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Recently Published Papers in the
Field of Molecular Evolution

PRIMARY STRUCTURES

OF NUCLEIC ACIDS

Biochemical ang Biophysical Research Communications
136 No. 1 1986

Sequence of Human DNA Polymerase B mRNA Obtained Through
cDNA Cloning. SenGupta, D.N. et al. (Bethesda, USA) -
p. 341 (1]

Structure and Apalysis of the Bovipe Atrial Natriuretic
Peptide Precursor Gene. Vlasuk, G.P. et al. (Mountain View,
UsA) - p. 396 [2]

137 No. 1 1986

Isolation and Characterization of a Partial cDNA Clone for
Heparin Cofactor II. Inhorn, R.C. and Tollefsen, D.M. ({St.
Louis, USA) - p. 431 [3]

137 No. 2 1986

lsolation and Analysis of a cDNA Coding for Human cl
Inhibitor. Que, B.G. and Petra, P.H. (Seattle, USA) - p.
620 [4]

137 No. 3 1986

Isolation and Characterization of a Human U3 Small
Nucleolar RNA Gene. Suh, D. et al. {Houston, USA) - p.
1133 (5)

138 No. 1 1986
The Complete Nuclaotide Seguence of Canine Brain B Creatine
Kinase mRNA: Homology in the Coding and 3’ Noncoding

Regions Among Species. Billadello, J.J. et al. (St. Louis,
usa) - p. 392 [s6]

138 No. 2 1986

Multiple Sequences in the Drosophila melanogaster U3 RNA
Gene are Homologous to Vertebrate U3 RNA. Akao, M. et al.
{Houston, USA) - p. 512 [7]

Sequence and Expression of a Novel Murine Interferon o
Gene. Homology with Enhancer Elements in the Regulatory
Region of the Gene. Dion, M. et al. {Villejuif, France)
- p. 826 [8]

Bovine Cardiac Mitochondrial ADB/ATP-Carrier: Two Distinct
mRNAs and an Unusually Short 3'-Noncoding Sequence.
Rasmussen, U.B. et al. (Boston, USA) - p. 850 [9]

Characterization of Human Genomic DNA Sequences Homologous
to the Interleukin 2 cDNA. Mita, S. et al. (Kumamoto,
Japan) - p. 966 (10]

138 No. 3 1986

Accumulation and Specific Cleavage of 5S RNA in the Isthmus
of Laying Hen Oviduct. Evidence for Three Chicken SS RNA.
Keith, G. et al. (Strasbourg, France) - p. 1405 [11]

The Biochemica) Journal

S O e

234 No. 3 1986

The Cloning and Sequence Analysis of the aspC and tyrB
Genes from Escherichia coli K12. Comparison of the Primary
Structures of the Aspartate Aminotransferase and Aromatic
Aminotransferase of E. coli with those of the Pig Aspartate
Aminotransferase Isoenzymes. Fotheringham, 1I1.G. et al.
(High Wycombe, UK) - p. 593 [12]

235 No. 2 1986

Nucleotide Sequence of the Putative Regulatory Region of
Mouse Lactate Dehydrogenase-A Gene. Fukasawa, K,M. and Li,
S. S.-L. (Research Triangle Park, USA) - p. 435 [13]

235 No. 3 1986

Nucleotide and Derived Amino Acid Sequences of a cDNA
Coding for Pre-Uteroglobin from the Lung of the Hare (Lepus
capensis). Lopez de Haro, M.S. and Nieto, A, (Madrid,
spain) - p. 895 [14]

236 No. 2 1986

The HNucleotide Ssquence of a Cytoplasmic t§NAPhe from
Scenedesmus obliguus and Comparison with a tRNA vE Species.
Green, G.A. and Jones, D.S. (Liverpool, UK) - p. 601 [15]

237 HNo. 2 1986

The Cloning and Expression of the arol Gene from
Escherichia coli K12. Purification and Complete Amino Acid
Sequence of Shikimate Kinase II, the arolL-Gene Product.
Millar, G. et al. (Glasgow, UK) - p. 427 {15]

Structural and Functional Relationships Between Fumarase
and Aspartase. Nucleotide Sequence of the Fumarase (fumC)
and Aspartase (asph)} Genes of Escherichia coli K12. Woods,
S.A. et al. (Sheffield, UK) - p. 547 [17]

