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Abstract
The present work describes the development and validation of a novel approach to determine methadone (MTD) and its main
metabolite (EDDP) in oral fluid samples, using the dried saliva spots (DSS) sampling approach and gas chromatography-tandem
mass spectrometry (GC-MS/MS). Oral fluid samples (50 μL) were applied into Whatman™ 903 protein saver filter paper cards
and were allowed to dry overnight. The extraction was carried out by immersion of the spot in 1 mL of isopropyl alcohol with
agitation for 1 min. Afterwards, the extract was centrifuged for 15min at 3500 rpm and the supernatant evaporated to dryness and
reconstituted with 50 μL of methanol. The procedure was considered linear in the range of 10 to 250 ng/mL for both compounds,
with determination coefficients greater than 0.99. Intra- and inter-day precision and accuracy revealed coefficients of variation
(CVs) lower than 15% at the studied concentrations, with mean relative errors within ± 15% of the nominal concentrations.
Recoveries ranged from 45 to 74%. The limits of detection and quantification were 5 and 10 ng/mL respectively for both
analytes. All studied parameters complied with the defined criteria and the method enabled the successful determination of
MTD and EDDP in oral fluid samples from patients undergoing opiate substitution/maintenance therapy.
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Introduction

Methadone (MTD) is the most commonly used drug in opiate
substitution therapy [1]. Although heroin still prevails as the
most widely consumed illicit opiate, several studies are now
pointing to an increase in the consumption of synthetic

opioids, such as MTD, buprenorphine, and fentanyl. Despite
the fact that these substances are associated with a substantial
proportion of overdose deaths, only a few countries, such as
Denmark and the Czech Republic, have monitoring systems
capable of conducting an analysis of trends in acute intoxica-
tions caused by their consumption [2].

Andreia Ribeiro, Margarida Prata, Cristiana Vaz and Tiago Rosado
contributed equally to this work.

* Mário Barroso
mario.j.barroso@inmlcf.mj.pt

1 Centro de Investigação em Ciências da Saúde, Faculdade de Ciências
da Saúde da Universidade da Beira Interior (CICS-UBI), Avenida
Infante D. Henrique, 6200-506 Covilhã, Portugal

2 Escola Superior de Saúde, Instituto Politécnico da Guarda (IPG),
Avenida Rainha D. Amélia, S/N, 6300-749 Guarda, Portugal

3 Laboratório de Fármaco-Toxicologia-UBIMedical, Universidade da
Beira Interior, Convento de Sto. António,
6201-001 Covilhã, Portugal

4 Nal von Minden, GmbH, Friedenstr 32,
93053 Regensburg, Germany

5 Serviço de Química e Toxicologia Forenses, Instituto de Medicina
Legal e Ciências Forenses - Delegação do Sul, Rua Manuel Bento de
Sousa 3, 1169-201 Lisbon, Portugal

6 Unidade de Investigação para o Desenvolvimento do Interior do IPG
(UDI/IPG), Av. Dr. Francisco de Sá Carneiro 50,
6300-559 Guarda, Portugal

7 LAQV, Requimte, Departamento de Ciências Químicas, Laboratório
de Química Aplicada, Faculdade de Farmácia, Universidade do
Porto, 4051-401 Porto, Portugal

Analytical and Bioanalytical Chemistry (2019) 411:2177–2187
https://doi.org/10.1007/s00216-019-01654-z

http://crossmark.crossref.org/dialog/?doi=10.1007/s00216-019-01654-z&domain=pdf
mailto:mario.j.barroso@inmlcf.mj.pt


MTD hydrochloride is used as a racemic mixture, with the
L-isomer being the most potent compound [3–5].

The N-demethylation catalyzed by the cytochrome P450
isoenzyme CYP3A4 occurs at the hepatic level, producing
its major metabolite (inactive), 2-ethylidene-1,5-dimethyl-
3,3-diphenylpyrrolidine (EDDP), which subsequently un-
dergoes demethylation to form the also inactive compound
2-ethyl-5-methyl-3,3-diphenyl-1-pyrroline (EMDP) [1].

Several publications have reported the determination of
MTD and metabolites in traditional biological matrices, such
as urine [5–7], blood [8, 9], serum [10, 11], and hair [12].
However, a non-conventional matrix such as oral fluid (OF)
is also used, presenting a simple and non-invasive sampling
procedure associated with an easy transportation and han-
dling. Nevertheless, regarding drug monitoring, plasma re-
mains the most applied biological matrix, since OF analysis
still presents some drawbacks. OF samples may be affected by
physiological variables such as pH and viscosity; the target
analytes may be present in relatively low concentrations com-
pared to other biological specimens, and might exist some
difficulty in obtaining sufficient quantities of material for anal-
ysis [13–17].

In addition, in what concerns drug monitoring, there is a
considerable interest in finding alternatives to plasma or
blood, and OF has been increasingly studied, due to the pos-
sibility of developing more sensitive and reliable methods, but
also due to its many advantages.

The correlation between opioid concentrations (MTD,
EDDP) in plasma and OF has been evaluated and reported
in the literature [18]. The precision of the comparison of
plasma/OF concentrations presents values above 90% [19];
the concentrations were found very similar with a OF/
plasma ratio of 1.3/1.0, respectively [20]. However, according
to the literature, the concentrations of MTD in the OF may be
higher than those found in plasma. This is due to the physico-
chemical properties of the compound (pKa, protein binding,
liposolubility, molecular weight) and, as already mentioned,
the influence of pH and salivary flow itself, which may vary
from person to person [21].

