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Abstract

Plants are the main dietary resource of micronutrients essential for humans. But
staple food crops on which people of poor and developing countries feed, do not
contain sufficient micronutrient metals and thus results in poor growth, mental
disorders and increased mortality of human consumers. Knowledge on mecha-
nism of micronutrient uptake by plant roots, their accumulation in subcellular
compartments, long-distance transport in vascular tissues, allocation to economic
sinks of crop plant, etc. is, thus, of utmost importance in the biofortification
programmes, implemented for nutrient enrichment of plant foods. The present
chapter gives an insight on various physiological aspects regulating micronutrient
absorption in crop plants. Despite the role of edaphic factors controlling micro-
nutrient availability in soil solution, biological activity of root organs is also
determinant of micronutrient metal uptake from rhizosphere. The charged nature
of essential micronutrients, which are mostly divalent cations, needs sophisticated
transporters for their delivery to respective sinks. Further to achieve metal
homeostasis and to reduce their toxicity, root to shoot and shoot to root signalling
is in concordance with metal chelators and transporters, which have been
discussed in detail in present chapter. Finally, future research avenues have
been discussed which can be targeted to enhance the efficacy of crop
biofortification.
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1 Introduction

Plants are one of the fascinating sessile natural creatures that make aerobic life
possible on planet earth. They possess unique property of preparing organic food
from simpler inorganic substances, i.e. autotrophic nutrition. The inorganic nutrients
which plants use to maintain their proper growth and development are classified in
two types:

1. Macronutrients: These mineral nutrients are present in higher concentrations
(i.e. >100 mg/kg DW) in plant parts.

2. Micronutrients: These mineral nutrients are present in low concentrations
(i.e. <100 mg/kg DW) in plant parts.

Out of the 14 essential nutrient elements required for maintaining vegetative and
reproductive growth of plants, 8 mineral elements (i.e. boron, chlorine, manganese,
iron, nickel, copper, zinc and molybdenum) are micronutrients. These
micronutrients are involved in primary and secondary metabolism of plant as
enzyme cofactors, osmolytes, redox carriers in organic metabolites, signal trans-
ducing messengers, structural components of cell walls/membranes, regulators of
hormone biosynthesis in addition to role in energy production and defence. The
specific role of each of the micronutrients is enlisted in Table 20.1. In addition to
essential elements, several other elements (such as selenium (Se), iodine (I), silicon,
etc.) have been reported in specific plant taxa at low concentrations (i.e.<100 mg/kg
DW). But such elements are not critical to all plants (Kaur et al. 2016). So, these are
considered in category of beneficial elements instead of concentration similar to
micronutrients. The present chapter will also briefly discuss two of such beneficial
elements Se and I, which are well known in biofortification programmes for their
crucial importance to humans.

1.1 Essentiality of Micronutrients for Plants and Animals

Plants are dietary resource for all 25 essential nutrients required for human growth.
But low micronutrient density in edible crops is a serious global concern from the
last two decades. Consumption of such low micronutrient food products leads to
deficiency disorders in large fraction of humans consuming them. About two third of
the world population suffers from ‘micronutrient malnutrition’ especially iron
(Fe) and zinc (Zn) (White and Broadley 2009; Stein 2010). Despite of Fe/Zn, their
deficiency leads to impaired physical activity, stunted growth, mental retardness and
pregnancy issues (stillbirths and child deaths) (Stein et al. 2005). Fe deficiency (FeD)
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mainly results in anaemia while Zn deficiency (ZnD) often leads to diarrhoea and
pneumonia in infants and adults. Zn deficiency also leads to hypogonadism, immune
dysfunction, DNA damage and cancer development (Gibson 2006; Prasad 2009).
Thus, ‘hidden hunger’ caused due to micronutrient deficiency is one of the serious
global issues. This problem is aggravated in developing countries where cereal-
based products are main staple foods that contain antinutritional substances (such as
phytate, tannic acid) and possessed low micronutrient density and bioavailability.
More than two billion of world population suffers from micronutrient deficiency
with approximately 0.8 million deaths are reported annually. In addition to FeD and
ZnD, deficiency of Se (SeD) and I also associated with severe health consequences;
with about 15 and 30% of world population lacks these nutrients. Iodine deficiency
(ID) impairs thyroxin production causing goitre, irreversible mental retardation
(autism), reproductive dysfunction and cretinism under severe deficiency (de Benoist
et al. 2008). SeD leads to dermatitis, hair loss and garlicky breath, male infertility
and increased incidence of cancers, respiratory failure, myocardial infarction and
renal failure under severe selenosis (Fordyce 2013). These dietary mineral intakes
are of extreme importance to pregnant women, where deficiency of any above
micronutrients (Fe, Zn, I and Se) can lead to irreversible brain damage, permanent
foetal developmental disorders and cognitive decline in developing foetus (Fordyce
2013; World Health Organization 2007).