238 No. 1 1986

The Nucleotide Sequence of Sceneadesmus obliquus Chloroplast
Elongator Methianine-Accepting tRNA. McCoy, J.M. et al.
{Liverpocl, UK) - p. 297 {18]

Biochimica et Biophysica Acta
866 No. 1 1986

Immunological Identification of Rat Tissue Kallikrein cDNA
and Characterization of the Kallikrein Gene Family. Gerald,
W.L. et al. (Charleston, USA) - p. 1 [19]

Conserved Restriction Sites Within the Ribosomal RNA Genes
of Vertebratas. Tanhauser, S.M. et al. (Gainesville, USA)
- p. 19 [20]

Sequence of the cDNA Encoding Porcine Pro-Opiomelanocortin.
Gossard, F.J. et al. (Stanford, USA) - p. 68 [21]

The Nucleotide Sequence of 4,55 rRNA from Tomato
Chloroplasts. Zhen-Qi, C. et al. (Wuhan, China) - p. 89
{221

866 No. 2/3 1986

Some Guidelines for Identification of Recognition
Sequences: Regulatory Sequences Frequently Contain
{T)GTG/CAC(A), TGA/TCA and (T)CTC/GAG{A). Nussinov, R,
{Ramat Aviv, Israel} - p. 93 [23)]

867 No. 1/2 1986

DNA and Amino-Acid Sequences of 3-Isopropylmalate
Dehydrogenase of Bacillus coagulans. Comparison with the
Enzymes of Saccharomyces cerevisiae and Thermus
thermophilus. Sekiguchi, T. et al. (Kanegawa, Japan) -
p. 36 [24]

867 No. 3 1986

Stability of Structures of the € Subunit and Terminator of
Thermophilic ATPase. Saishu, T. et al. {Minamikawachi,
Japan) - p. 97 [25]

iological Chemistry Hoppe-Seyler
367 No. B 1986

The Neurohypophyseal Hormones Vasopressin and Oxytocin,.
Precursor Structure, Synthesis and Regulation. Rehbein, M.
et al. (Hamburg, FRG) - p. 695 {26]

Cloned Proteolipid Protein and Myelin Basic Protein cDNA.
Transcription af the Two Genes During Myelination. Schaich,
M. et al, (X8ln, FRG) - p. 825 [27]

Carlsberg Research Communications

50 No. 6 1985

Primary Structure of a Bl Hordein Gene from Barley. Brandt,
A. et al. (Copenhagen, Denmark) - p. 333 (28]

DNA
4 No. & 1985

The Nucleotide Sequence of Syrian Hamster HMG-CoA-Reductase
¢DNA. Skalnik, D.G. and Simoni, R.D. (Stanford, USA) -
p. 439 [29)

Human Kidney Kallikrein: cDNA  Cloning and Sequence
Analysis. Baker, A.R, and Shine, J. (Mountain View, USA)
- p. 445 [30)

FEBS Letters

204 No, 1 1986

Studies on the Structure of the Human C4b-Binding Protein
Gene. Lintin, S.J. and Reid, K.B.M.(Oxford,UK)-p.77[31]
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204 No. 2 1986

The Structure of 55 Ribosomal RNA in the Methanogenic
Archaebacteria Methanolobus tindarius and Methanococcus

thermolithotrophicus. Willekens, P. et al, [(Antwerpen,
Belgium) - p. 273 [32]

Complete cDNA Sequence for Rabbit Muscle Glycogen
Phosphorylase. Nakano, K. et al. (San Francisco, USA) -
p. 283 [33]

Cyclic GMP Phosphodiesterase from Cattle Retina. Amino
Acid Sequence of the yY-~Subunit and Nucleotide Sequence
of the Corresponding c¢DNA. Ovchinnikov, ¥.A. et al.
(Moscaw, USSR) - p. 2B8 [34]

A U3 RNA Pseudogene in Mouse: Seguence and Organization in
Genomic DNA. Ferrer, P. et al. {Toulouse, France) - p.
307 [35]

Exon Strucrture of the Collagen-Binding Domain of Human
Fibronectin. Owens, R.J. and Baralle, F.E. (Oxford, UK)
- p. 318 [36]

205 No. 1 1986

Identification of a Rat Liver cDNA and mRNA Coding for the
28 kba Gap Junction Protein. Heynkes, R. et al. {Essen,
FRG) - p. 56 [37]