The classic techniques used in the preparation of samples
are solid-phase extraction (SPE) and liquid-liquid extraction
(LLE). However, in current days, there is the need to resort to
simple and inexpensive techniques with good recovery and
selectivity, in order to minimize the amount of time spent in
sample preparation, as well as the volume of sample and or-
ganic solvents required. In this context, miniaturized tech-
niques such as solid-phase microextraction (SPME),
microextraction in packed syringe (MEPS), and dispersive
liquid-liquid microextraction (DLLME) have gained attention
[22].

In the same sense, more recently, the dried matrix spots
(DMS) sampling approach has attracted great interest, partic-
ularly in the analytical and forensic toxicology fields, since it

requires reduced sample volumes and presents a great long-
term stability. Dried blood spots (DBS) have been the most
common DMS approach used for the analysis of drugs of
abuse and metabolites [23]. However, few studies are starting
to evaluate the application of DMS to other biological matri-
ces, namely OF, often named dried saliva spots (DSS). DSS
have been shown as a promising sampling and extraction pro-
cedure [24], with literature reporting its usefulness in the de-
termination of D- and L-lactic acid in diabetic patients [25],
anticonvulsant drugs [26] and lidocaine in saliva, and a can-
didate drug for the treatment of migraine as well [27].

In addition, DSS is described as a simple, accurate, robust,
fast, inexpensive, and non-invasive alternative, being used for
both collection and preservation of OF samples [27–29]. The
procedure begins with the deposition of a 50 to 100μL sample
volume onto a filter paper [24, 30]. Thereafter, the filter paper
is left to dry at room temperature. After this process, using a
small quantity of the appropriate organic solvents, the target
analytes are extracted and subsequently analyzed by chro-
matographic analysis.

The aim of the present work is the development and vali-
dation of a method for the determination of MTD and its
metabolite EDDP in OF samples using the DSS sampling
approach and GC-MS/MS. Its application will result in a sim-
ple, sensitive, and cost-effective procedure to determine these
compounds enabling their monitoring.

Materials and methods

Reagents and standards

All analytical standards were purchased from Sigma-Aldrich
(Sintra, Portugal) at the concentrations of 1 mg/mL (EDDP)
and 100 μg/mL (MTD, MTDd3, and EDDPd3) in methanol.
Methanol LiChrosolv® and acetonitrile Prolabo®, both pro-
vided by VWR International (Carnaxide, Portugal), were of
HPLC grade. Ethyl acetate from VWR International
(Carnaxide, Portugal) was of analytical grade. Isopropanol,
dichloromethane, and hexane both provided by Fisher
Scientific UK (Loughborough, UK) were all of analytical
grade.

Deionized (DI) water was obtained from a Milli-Q System
(Millipore, Billerica, MA, USA). Formic acid (Panreac
Química SA, Barcelona, Spain) was also used with pro-
analysis grade. Whatman™ 903 protein saver cards were ac-
quired from Sigma-Aldrich (Sintra, Portugal). Working solu-
tions were prepared by serial dilutions with methanol to final
concentrations of 1000 and 2500 ng/mL. Internal standards
(IS) were used at the concentrations of 100 ng/mL (MTD-
d3) and 1 μg/mL (EDDP-d3). All the standard solutions were
stored at − 10 °C and protected from the light.
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Biological specimens

Drug-free OF samples were provided by laboratory staff and
were used during all experiments. Authentic OF samples were
received by the Farmaco-Toxicologia laboratory and were
sent from Centro de Atendimento ao Toxicodependente -
Casas de Santiago (Belmonte). These samples were collected
by spitting and were subsequently stored at − 10 °C until
analysis.

Gas chromatographic and mass spectrometric
conditions

An HP 7890A gas chromatography system, equipped with a
model 7000B triple quadrupole mass selective detector, from
Agilent Technologies (Soquimica, Portugal) was used. This
system was coupled to an automatic MPS2 autosampler injec-
tor from Gerstel (Mülheim an der Ruhr, Germany). The sep-
aration of the analytes was achieved using a capillary column
of fused silica (30 m × 0.25 mm, I.D., 0.25 μm) with 5%
phenylmethylsiloxane (HP-5 MS) supplied by J & W
Scientific (Folsom, CA, USA). The oven temperature started
at 150 °C for 2 min, followed by an increase of 20 °C per
minute until 300 °C and was maintained for 3 min. The total
time of the chromatographic run was 12.50 min. The injection
volume of the sample was 2 μL in split mode (3:1), and the
injector and transfer line temperatures were set at 220 and
280 °C, respectively. The carrier gas, helium, was set at a
constant flow rate of 0.8 mL/min. In the mass spectrometer,
the helium flow was 1.5 mL/min and that of nitrogen was
2.5 mL/min in the collision cell in electron impact mode, with
a current of 35 μA and electron energy 70 eV. Data were
acquired onmultiple reactionmonitoring (MRM)mode, using
the MassHunter WorkStation Rev. B.02.01 acquisition soft-
ware (Agilent Technologies). It was possible to choose two
transitions for each compound (one quantitative and one qual-
itative) based on the highest masses and the most abundant
mass peaks to maximize signal-to-noise ratio of the com-
pounds in matrix extracts (Table 1).

Sample preparation

Of samples were thawed at room temperature, after which
50 μL was applied to the DSS card. The extraction procedure
was optimized (see section Optimization of the extraction pro-
cedure), and the final conditions were as follows. After over-
night drying, 1 mL of isopropanol and 20 μL of IS were added
to the DSS cards, according to Jager et al. [31]. The mixture was
agitated for 1 min at 70 rpm on a roller-mixer shaker. Thereafter,
centrifugation was performed at 3500 rpm at 4 °C for 15 min.
Subsequently, the supernatant was collected into glass tubes and
evaporated to dryness under a gentle stream of nitrogen. The
resulting residue was reconstituted in 50 μL of methanol and
2 μL was injected into the GC-MS/MS system.