1.2 Micronutrients Involved in Biofortification Programmes
for Crop Improvement

Almost one in three people worldwide suffers from micronutrient malnutrition
(FAO, IFAD, WFP 2015). Thus, to sustain good health and development, of
individuals having limited access to diverse diets, various interventions such as
supplementation, industrial food fortification, etc. have been put forward. But
among them, the most promising and cost-effective approach is biofortification.
This biological process of nutrient enrichment utilizes tools of conventional plant
breeding, agronomic management methods and techniques of transgenics to enhance
micronutrient density of staple food crops. Due to crucial importance of Fe, Zn, Se
and I for human growth and their widespread deficiency, these four nutrients are of
main focus in biofortification. The international programme of Harvest Plus
addresses a substantial number of researches on biofortification to develop
biofortified iron crops, zinc crops, iodine crops, vitamin A crops, etc. in cereals
(wheat, rice, maize, barley, pearl millet), pulses (soybeans, common bean, lupines)
vegetables (cassava, orange sweet potato, carrot, cauliflower, potato, tomato) and
fruits (papaya, banana, etc.) (Bouis and Saltzman 2017). The two main approaches
used in biofortification are genetic biofortification and agronomic biofortification.

The genetic biofortification (GB) enhances plant’s own inherent potential
(genetic potential) of nutrient acquisition from soil. The rich gene pool of wild
germplasm provides candidate genomic segments for introgression in cultivated
varieties in genetic biofortification to enhance root uptake of micronutrients, their
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remobilization to edible sinks and even to maintain metal homeostasis. But if soil is
itself nutrient poor, in that case soil and foliar application of nutrient fertilizers is
used for nutrient enrichment of crops grown as in case of agronomic biofortification.
This approach is also a shotgun approach in those crops where loss/lack of natural
wild diversity occurs.

2 Soil as Reservoir of Micronutrients

It is well known that soil is the main reservoir of mineral elements, for crop plants.
The widespread deficiencies of micronutrients in cultivated soils limit not only
micronutrients concentration in crop produced but also affected crop yields. Various
edaphic factors contribute significantly towards nutrient concentrations in rhizo-
sphere where plant roots communicate with soil environment to favour mineral
absorption even under nutrient-deficient conditions (Fig. 20.1). Some of them are
given below.

2.1 Factors Affecting Availability of Micronutrients in Soil
Solution

2.1.1 Soil Formation
As soil is formed from weathering of rocks, the rocks (e.g. igneous rocks) rich in
micronutrients will lead to formation of soils with high concentration of
micronutrients. Further, the process of soil formation from parent rock material is
another factor which influences micronutrient contents of soil. The non-uniform
distribution of micronutrients in different geographical zones is due to differences in
parent rock materials and processes that lead to formation of soil. The soil formed
after weathering has higher concentration of micronutrients than parent rock due to
low mobility of these divalent cations.

2.2 Soil Moisture and Texture

Soil moisture and texture affects micronutrient concentration in soil solution through
diffusion/mass flow. Coarse-textured sandy soils exhibit enhanced leaching of
available micronutrients more than dry loam soils.

2.3 Soil pH

Another determining factor which affects nutrient solubility in soil solution is soil
pH. High pH in alkaline/saline soil favours formation of less available micronutrient
(particularly Zn, Mn, Fe, etc.) organic complexes and results in their deficiency. In
contrast, acidic pH results in decreased adsorption of cationic nutrients to cation
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exchange sites of soil constituents (such as clay mineral, metal oxides) and makes
them available in soil solution. A unit increase in soil pH is found to decline Zn
availability by 30- to 45-fold at a pH range of 5.5–7.5. Tight adsorption of Fe3+ or
Zn2+ as metal oxides, phosphates or carbonates also makes these micronutrients
unavailable in rhizosphere for uptake by roots.

2.4 Soil Organic Matter

Organic matter is the source of numerous soluble organic compounds which regulate
microbial activity in rhizosphere. The wide diversity of microorganisms in soil is
responsible for release of various organic acids, chelator compounds, etc. that
favours free release of micronutrient cations in soil solution.

2.5 Others

In addition to above, redox potential of soil, the presence of similar charged toxic
divalent cations (such as Pb2+, Cd2+, As2+, Hg2+), microbiota, etc. also alter miner-
alization and hence phytoavailability of micronutrients in rhizosphere.