Journal of Bacteriology

167 Na. 2 1986

Eubacterial Origin of Chlamydiae., Weisburg, W.G. et al.
(Urbana, USA) - p. 570 [38]

Cloning and DNA Sequence Analysis of the wWild-Type and
Mutant Cyclic AMP Receptor Protein Genes from Salmonella
typhimurium. Schroeder, C.J. and Dobrogosz, W.J. (Raleigh,
USA) - p. 616 [39]

Nucleotide Sequence Analysis of the Gene Specifying the
Bifunctional 6'-Aminoglycoside Acetyltransferase 2"-Amino-
glycoside Phasphotransferase Enzyme in Streptococcus
faecalis and 1Identification and Cloning of Gene Regions
Specifying the Two Activities. Ferretti, J.J. et al.
(Oklahoma City, USA) - p. 631 [40]

crp Genes of Shigella flexneri, Salmonella typhimurium and
Escherichia c¢oli. Cossart, P, et al. (Paris, France) -
p. 639 [41)

Melecular Cloning and Nucleotide  Sequence of the

Corynebacterium glutamicum pheA Gene., Follettie, M.T. and
Sinskaey, A.J. (Cambridge, USA) - p. 695 [42]

Sequence of the Exfaliative Toxin B Gene of Staphylococcus
aureus. Jackson, M.P. and Iandolo, J.J. (Manhattan, USA)
-~ p. 726 [43]

nprRl and nprR2 Regulatory Regions for Neutral Protease
Expression in Bacillus subtilis. Toma, S. et al. (Milan,
Italy) - p. 740 [44]

Nucleatide Sequences of Five IncF Plasmid f£inP Alleles,
Finlay, B.B. et al. (Edmonton, Canada) - p. 754 [45]

167 No. 3 1986

Further Evidence for Overlapping Transcriptional Units in
an Escherichia coli Cell Envelope-Cell Dpivision Gene
Cluster: DNA Sequence and Transcriptional Organization
of the ddl ftsQ Region. Robinson, A.C, et al. {Edinburgh,
UK) - p. 809 [46]

Gene for an Immunoglobulin-Binding Protein from a Group G
Streptococcus, Fahnestock, S.R. et al. (Gaithersburg, USA)
- p. 870 (47}

Nucleotide Sequence of the Constitutive Macrolide~
Lincosamide-Streptogramin B Resistance Plasmid pNE131 from
Staphylococcus epidermidis and Homologies with
Staphylococcus aureus Plasmids pEl194 and PSN2. Lampson,
B.C. and Parisi, J.T. (Columbia, USA) - p. 888 [48]

Bucleotide Sequence of the btuCED Genes Involved in Vitamin
Bz-Transport in Escherijchia coli and Homology with
Components of Periplasmic-Binding-Protein-Dependent
Transport Systems. Friedrich, M.J. et al. (Charlottesville,
USA) - p. 928 [49]

A 26-Base-Pair Repetitive Segquence Specific for Neisseria

gonorrhoeae and Neisseria meningitidis Genomic DNA.
Correia, F.F. st al, (Stony Brook, USA) - p. 1003 [50]

The Journal of Biochemistry

99 No. 4 1986

The Complete Nucleotide Sequence of the Group II RNA
Coliphage GA. Inokuchi, Y. et al. {Tokyoc, Japan) - p. 1169
[s1]

99 No. 5 1986
Structure and Expression of a Cloned ¢DNA for Human (2'-5')
oligoadenylate Synthetase. Shiojiri, S. et al. ({Kyoto,
Japan) - p. 1455 [&2]

100 No. 1 1986

Structure and Expression of the Mouse Prealbumin Gene.
Wakasugi, S. et al. (Kumamoto, Japan) - p. 49 (53]

Two Types of Coagulogen mRNAs Found in - Horseshoe Crab
{Tachypleus tridentatus) Hemocytes: Molecular Cloning and
Nucleotide Sequences. Miyata, T. et al. (Fukuoka, Japan)
~ p. 213 [54]}

The Journal of Biological Chemistry

261 No. 20 198¢

Praotein and cDNA Seguence of a Glycine-Rich, Dimethyl-
arginine-Containing Region Located WNear the Carboxyl-
Terminal End of Nucleolin (C23 and 100 kpa}. Lapeyre, B.
et al. {Toulouse, France) - p. 9167 [55]