Validation procedure

The describedmethod was fully validated according to the guid-
ing principles of the Food and Drug Administration (FDA) [32],
the Scientific Working Group for Forensic Toxicology
(SWGTOX) [33], and the specific recommendations from the
EBF (European Bioanalysis Forum) [34] for the validation of
methodologies when DBS procedures are involved.

The validation was performed following a 5-day validation
protocol, and the studied parameters included selectivity, lin-
earity, lower limits of quantification (LOQs), limits of detec-
tion (LODs), intra- and inter-day precision and accuracy, re-
covery, stability, and dilution integrity. The entire validation
procedure was performed by spiking blank oral fluid samples
at the required concentration levels.

Results and discussion

Optimization of the extraction procedure

Four parameters were considered for the optimization process,
and these were extraction solvent, solvent volume, extraction
time, and drying time. These experiments were performed in
triplicate (n = 3) in order to minimize interferences and

Table 1 Mass spectrometric
conditions Analyte Transitions (m/z)

Precursor ion–product ion

Retention
time (min)

Collision
energy (eV)

Dwell
time (ms)

Methadone 222.1–105.1*

222.2–117.0

8.46 20

20

50

50

Methadone-d3 225.0–105.1* 8.46 10 50

EDDP 275.4–232.2*

275.4–247.2

7.94 20

15

50

50

EDDP-d3 237.2–220.2* 7.93 10 50

*Quantifying transition
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systematic errors. The entire optimization study was performed
using MTD and EDDP at a concentration of 100 ng/mL.

The first step was the selection of the most suitable organic
solvent that would allow greatest recoveries without simulta-
neously extracting interferences present in the biological ma-
trix (Fig. 1a). This figure shows isopropanol as the solvent
which resulted in better recoveries for both target analytes.
However, in the case of EDDP, both isopropanol and metha-
nol provided good recoveries.

After selecting the most appropriate solvent, the volume of
isopropanol to be used in the extraction was evaluated (Fig.
1b). One milliliter of solvent appeared to be the most appro-
priate, since no statistical differences were observed between
all studied volumes (F(1,4) = 3.29, p < .05) for EDDP and
(F(1,4) = 3.18, p < .05) for MTD. In addition, this volume
seemed to be in agreement with the new trends of lowering
the consumption of organic solvents and the toxicity associat-
ed to their use, minimizing also the costs.

Fig. 1 Effects of the different organic solvents and/or mixtures in the extraction process (a), effects of the different solvent volumes (b), extraction time
(c), and time of drying (d) in the extraction process
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The other studied parameters were extraction and drying
times. Regarding extraction time (Fig. 1c), no significant
differences were observed for both EDDP and MTD
(F(1,4) = 6.93, p < .05) and (F(1,4) = 3.11, p < .05) respec-
tively. For this reason, the shortest period of time was se-
lected. The studied drying times were 1 h, 3 h, and over-
night. Despite the fact that a drying time of 1 h seemed to
provide the best response (Fig. 1d), we have chosen to dry
the spots overnight, thus assuring that all spots were
completely and reproducibly dry before extraction (since
with 1 h, some of the spots were not totally dry, and 3 h
would be worse concerning laboratory workflow).

Method validation parameters

Selectivity

The method’s ability to identify and quantify EDDP and MTD
in the presence of endogenous compounds from the matrix was
evaluated [35]. For this, blank OF samples from ten different
origins were analyzed and checked for interferences at the re-
tention times and selected transitions of the analytes of interest.

Additionally, a confirmation of the relative intensities (rel-
ative abundances) presented by each target analyte was per-
formed as well [36]. Also, other compounds like

Fig. 2 Chromatogram of selected fragments obtained after extraction of a blank sample and a sample spiked at the LLOQ
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amphetamine-type stimulants, cocaine, cannabinoids, opiates,
caffeine, and nicotine metabolites were also studied in order to
assure the selectivity of the present method.

Considering the WADA criteria for acceptance [36], no inter-
ferences were identified in the blank OF samples and EDDP and
MTD were successfully identified in all the analyzed samples;
hence, the described method was considered selective (Fig. 2).

Calibration curves and limits

The method was considered linear in the range of 10 to
250 ng/mL for both EDDP and MTD. No weighting factors
were applied. The acceptance criteria included a determination
coefficient (R2) of at least 0.99 and the accuracy of the cali-
brators within ± 15%, except at the LOQ, where ± 20% was
considered acceptable (Table 2).

The method’s LOQ was defined as the lowest concentra-
tion of analyte that could be determined with adequate preci-
sion and accuracy, i.e., with a coefficient of variation (CV, %)
of less than 20% and a relative error (RE, %) within a ± 20%
interval of the nominal concentration.

The LOD is the lowest concentration reliably distinguished
from the blank, showing a discrete peak presenting a signal-
to-noise ratio of at least 3 [37]. LOD was determined by ana-
lyzing 10 replicates of spiked samples at 5 ng/mL.

The LOD and LOQ obtained for both analytes were 5 and
10 ng/mL, respectively.

The literature reporting the application of OF for MTD and
EDDP determination is not vast. Nevertheless, when compar-
ing the present results to those reported in the literature, one
can assume that the limits obtained can be considered more
than satisfactory, considering that a sample volume as low as
50 μL was used.

Concheiro et al. [38] reported LOQs of 1 ng/mL and LODs
of 0.2 ng/mL for both compounds, yet using greater volumes
of OF (250 μL) using a LC-MS/MS system. Also, Ya-Ching
et al. [39] obtained LOQs for MTD and EDDP of 20 and 3 ng/
mL, respectively, using 1 mL of sample by GC-MS.

