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In this article the phylogenies was missing in Fig. 4; the cor-
rected Fig. 4 should have appeared as shown below.
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Fig. 4  The RBM from RaTG13 
has a distinct phylogenetic his-
tory than its RBD. Tree on the 
left is from the concatenation 
of segments 2 and 4 (contain-
ing the RBD); and the tree on 
the right is from segment 3 
(containing the RBM). At the 
bottom we show segments 2 and 
4 (left) and 3 (right) colored by 
subdomains and motifs. The 
vertical red lines indicate the 
recombination breakpoints iden-
tified by GARD. At the top of 
the Figure we show the cumula-
tive dissonance by clades. The 
hosts are shown for clarity. Note 
that RaTG13 branches in differ-
ent clades between the two trees
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