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The classification and nomenclature of wheat 
gluten proteins has been recently reassessed [6]. 
Gliadins of the ot/fl type are a subgroup of the 
S-rich prolamins which are characterized by a 
particular domain structure [6]. The cDNAs 
and/or genomic DNAs of a number of genetic 
variants have been cloned and sequenced 
[ 1-5, 7]. 

We have isolated a cDNA clone from a library 
obtained from developing endosperm of Triticum 
aestivum cv. Chinese Spring which encodes an 
~/fl-type gliadin that differs from previously de- 
scribed ones. The nucleotide sequence and de- 
duced amino acid sequence of the new ~/fl-gliadin 
clone, designated MM1, have been aligned in 
Fig. 1 with those corresponding to the class A-IV 
~/fl-gliadin of Okita et aL [3], which shows the 
closest resemblance to MM1 among those pre- 
viously described. The proline-rich N-terminal 
domain is described in terms of six heptapeptide 
(VII-1 to VII-6) and six hexapeptide (VI-1 to 
VI-6) repeats, the hexapeptide consensus being 
contained in the heptapeptide one: (L)P~,PQPQ. 
The following features of gliadin MM 1 are differ- 
ent from the aligned class A-IV gliadin A735: 
(1) the additional heptapeptide VII-5, which is an 
identical replica of VII-3 and VII-4; (2)an ad- 
ditional nonapeptide in the first long poly-Q 
stretch (residues 141-149); (3)two QQQ de- 
letions at positions 134 and 231. Apart from the 

alluded insertions and deletions, only 13nt 
changes are observed out of 921 coding nt, 11 of 
which lead to amino acid changes. 
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Fig. 1. Nucleotide sequence and deduced amino acid sequence of ~/fl-gliadin MM1, aligned with those corresponding to class 
A-IV gliadin A735 [3]. Identical nt are indicated by dots ( ' )  and missing nt by dashes (-). Heptapeptide (VII) and hexapeptide 
(VI) repeats are indicated by horizontal arrows. Amino acid stretches missing in A735 are indicated by horizontal bars ( -&-)  

and additional amino acid residues in A 735 are printed out of line. 
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