The results obtained with the present method are surpassed
by Hsiu-Chuan et al. [40], who analyzed 40 μL of OF by LC-
MS/MS, reaching a LOQ of 0.25 ng/mL for both MTD and
EDDP and a LOD of 0.1 ng/mL for MTD and 0.25 ng/mL for
EDDP. The use of a LC-MS/MS system and a direct injection of
the specimen with no extraction can explain the authors’ results.

It is important to emphasize that the comparison of the
present study with others published where the same prepara-
tion technique was used is not possible, since this is the first
work that uses DSS as extraction technique for the determina-
tion of MTD and EDDP in OF samples.

Intra-day, inter-day, and intermediate (combined
intra- and inter-day) precision and accuracy

Intra-day precision and accuracy were assessed by analyzing 6
replicates of blank OF samples spiked with EDDP and MTD
at 3 concentration levels on the same day, treated according to
the described DSS procedure. The obtained CVs were lower
than 11% for all studied concentrations, with an inaccuracy
within ± 6%.

Inter-day precision and accuracy were studied within a 5-
day period at 7 concentration levels. The obtained CVs were
lower than 15% for the target analytes at all tested concentra-
tions, with a mean relative error within ± 11%.

Simultaneously with these studies, intermediate (combined
intra- and inter-day) precision and accuracy were also evalu-
ated by the analysis in triplicate of quality control (QC) sam-
ples at four concentration levels (15, 35, 125, and 225 ng/mL)
during the 5-day validation period (n = 15). The obtained CVs
were lower than 10% for the analytes, with a mean relative
error within ± 5%. Table 3 shows the precision and accuracy
data.

Dilution integrity

With the possibility of having authentic samples with concen-
trations above the upper limit of quantification (ULOQ), it is
necessary to perform dilution integrity tests during validation
[41].

To assess dilution integrity, two concentrations above the
ULOQ were prepared and three dilution factors were studied
(1:2, 1:5, and 1:10), all of them allowing the concentrations to
fall within the linearity interval. This test was performed in
triplicate. All dilutions were performed with blank OF and
have allowed an accurate determination of EDDP and MTD
after multiplying by the dilution factor. The obtained CVs, for
both EDDP andMTD,were typically lower than 13%,with an
inaccuracy within ± 12% (Table 4).

Table 2 Linearity data (n = 5)

Compound Linear range (ng/mL) Linearity R2 LLOQ (ng/mL) LOD (ng/mL)

Slope Intercept

Methadone 10–250 0.007 ± 0.001 0.336 ± 0.101 0.998 ± 0.002 10 5

EDDP 10–250 0.069 ± 0.024 0.863 ± 0.823 0.997 ± 0.002 10 5
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Stability

By carrying out stability studies, it is possible to observe the
behavior of the target analytes when the spiked samples are
submitted to different storage conditions. With this, it was
possible to evaluate the applicability of the method after dif-
ferent types of storage.

Four types of stability were studied: processed samples,
short-term, freezing/thawing, and long-term. This assay was
performed with samples spiked at the QC concentration levels
(15, 35, 125, and 225 ng/mL).

Regarding processed samples stability, the previously ana-
lyzed QC samples were re-analyzed after 24 h in the auto-
sampler. The obtained CVs were lower than 13% with mean
relative errors within a ± 12% interval.

For short-term stability study, the OF samples were left at
room temperature for 24 h, after which 50 μL was applied to
the DSS cards. The CVs obtained were lower than 15% for all
concentrations, with a mean relative error within ± 13%.
Regarding the stability during freeze/thaw cycles, the samples

were frozen for 24 h, then allowed to thaw at room tempera-
ture, and then frozen again. A total of 3 cycles were per-
formed. The obtained CVs were lower than 15% for all con-
centrations, with an inaccuracy within 6%.

Finally, for long-term stability, the prepared QC samples
were applied on the DSS cards and left on bench-top unassist-
ed for 2 months. It was possible to observe that EDDP was
stable for 2 months; however, MTD was only stable for
2 weeks. In all concentrations, the CVs obtained were lower
than 14% at all studied concentrations, with a mean relative
error within ± 15%. Table 5 shows the stability data.

Recovery

In order to study the recoveries obtained with the present
extraction procedure, two sets of samples were prepared in
triplicate at three concentration levels (25, 100, and 250 ng/
mL). The first set was prepared by spiking the analytes post-
DSS procedure (representing 100% efficiency), while the

Table 4 Dilution integrity (n = 3)
Compound Dilution factor Concentration

(ng/mL)
Measured
concentration
(ng/mL)

CV (%) RE (%)

Methadone 1:2 300 318.21 ± 15.34 4.82 6.07

500 495.15 ± 29.38 5.93 − 0.97
EDDP 300 299.06 ± 12.08 4.04 − 0.31

500 492.48 ± 62.78 12.75 − 1.50
Methadone 1:5 300 329.46 ± 9.69 2.94 9.82

500 521.72 ± 35.23 6.75 4.34

EDDP 300 295.15 ± 29.54 10.01 − 1.62
500 457.84 ± 8.09 1.77 − 8.43

Methadone 1:10 300 334.64 ± 2.72 0.81 11.55

500 516.98 ± 46.18 8.93 3.40

EDDP 300 307.41 ± 14.00 4.55 2.47

500 469.79 ± 40.67 8.66 − 6.04

Table 5 Stability data (n = 3)

Compound Concentration
(ng/mL)

Processed sample stability Short-term stability Freeze/thaw stability Long-term stability

CV (%) RE (%) CV (%) RE (%) CV (%) RE (%) CV (%) RE (%)

Methadone 15 8.83 − 4.75 0.81 5.81 9.44 2.37 11.11 0.42

35 12.56 5.03 5.71 5.21 5.30 − 1.75 10.90 1.12

125 1.68 11.39 1.72 12.92 5.20 6.04 5.53 − 8.44
225 2.03 9.03 5.60 2.12 4.52 4.28 11.55 4.15

EDDP 15 4.18 2.80 7.69 0.27 7.02 3.44 8.75 − 4.13
35 7.76 − 0.19 2.82 − 3.91 14.60 0.57 7.31 3.74

125 9.56 2.93 2.72 − 4.64 11.11 0.74 11.71 − 4.84
225 11.56 4.90 9.49 7.37 1.47 5.56 3.45 − 10.85
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second set was prepared by spiking pre-DSS procedure. The
recovery results were obtained by comparing the relative peak
areas obtained by both sets.