The Glycosylated Seed Storage Protein of Glycine max and
Phaseolus vulgarig. Structural Homologies of Genes and
Proteins. Doyle, J.J. et al. (St. Louis, USA) - p. 9228

[56]

Molecular Cloning and Sequencing of the SppA Gene and
Characterization of the Encoded Protease IV, a Signal
Peptide Peptidase, of Escherichia coli. Ichihara, S. et
al. (Nagoya, Japan) - p. 9405 [57]

The ¢DNA and Protein Sequence of a Phenobarbital-Induced
Chicken Cytochrome P-450, Hobbs, A.A. et al. (Adelaide,
Australia) - p. 9444 [58]

Isolation and Sequence Apalysis of c¢DNA Clones for the
Large Subunits of Two Isozymes of Rabbit Calcium-Dependent
Protease. Emory, Y. et al. (Tokyo, Japan) - p. 9465 [59]

Isolation and Sequence Analysis of cDNA Clones for the
Small Subunit of Rabbit Calcium-Dependent Protease. Emori,
Y. et al, (Tokyo, Japan} - p. 9472 {60}

261 No. 21 198

Molecular Cloning and Nucleotide Sequence of a Complete
Human Uroporphyrinogen Decarboxylase cDNA. Romeo, P.-H.
et al. (Creteil, France) - p. 9825 [61]

Structural Analysis of the ileR Locus of Escherichia celi
K 12. Weiss, D.L. et al. (West Lafayette,USA)-p.9966(62]

Journal of Molecular Biology

187 No. 4 1986

Organization and Evolution of a Higher Plant Alphoid-Like
Satellite DNA Sequence. Grellet, F. et al. (Perpignan,
France) - p. 495 [63]

Complete Nucleotide Sequences of the Nuclear Pseudogeneas
for Cytochrome Oxidase Subunit 1 and the Large
Mitochondrial Ribosomal RNA in the Sea Urchin

Strongylocentrotus purpuratus. Jacobs, H.T. and Grimes,
B. (Glasgow, UK) - p. 509 [64]

Tubulin Pseudogenes as Markers for Hominoid Divergence.
Lewis, S.A. and Cowan, N.J. (New York, USA) - p. 623 [65]

188 No. 2 1986

Conserved Sequences and Cell-Specific DNase 1
Hypersensitive Sites Upstream from the Co-Ordinately
Expressed o and aI—Globin Genes of Xenopus laevis.
Stalder, J. et al. (Bern, CH) - p. 119 [686]

188 No. 3 1984

Complete Nucleotide Sequence of the Fast Skeletal Troponin
T Gene. Alternatively Spliced Exons Exhibit Unusual
Interspecies Divergence., Breitbart, R.E. and Nadal-Ginard,
B. (Boston, USA) - p. 313 [67]

188 No. 4 1986

Interspecific Nucleotide Sequence Comparisons Used to
Identify Regulatory and Structural Features of the
Drosophila hspB2 Gena. Blackman, R.K. and Meselson, M.
(Cambridge, USA) - p. 499 [68]

189 No. 1 1986
Sequence Conservation Around the §' Ends of the Larval

Serum Protein I Genes of Drosophila melanogaster. Delaney,
5.0, et al. {London, UK) - p. 1 [69]

Concerted and Divergent Evolution Within the Rat
y-Crystallin Gene Family. Den Dunnen, J.T. et al.
{Nijmegen, RL) - p. 37 [70]

Nucleotide Sequence of the Paramecium primsurelia G Surface
Protein, A Huge Protein with a Highly Periodic Structure.
Prat, A, et al. (Gif-Sur-Yvette, France) - p. 47 [71]

189 No. 4 1988
Structure of the EiEZB/gg Gene, an FEcdysone-Inducible Gene

from Drosophila. Cherbas, L. et al., (Bloomington, USA)
-~ p. 617 [72]



190 No. 1 1986

Gene Regulation a1d Evolution in the Chorien Lacus of
EEEEX§ mori. Structural and Developmental Characterization
©f Four Eggshell Genes and Their Flanking DNA Regions.
Spoerel, N. et al. (Cambridge, USA) - p. 23 [73]

Nucleotide Sequence of the phoB Gene, the Positive
Regulatory Gene for the Phosphate Regulon of Eschaerichia
geli K-12, Makino, K. et al. (Osaka, Japan) - p. 37 (74]

