175-y
https://doi.org/10.1007/s00239-024-10175-y


526	 Journal of Molecular Evolution (2024) 92:525–526

Fig. 4   The RBM from RaTG13 
has a distinct phylogenetic his-
tory than its RBD. Tree on the 
left is from the concatenation 
of segments 2 and 4 (contain-
ing the RBD); and the tree on 
the right is from segment 3 
(containing the RBM). At the 
bottom we show segments 2 and 
4 (left) and 3 (right) colored by 
subdomains and motifs. The 
vertical red lines indicate the 
recombination breakpoints iden-
tified by GARD. At the top of 
the Figure we show the cumula-
tive dissonance by clades. The 
hosts are shown for clarity. Note 
that RaTG13 branches in differ-
ent clades between the two trees
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