Table 6 resumes the obtained results. An average recovery
of 67% was obtained for MTD, and 54% for EDDP.

A recovery close to 100% for MTD and EDDP was reported
by dos Santos et al., using 0.1 mL of OF and liquid-liquid ex-
traction. The authors have obtained a LOD of 32 ng/mL and
LOQ of 99 ng/mL for MTD and a LOD of 29 ng/mL and a
LOQ of 88 ng/mL for EDDP. Also in this same work, but using
SPME, no great differences were observed for these results [42].

In the work of Damns et al. [43], using 200 μL of OF, the
recoveries of MTD and EDDP were also close to 100%, how-
ever using protein precipitation.

Regarding DSS applications and recoveries obtained,
Abdel-Rehim A and Abdel-Rehim M [24] showed that the
DSS analysis of the spiked saliva sample compared to the
direct injection of the same concentration of lidocaine resulted
in a recovery close to 100%.

In the case of antiepileptic drugs determined in OF using
DSS, Carvalho et al. [26] reports recoveries ranging from 41

to 61% which can be compared with the ones obtained with
the present method. Nevertheless, in these last cases, a proper
comparison cannot be performed since recoveries will also
depend on the compounds affinity to the filter paper and on
the sample preparation procedures.

It should be noted that the differences between the extrac-
tion procedures may influence the recovery of compounds. It
is also noted that with these recovery values, the LODs and
LOQs achieved are within the range of concentrations com-
monly used for monitoring of MTD consumption in real sam-
ples, and are even lower than those published by other au-
thors; therefore, the herein proposed method has been shown
to be sensitive for application in the laboratory routine.

Method applicability

The present method was successfully applied in routine anal-
ysis of MTD and EDDP with DSS sampling. As an example,

Fig. 3 Chromatogram obtained after analysis of an authentic sample

Table 6 Extraction efficiency (%) of the compounds under the
optimized extraction conditions (n = 3)

Compound Efficiency (%)

25 ng/mL 100 ng/mL 250
ng/mL

Methadone 60.5 ± 13.3 74.2 ± 13.7 66.7 ± 7.1

EDDP 63.3 ± 4.2 54.2 ± 3.2 45.3 ± 2.9

Table 7 Comparison DSS procedure with solid-phase extraction as
sample preparation

DSS SPE

EDDP MTD EDDP MTD

Sample #1 54.48 243.67 57.60 269.61

Sample #2 38.75 150.29 37.06 152.31

Sample #3 65.21 210.85 62.39 201.08

Sample #4 47.89 198.91 40.73 190.03

Sample #5 15.12 70.86 19.25 81.11

Sample #6 27.30 178.29 32.71 184.15
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Fig. 3 shows a chromatogram of an authentic sample sent
from Centro de Atendimento ao Toxicodependente - Casas
de Santiago (Belmonte) which is responsible for the treatment
of opiate addicts. The concentrations ofMTD and EDDPwere
246.56 ± 7.53 and 20.65 ± 3.08 ng/mL, respectively.

In addition, these results were compared to those obtained
by analyzing neat oral fluid samples and extraction by SPE
[12], and the obtained concentrations were perfectly overlap-
ping (BIAS < 15%), which demonstrates de adequacy of this
new sampling approach (Table 7).

Conclusions

With the use of DSS and GC-MS/MS, it was possible to de-
velop and validate a method to determine MTD and its major
metabolite EDDP in OF samples. The extraction procedure
was proven to be simple, sensitive, and cost-effective and
allowed to obtain great stability of the samples in diverse
conditions, not compromising the transport and storage after
sampling. The present method was linear in the range of 10–
250 ng/mL, with low detection and quantification limits as
well as adequate precision and accuracy values using reduced
small sample volume (50 μL). This reduced sample volume
can be extremely advantageous, since sample amount is often
limited.

The applicability of the method was proven using real OF
samples, demonstrating the usefulness of this method in the
therapeutic monitoring of these drugs.

Funding information This work is supported by FEDER funds through
the POCI-COMPETE 2020 - Operational Programme Competitiveness
and Internationalisation in Axis I – Strengthening Research,
Technological Development and Innovation (Project POCI-01- 0145-
FEDER-007491) and National Funds by FCT – Foundation for Science
and Technology (Project UID/Multi /00709/2013).

Compliance with ethical standards

The present study was approved by the ethics committee from Casas de
Santiago and has been conducted according to ethical standards. The
analyzed samples belonged to individuals who gave an informed consent
for their use (including the drug-free samples used in the validation ex-
periments, provided by laboratory staff), and all analyses were carried out
according to the ethical standards of the institution.

Conflict of interest The authors declare that they have no conflicts of
interest.

Publisher’s note Springer Nature remains neutral with regard to jurisdic-
tional claims in published maps and institutional affiliations.

References

1. Ferrari A, Coccia CPR, Bertolini A, Sternieri E. Methadone—me-
tabolism, pharmacokinetics and interactions. Pharmacol Res.
2004;50:551–9. https://doi.org/10.1016/J.PHRS.2004.05.002.