DNA  Sequence and Coding Propaerties of mutD ({dnag), a
Dominant Escherichia coli Mutator Gene, Cox, E.C. and
Horner, 0.L. (Princaton, USA} - p. 113 [75]

190 No. 2 1986

Regions of <Conservation and Divergence inm the 3*
Untranslated Sequences of Genomic RNA from Ross Rivex Virus
Iscvlates. Faragher, S.G. and Dalgarno, L. (Canberrs,
Australia) - p. 141 [76]

Larvay Salivary Gland Secretion Proteins in Drosoghila.
Structural Analysis of the Sgs-$ Gene. Shore, E.M. and
Guild, G.M. (Philadelphia, USA) - p. 149 [77]

190 No. 3 1986

Complete Nucleptide and Encoded Amino Acid Sequence of a
Mammalian Myosin Heavy Chain Gane. Evidence Against Intron-
Dependent Evolution of the Red. Strehler, E.E. et al.
{Boston, USA) - p. 291 (78]

dournal of Virology
53 No. 2z 1986

Murine Mammary Tumor Virus pol-Related Sequences in Human
DNA: cCharacterization and Seguence Comparison with the
Complete Murine Tumer Virus pol Gene. Deen, K.C. and Sweet,
R.W, (Philadelphia, USA) - p. 422 [79]

Human Parainfluenza Type 3 Virus Hemagglutinin-
Neuraminidase Glycoprotein: Nucleotide Seguence of mRNh
and Limited Amino Acid Sequence of the Purified Protein.
Elango, N. et al. (Bethesda, USA) - p. 481 [BO]

Mapping of Sequences Required for Mouse Neurovirulence af
Poliovirus Type 2 Lansing. LaMonica, N. et al. (New York,
USA) - p. 515 [81]

The Terminal a Sequence of the Herpes Simplex Virus Genome
Contains the “promoter of a Gene Located in the Repeat
Saquences of the L Component. Chouw, J. and Raizman, B.
(Chicago, USA) - p, 629 [82]

DNA Sequence of the Lymphotropic Variant of Minute Virus of
Mice, MVM({i), and Comparison with the DNA Sequence of the
Fibrotropic Prototype Strain. Astell, C.R. et al.
(Vancouver, Canada) - p. 656 [83]

Gene Coding for the Late 11,000-Dalton Polypeptide of the
Tian fTan Strain of Vaccinia Virus and Its 5'-Flanking
Region: HNucleotide Sequence. Tso, H. et al. (Beijing,
China) - p, 693 [84]

Characterization of a Gene Coding for M Proteins which is
Involved in Host Range Restriction of an Avian Influenza
A Virus in Monkeys. Buckler-White, A.J. et al. (Bethesda,
USA) - p. 697 [85)

57 No. 3 1986

Herpes Simplex Virus Specifies Two Subunits . of
Ribonucleotide Reductase Encoded by 3'-Coterminal
Transcripts. Swain, M.A. and Galloway, D.A. (Seattle, USA)
-~ p. 802 (86]

Characterization of the Genes Encoding Herpes Simplex Vifus
Type 1 and Type 2 Alkaline Exonucleases and Overlapping
Proteins. Draper, K.G. et al. (Irvine, USA) - p. 1023 (87)

Molecular Cloning and Sequence petermination of the ngomic
Regions Encoding Protease end Genome-Linked Protein .OE
Three Picornaviruses. Werner, G. et al. (Vienna, Austria)
- p. 1084 (88]

58 No. 1 1986

Nuclectide Seguence of the $mall Double-Stranded RNA
Segment of Bacteriophage @6: Novel Mechanism of Natural
Translational Contrel. McGraw, T. et al. (New York, USA)
- p. 142 [89])

58 No. 2 1986

Isolation of a Retroviruslike Sequence from the TL Locus
of the C57BL/10 Murine Major Histocompatibility Complex.
Pampeno, C.L. and Maruelo, D. {New York, USA) - p. 296 [90]
Structure of the Hepatitis A Virion: Peptide Mapping of the
Capsid Region, Wheelar, C.M. et al. (Tucson, USA}-p.307[91]
Characterization of a Pseudorabies Virus Glycoprotein Gene
with Homology to Herpes Simplex Virus Type 1 and Type 2
Glycoprotein C. Robbins, A.K. et al. (Minnetonks, USA)
= p. 339 [92]