2. European Monitoring Centre for Drugs and Drug Adiction.
European Drug Report 2018: trends and developments. Lisbo;
2018. https://www.emcdda.europa.eu/system/files/publications/
8585/20181816_TDAT18001PTN_PDF.pdf. Accessed 3
July 2018.

3. Armstrong SC, Wynn GH, Sandson NB. Pharmacokinetic drug
interactions of synthetic opiate analgesics. Psychosomatics.
2009;50:169–76. https://doi.org/10.1176/appi.psy.50.2.169.

4. Buchard A, Linnet K, Johansen SS, Munkholm J, Fregerslev M,
Morling N. Postmortem blood concentrations of R- and S-enantio-
mers of methadone and EDDP in drug users: influence of co-
medication and P-glycoprotein genotype. J Forensic Sci. 2010;55:
457–63. https://doi.org/10.1111/j.1556-4029.2009.01278.x.

5. Hui Diong S, Shuhadah N, Yusoff M, SimMS, Elina R, Aziddin R,
et al. Quantitation of methadone and metabolite in patients under
maintenance treatment. J Anal Toxicol. 2014; 38:660–6.https://doi.
org/10.1093/jat/bku096.

6. Lin H-R, Chen C-L, Huang C-L, Chen S-T, Lua A-C. Simultaneous
determination of opiates, methadone, buprenorphine and metabo-
lites in human urine by superficially porous liquid chromatography
tandem mass spectrometry. J Chromatogr B. 2013;925:10–5.
https://doi.org/10.1016/j.jchromb.2013.02.020.

7. Larson MEM, Richards TM. Quantification of a methadone metab-
olite (EDDP) in urine: assessment of compliance. Clin Med Res.
2009;7:134–41. https://doi.org/10.3121/cmr.2009.859.

8. Meng L, Zhang W, Meng P, Zhu B, Zheng K. Comparison of
hollow fiber liquid-phase microextraction and ultrasound-assisted
low-density solvent dispersive liquid–liquid microextraction for the
determination of drugs of abuse in biological samples by gas
chromatography–mass spectrometry. J Chromatogr B. 2015;989:
46–53. https://doi.org/10.1016/J.JCHROMB.2015.02.039.

9. BoguszMJ,Maier RD, Schiwy-Bochat KH, Kohls U. Applicability
of various brands of mixed-phase extraction columns for opiate
extraction from blood and serum. J Chromatogr B Biomed Appl.
1996;683:177–88.

10. Schumacher S, Seitz H. A novel immunoassay for quantitative drug
abuse screening in serum. J Immunol Methods. 2016;436:34–40.
https://doi.org/10.1016/J.JIM.2016.06.004.

11. Rodriguez-RosasME, Lofwall MR, Strain EC, Siluk D,Wainer IW.
Simultaneous determination of buprenorphine, norbuprenorphine
and the enantiomers of methadone and its metabolite (EDDP) in
human plasma by liquid chromatography/mass spectrometry. J
Chromatogr B. 2007;850:538–43. https://doi.org/10.1016/j.
jchromb.2006.11.025.

12. Barroso M, Dias M, Vieira DN, López-Rivadulla M, Queiroz JA.
Mixed-mode solid-phase extraction for sample cleanup in hair anal-
ysis for methadone and its main metabolite. Biomed Chromatogr.
2010;24:1240–6. https://doi.org/10.1002/bmc.1434.

13. Gallardo E, Barroso M, Queiroz J. Current technologies and con-
siderations for drug bioanalysis in oral fluid. Bioanalysis. 2009;1:
637–67. https://doi.org/10.4155/bio.09.23.

14. Montesano C, Simeoni MC, Curini R, Sergi M, Lo Sterzo C,
Compagnone D. Determination of illicit drugs and metabolites in
oral fluid by microextraction on packed sorbent coupled with LC-
MS/MS. Anal Bioanal Chem. 2015;407:3647–58. https://doi.org/
10.1007/s00216-015-8583-8.

2186 Ribeiro A. et al.

https://doi.org/10.1016/J.PHRS.2004.05.002
https://www.emcdda.europa.eu/system/files/publications/8585/20181816_TDAT18001PTN_PDF.pdf
https://www.emcdda.europa.eu/system/files/publications/8585/20181816_TDAT18001PTN_PDF.pdf
https://doi.org/10.1176/appi.psy.50.2.169
https://doi.org/10.1111/j.1556-4029.2009.01278.x
https://doi.org/10.1093/jat/bku096
https://doi.org/10.1093/jat/bku096
https://www.emcdda.europa.eu/system/files/publications/8585/20181816_TDAT18001PTN_PDF.pdf
https://doi.org/10.3121/cmr.2009.859
https://doi.org/10.1016/J.JCHROMB.2015.02.039
https://doi.org/10.1016/J.JIM.2016.06.004
https://doi.org/10.1016/j.jchromb.2006.11.025
https://doi.org/10.1016/j.jchromb.2006.11.025
https://doi.org/10.1002/bmc.1434
https://doi.org/10.4155/bio.09.23
https://doi.org/10.1007/s00216-015-8583-8
https://doi.org/10.1007/s00216-015-8583-8


15. Gallardo E, Queiroz JA. The role of alternative specimens in toxi-
cological analysis. Biomed Chromatogr. 2008;22:795–821. https://
doi.org/10.1002/bmc.1009.

16. Queiroz JA, Gallardo E, Barroso M. What are the recent advances
in forensic oral fluid bioanalysis? Bioanalysis. 2013;5:2077–9.
https://doi.org/10.4155/bio.13.186.

17. Gallardo E, Barroso M, Queiroz JA. LC-MS: a powerful tool in
workplace drug testing. Drug Test Anal. 2009;1:109–15. https://
doi.org/10.1002/dta.26.

18. Maurer HH. Advances in analytical toxicology: the current role of
liquid chromatography-mass spectrometry in drug quantification in
blood and oral fluid. Anal Bioanal Chem. 2005;381:110–8. https://
doi.org/10.1007/s00216-004-2774-z.

19. Toennes SW, Kauert GF, Steinmeyer S,Moeller MR. Driving under
the influence of drugs - evaluation of analytical data of drugs in oral
fluid, serum and urine, and correlation with impairment symptoms.
Forensic Sci Int. 2005;152:149–55. https://doi.org/10.1016/j.
forsciint.2004.08.002.

20. Wolff K, Hay A. Methadone in saliva. Clin Chem. 1991;37:1297–
8.

21. Gjerde H, Mordal J, Christophersen AS, Bramness JG, Morland J.
Comparison of drug concentrations in blood and oral fluid collected
with the intercept sampling device. J Anal Toxicol. 2010;34:204–9.

22. Suzel Costa de Sousa EscadaM.Métodos de análise de piperazinas
em fluidos biológicos. Master Thesis. Universidade de Aveiro;
2007. https://docplayer.com.br/77754024-Universidade-de-aveiro-
departamento-de-quimicamaria-suzel-costa-de-sousa-e-escada-
metodos-de-analise-de-piperazinas-em-fluidos-biologicos.html.
Accessed 3 July 2018.

23. Odoardi S, Anzillotti L, Strano-Rossi S. Simplifying sample pre-
treatment: application of dried blood spot (DBS) method to blood
samples, including postmortem, for UHPLC–MS/MS analysis of
drugs of abuse. Forensic Sci Int. 2014;243:61–7. https://doi.org/
10.1016/j.forsciint.2014.04.015.

24. Abdel-Rehim A, Abdel-Rehim M. Dried saliva spot as a sampling
technique for saliva samples. Biomed Chromatogr. 2014;28:875–7.
https://doi.org/10.1002/bmc.3193.

25. NumakoM, Takayama T, Noge I, Kitagawa Y, Todoroki K,Mizuno
H, et al. Dried saliva spot (DSS) as a convenient and reliable sam-
pling for bioanalysis: an application for the diagnosis of diabetes
mellitus. Anal Chem. 2016;88:635–9. https://doi.org/10.1021/acs.
analchem.5b04059.

26. Carvalho J, Rosado T, Barroso M, Gallardo E. Determination of
antiepileptic drugs using dried saliva spots. J Anal Toxicol. 2018.
https://doi.org/10.1093/jat/bky064.

27. Zheng N, Zeng J, Ji QC, Angeles A, Aubry A-F, Basdeo S, et al.
Bioanalysis of dried saliva spot (DSS) samples using detergent-
assisted sample extraction with UHPLC-MS/MS detection. Anal
Chim Acta. 2016;934:170–9. https://doi.org/10.1016/J.ACA.2016.
05.057.

28. Krone C, Oja A, van de Groep K, Sanders E, Bogaert D, Trzciński
K. Dried saliva spots: a robust method for detecting Streptococcus
pneumoniae carriage by PCR. Int J Mol Sci. 2016;17:343. https://
doi.org/10.3390/ijms17030343.

29. Irie K, Shobu S, Hiratsuji S, Yamasaki Y, Nanjo S, Kokan C, et al.
Development and validation of a method for gefitinib quantification
in dried blood spots using liquid chromatography-tandem mass
spectrometry: application to finger-prick clinical blood samples of
patients with non-small cell lung cancer. J Chromatogr B.
2018;1087–1088:1–5. https://doi.org/10.1016/J.JCHROMB.2018.
04.027.

30. Torres L-M, Rivera-Espinosa L, Chávez-Pacheco JL, Navas CF,
Demetrio JA, Alemón-Medina R, et al. A new method to quantify
ifosfamide blood levels using dried blood spots and UPLC-MS/MS
in paediatric patients with embryonic solid tumours. PLoS One.
2015;10:e0143421. https://doi.org/10.1371/journal.pone.0143421.

31. Jager NG, Rosing H, Schellens JH, Beijnen JH. Procedures and
practices for the validation of bioanalytical methods using dried
blood spots: a review. Bioanalysis. 2014. https://doi.org/10.4155/
bio.14.185.

32. Food and Drug Administration. Guidance for industry bioanalytical
method validation. 2001. https://www.fda.gov/downloads/drugs/
guidances/ucm368107.pdf. Accessed 3 July 2018.

33. ScientificWorkingGroup for Forensic Toxicology. Scientific work-
ing group for forensic toxicology (SWGTOX) standard practices
for method validation in forensic toxicology. J Anal Toxicol.
2013;37:452–74. https://doi.org/10.1093/jat/bkt054.

34. Timmerman P, White S, Globig S, Lüdtke S, Brunet L, Smeraglia J.
EBF recommendation on the validation of bioanalytical methods
for dried blood spots. Bioanalysis. 2011;3:1567–75. https://doi.org/
10.4155/bio.11.132.

35. Ribani M, Bottoli CBG, Collins CH, Jardim ICSF, Melo LFC.
Validação em métodos cromatográficos e eletroforéticos. Quim
Nova. 2004;27:771–80. https://doi.org/10.1590/S0100-
40422004000500017.

36. World Anti-Doping Agency. WADA Technical Document –
TD2010IDCR Identification criteria for qualitative assays incorpo-
rating column chromatography and mass spectrometry. 2010.
https://www.wada-ama.org/sites/default/files/resources/files/
td2015idcr_-_eng.pdf. Accessed 2 July 2018.