Conserved Regions in Defective Interfering Viral Dpouble-
Stranded RNAs from a Yeast Virus. Lee, M. et al., (Buffalo,
LSA) - p. 402 [93)

Matrix Genes of Measles Virus and Canine Distemper Virus:
Cloning, Nucleotide Sequences, and Deduced Amino Acid
Sequences. Bellini, W.J. et al. (Bethesda, USA) - p. 408
[94)

Cloning and Characterization of ozrji _, a Large Palindromic
DNA Replication Origin of Herpes "Szimplex Virus Type 2.
Lockshon, P. and Galloway, D.A. (Seattle,USA)-p.513[95)

VA RNAs from Avian and Human Adenoviruses: Dramatic
Differences in Length, Sequence, and Gene Location.
Larsson, S. et al. (Uppsala, Sweden) ~ p. 600 {96]

Epidermodysplasia Verruciformis-Associated Human Papilloma-
virus 8: Genomic Sequence and Comparitive Analysis. Fuchs,
P.G. et al. {(Erlangen, FRG) - p. 626 [97]

Amplification of a Tandem Direct Repeat Within Inverted
Repeats of Marek's Disease Virus DNA During Sexial In Vitro
Passage. Maotani, K. et al. (Osaka, Japan) - p. 657 [98]

58 No. 3 1986
Localization and Fine Structure of a Vaccinia Virus Gene

Encoding an Envelope Antigen. Hirt, P. et al. {(Lausanne,
CH) - p. 752 [99]

Rucleotide Sequences of a Feline Leukemia Virus Subgroup A
Envelope Gene and Long Terminal Repeat and Evidence for the
Recombinational Origin of Subgroup B Viruses. Stewart, M.A.
et al. (Glasgow, UK) - p. 825 [100]

Nucleotide Seqguence and Gencme Organization of Human
Parvovirus B19 Isolated from the Serum of a Child During
Aplastic Crisis. 5hade, R.O. et al. (Vancouver, Canada)
- p. 921 (101)

Molecular Cloning and Long Terminal Repeat Sequences of
Human Endogenous Retrovirus Genes Related to Types A and B
Retrovirus Genes., Ono, M. (Kanagawa, Japan) - p. 937 {102]

Cloning of Monomeric Human Papillomavirus Type 16 DNA
Integrated within Cell DNA from a Cervical Carcinoma.
Matsukura, T. et al. (Tokyo, Japan) - p. 979 [103]

Nucleotide Sequence Analysis of Squirrel Monkey Retrovirus
Reveals a Novel Primer-Binding Site for tRNA ¥s, Chiu,
I.-M. and Skuntz, S.F. (Bethesda, USA) - p. 983 [104)

Genome Organization and WNucleotide Sequence of Human
Papillomavirus Type 33, Which is Associated with Cervical
Cancer. Cole, S.T. and Streeck, R.E. (Paris, France) -
p. 991 [105)
59 No. 2 1386

DNA sSequence of the Gene for Pseudarabjes Virus gp50, a
Glycoprotein Without N-Linked Glycosylation. Petrovskis,
E.A. et al. (Kalamazoo, USA)} - p. 216 11081

Structure and Transforming Function of Transduced Mutant

Alleles of the Chicken c-myc Gene. Patschinsky, T. et al.
(Berlin, FRG} - p. 341 {107)

Nucleic Acids Research

14 Supplement 1986
Collection of Published 55, 5,85 and 4.55 Ribosomal RNA
Sequences, Erdmann, V.A. and Wolters, J. (Berlin, FRG)
- p. rl [108]
Compilation of Small RNA Sequences. Reddy, R, (Houston,
Usa) - p. ré1 [109]

Compilation of Small Ribosomal Subunit RNA Sequences.
Huysmans, E. and De Wachter, R. {Antwerpen, Belgium} -
p. r73 [110]

Compilation Analysis of Histones and Histone Genes. Wells,
D.E. (Palo alto, USA) - p. rll9 [111])

14 No. 11 1986

The Nucleotide Sequence of the Gene for y-Glutamylcysteine
Synthetase of Escherichia coli. Watanabe, K. st al. (Kyoto,
Japan} - p. 4393 [112]

Complete Nucleotide Sequence of the Escherichia coli recC
Gene and of the thyA-recC Intergenic Region. Finch, P.W.
et al. {Newcastle upon Tyne, UK) - p. 4437 [113]