37. Thompson M, Ellison SLR, Wood R. Harmonized guidelines for
single-laboratory (IUPAC Technical Report). Pure Appl Chem.
2002;74:835–55.

38. Concheiro M, Gray TR, Shakleya DM, Huestis MA. High-
throughput simultaneous analysis of buprenorphine, methadone,
cocaine, opiates, nicotine, and metabolites in oral fluid by liquid
chromatography tandem mass spectrometry. Anal Bioanal Chem.
2010;398:915–24. https://doi.org/10.1007/s00216-010-3903-5.

39. Hsu YC, Chen BG, Yang SC, Wang YS, Huang SP, Huang MH,
et al. Methadone concentrations in blood, plasma, and oral fluid
determined by isotope-dilution gas chromatography-mass spec-
trometry. Anal Bioanal Chem. 2013;405:3921–8. https://doi.org/
10.1007/s00216-012-6460-2.

40. Liu HC, Lee HT, Hsu YC, Huang MH, Liu RH, Chen TJ, et al.
Direct injection LC-MS-MS analysis of opiates, methamphetamine,
buprenorphine, methadone and their metabolites in oral fluid from
substitution therapy patients. J Anal Toxicol. 2015;39:472–80.
https://doi.org/10.1093/jat/bkv041.

41. Kelley M, DeSilva B. Key elements of bioanalytical method vali-
dation for macromolecules. AAPS J. 2007;9:E156–63. https://doi.
org/10.1208/aapsj0902017.

42. dos Santos Lucas AC, Bermejo A, Fernández P, Tabernero MJ.
Solid-phase microextraction in the determination of methadone in
human saliva by gas chromatography-mass spectrometry. J Anal
Toxicol. 2000;24:93–6.

43. Dams R, Murphy CM, Choo RE, Lambert WE, De Leenheer AP,
Huestis MA. LC - atmospheric pressure chemical ionization-MS/
MS analysis of multiple illicit drugs, methadone, and their metab-
olites in oral fluid following protein precipitation. Anal Chem.
2003;75:798–804. https://doi.org/10.1021/ac026111t.

Determination of methadone and EDDP in oral fluid using the dried saliva spots sampling approach and gas... 2187

https://doi.org/10.1002/bmc.1009
https://doi.org/10.1002/bmc.1009
https://doi.org/10.4155/bio.13.186
https://doi.org/10.1002/dta.26
https://doi.org/10.1002/dta.26
https://doi.org/10.1007/s00216-004-2774-z
https://doi.org/10.1007/s00216-004-2774-z
https://doi.org/10.1016/j.forsciint.2004.08.002
https://doi.org/10.1016/j.forsciint.2004.08.002
https://docplayer.com.br/77754024-Universidade-de-aveiro-departamento-de-quimicamaria-suzel-costa-de-sousa-e-escada-metodos-de-analise-de-piperazinas-em-fluidos-biologicos.html
https://docplayer.com.br/77754024-Universidade-de-aveiro-departamento-de-quimicamaria-suzel-costa-de-sousa-e-escada-metodos-de-analise-de-piperazinas-em-fluidos-biologicos.html
https://docplayer.com.br/77754024-Universidade-de-aveiro-departamento-de-quimicamaria-suzel-costa-de-sousa-e-escada-metodos-de-analise-de-piperazinas-em-fluidos-biologicos.html
https://doi.org/10.1016/j.forsciint.2014.04.015
https://doi.org/10.1016/j.forsciint.2014.04.015
https://doi.org/10.1002/bmc.3193
https://doi.org/10.1021/acs.analchem.5b04059
https://doi.org/10.1021/acs.analchem.5b04059
https://doi.org/10.1093/jat/bky064
https://doi.org/10.1016/J.ACA.2016.05.057
https://doi.org/10.1016/J.ACA.2016.05.057
https://doi.org/10.3390/ijms17030343
https://doi.org/10.3390/ijms17030343
https://doi.org/10.1016/J.JCHROMB.2018.04.027
https://doi.org/10.1016/J.JCHROMB.2018.04.027
https://doi.org/10.1371/journal.pone.0143421
https://doi.org/10.4155/bio.14.185
https://doi.org/10.4155/bio.14.185
https://www.fda.gov/downloads/drugs/guidances/ucm368107.pdf
https://www.fda.gov/downloads/drugs/guidances/ucm368107.pdf
https://doi.org/10.1093/jat/bkt054
https://doi.org/10.4155/bio.11.132
https://doi.org/10.4155/bio.11.132
https://doi.org/10.1590/S0100-40422004000500017
https://doi.org/10.1590/S0100-40422004000500017
https://www.wada-ama.org/sites/default/files/resources/files/td2015idcr_-_eng.pdf
https://www.wada-ama.org/sites/default/files/resources/files/td2015idcr_-_eng.pdf
https://doi.org/10.1007/s00216-010-3903-5
https://doi.org/10.1007/s00216-012-6460-2
https://doi.org/10.1007/s00216-012-6460-2
https://doi.org/10.1093/jat/bkv041
https://doi.org/10.1208/aapsj0902017
https://doi.org/10.1208/aapsj0902017
https://doi.org/10.1021/ac026111t

	Determination...
	Abstract
	Introduction
	Materials and methods
	Reagents and standards
	Biological specimens
	Gas chromatographic and mass spectrometric conditions
	Sample preparation
	Validation procedure

	Results and discussion
	Optimization of the extraction procedure
	Method validation parameters
	Selectivity

	Calibration curves and limits
	Intra-day, inter-day, and intermediate (combined intra- and inter-day) precision and accuracy
	Dilution integrity
	Stability
	Recovery
	Method applicability

	Conclusions
	References