The trfB Region of Broad Host Range Plasmid RK2: The
Nuclsgotide Sequence Reveals incC and Key Regulatory Gene
trfBskord/korD As Overlapping Genes. Thomas, C.M. and
Smith, C.A. (Birmingham, UK) - p. 4453 [114]

Sequence Organization of the Circular Plasmid pKDl from the

Yeast Kluyveromyces drosophilarum. Chen, X.J. et al.
(Orsay, France) - p. 4471 [115]

Discrimination Among Multiple AATARA Sequences Correlates
with Interspecies Conservation of Select 3' Untranslated
Nucleotides. Myers, J.C. et al. (Philadelphia, USA) - p.
4499 [11s)

Sequence, Organization and Expression of Late Embryonic H3
and He Histone Ganes €rom the Sea urchin,

Strongylocentrotus purpuratus. Kaumeyer, J.F. and Weinberg,
E.S. (Philadelphia, USA) - p. 4557 [117]

291
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Structure and Gene Expression of the E. coli Mn-Superoxide
Dismutase Gene. Takeda, Y. and Avila, H, (Catonsville,
USA) - p. 4577 [118]

The Human C Gene Segment and the k Deleting Element are
Closely Linked, Klobeck, H.-G. and Zachau, H.G. (Minchen,
FRG) - p. 4591 [119]

The Structure and Transcription Start Site of a Major
Potato Tuber Protein Gene, Bevan, M. et al. (Cambridge,
UK) - p. 4625 [120]

Nuclecotide Sequence of the 5S rRNA from the Archaebacterium
Halobacterium maris mortui. Specht, T. et al. (Berlin,
FRG) -~ p. 4693 (121]

3'-Terminal Sequence of Human Parainfluenza Virus 3 Genomic
RNA. Dimock, K. et al. (Ottawa, Canada) - p. 4694 {[122]

14 RNa. 12 1986

Structure of the Human Glucagon Gene. White, J.W. and
Saunders, G.F. (Houston, USA) - p. 4719 [123]

The Sequence of a cDNA Clone Coding for a Novel Kallikrein
from Mouse Submaxillary Gland. Fahnestock, M. et al.
(Stanford, USA) - p. 4823 [124]

The Structure of the Maize Ribosomal DNA Spacer Region.
McMullen, M.D. et al. (St. Paul, USA) - p. 4953 [125]

Occurrence of 9 Homologous Repeat Units in the External
Spacer Region of a Nuclear Maize rRNA Gene Unit. Toloeczyki,
C. and Feix, G. (Freiburg, FRG) - p. 4969 [126]

Analysis of the HNucleotide Sequence of the ereR Gene
Encading the Erythromycin Esterase Type 1I. Arthur, M.
et al. (Paris, France) - p. 4987 [127]

Genomic Structure of the Large RNA Segment of Infectious
Bursal Disease Virus. Hudson, P.J., et al. (Parkville,
Australia) - p. 5001 [128]

Nucleotide Sequence of the Mouse Muscle Nicotinic
Acetylcholine Raeceptor o Subunit., Isenberg, K.E. et al.
(St. Louis, USa) - p. 5111 {129]

Complete Nucleotide Sequence of a Native Plasmid of
Brevipacterium lactofermentum. Filpula, D. et al.
{Gaithersburg, USA) - p. 5114 [130)

14 No. 13 1986

Regular Distribution of Length Heterogeneities Within Non-
Transcribed Spacer Regions of Cloned and Genomic rDNA of
Saccharomyces cerevisijae. Jemtland, R. et al. {Osla,
Norway) - p. 5145 (131]

Amino Acid Sequence of the Testosterone-Regulated Mouse
Kidney RP2 Protein Deduced from 1Its Complementary DNA
Seguence. King, D. et al. (Cincinnati, USA)} - p. 5169 [132]

Yeast Omnipotent Suppressor SUP1 (SUP45): Nucleotide
Sequence of the Wildtype and a Mutant Gene. Breining, P.
and Piepersberg, W. (Minchen, FRG) - p. 5187 [133]

Nucleotide Sequence of the Human y Cytoskeletal Actin mRNA:
Anomalous Evolution of Vartebrate Non-Muscle Actin Genes.
Erba, H.P. et al. (Palo Alto, USA) - p. 5275 [134]

Structural Organization and Nucleotide Sequence of Mouse
c-myb Oncogene: Activation in ABPL Tumors is Due to Viral
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