3 Absorption of Micronutrients by Plant as Biological
System: Uptake, Transport and Sequestration

In order to enrich food crops with tools of biofortification, there is a need of deep
understanding of the micronutrient acquisition, their xylem and phloem transport,
sequestration and translocation to edible plant sinks. As most of the essential
micronutrients belong to category of heavy metals, there should be a tight regulation
in their uptake and metabolism by plant system; otherwise, these will lead to
oxidative stress and will be toxic to cellular machinery. Plants maintain metal
homeostasis from cellular level to whole plant level in hierarchy through specialized
transporters, chelating ligands and sequestration of toxic metal ions in intercellular
compartments. These will be discussed in detail below:

3.1 Roots-Organs Mediating Nutrient Uptake from Rhizosphere

Plant roots are specialized organs which mediate nutrient absorption from soil
solution. The unicellular hairs present on root epidermis perform dual function in
nutrient acquisition i.e. (1) enhancing phytoavailability of micronutrients in rhizo-
sphere and (2) subsequent transport of micronutrients through transporters/channel
proteins to inner root cells for xylem loading. Roots are not just static organs in
rhizosphere; their continuous activity such as release of exudates and mucilage in
soil prevents damage to growing apical meristem and allow tight binding of lateral
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roots to soil substratum. The activity of root hair cell plasma membrane (RCPM) H+-
ATPase mediates extracellular acidification in rhizosphere which helps in active
uptake of charged micronutrients by declining soil pH. The release of organic acids
(such as citric acid, tannic acid, oxalic acid, tartaric acid) in mucilage and exudates of
damaged root cap cells also increase solubility of micronutrients by maintaining low
soil pH.

The soluble metal cations enter in cytosolic compartment of root hair cell either
through transporters/channel proteins. This metal ion uptake can be passive
(i.e. along the concentration gradient from higher metal ion concentration in soil
solution towards low concentration present in root hair cell) or active (against the
concentration gradient) depending upon metabolic essentiality of that metal ion. It is
very important to mention here that a wide diversity in uptake mechanism exists
among plants for the different metal cations and even for same metal atom with
different available forms. For example, Fe existed in Fe2+ form with predominance
of Fe3+ in rhizosphere. But plant iron transporters allow uptake of Fe2+ ion. Thus,
two specialized mechanisms existed in higher plants to mediate Fe uptake:

1. Strategy I: Reduction of Fe3+in to Fe2+by ferric-chelate reductase (Robinson et al.
1999) encoded by FRO gene family. Such reduction mechanism is found in
non-graminaceous monocots and dicot plants. These Fe2+ ions are then entered
in root cell through iron transporters.

2. Strategy II: Release of phytosiderophores (metal chelators) such as mugineic
acids, avenic acid, distichonic acid, etc. to bind with Fe3+ followed by uptake of
Fe (III)-ligand chelating complex by specific yellow stripe 1 (YS1) or YS1-like
(YSL) transporters. A wide range of phytosiderophores are secreted from cereal
family (graminaceous monocots) which play crucial role in metal uptake under
Fe/Zn deficiency. Further, amounts of these phytosiderophores released in rhizo-
sphere, determine the tolerance of particular plant species to soils with limited Fe
or Zn phytoavailability. For example, roots of barley and wheat secrete large
amounts of mugineic acid compounds (MAs) than rice and, thus, confer enhanced
tolerance to Fe-limiting soils. Moreover, barley root secretes a range of
MA species including mugineic acid (MA), 3-epihydroxymugineic acid,
3-epihydroxy-20-deoxymugineic acid and 20-deoxymugineic acid (DMA) than
DMA alone by bread wheat, thus, increased tolerance potential of barley to
Fe-limited environments (Romheld and Marschner 1990).

3. Combination of both strategy I and strategy II as occur in rice.

3.2 Root Uptake of Mineral Nutrients Zn, Se and I

Zn is mainly absorbed in Zn2+ form. Absorption of this divalent cation by root hair
cell interior would cause depolarization of plasma membrane and will reduce its
further transport. Thus, to maintain Zn2+ influx, RCPM H+-ATPase cause efflux of
H+, resulting in hyperpolarization of RCPM which acts as driving force for Zn
uptake by plant roots. Zn2+ ions are mainly transported through specific ZIP family
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transporters. However, Zn-chelating complexes formed due to binding of metal
chelators (such as MAs, nicotianamine, histidine, etc.) with Zn 2+ions, are
transported through specific YSL transporters in cytoplasmic interior of root cell.
In contrast to Zn2+ and Fe2+, Se and I are absorbed as anions. Natural Se exists in
various forms as selenate (SeO4

2�), selenite (SeO3
2�), selenide (Se2�), element Se

(Se0) and organoselenium compounds (selenocysteine (Se Cys) and seleno-
methionine (Se Met)) in rhizosphere. But plant roots are able to take up only
selenate, selenite, SeCys and Se Met from soil solution. Out of all phytoavailable
forms, SeO4

2� is absorbed readily from soil solution than SeO3
2�. Predominance of

Se form in soil solution depends upon concentration, pH of soil, redox potential,
organic matter, presence of other nutrients particularly sulphur, iron oxides, etc.
(Sors et al. 2005). Generally, SeO4

2� is mainly present in alkaline soils, while well-
drained acidic to neutral soils contain SeO3

2�. Due to the presence of negative
charge on root cell membrane, SeO4

2� and organoselenium compounds are
absorbed actively through H+/anion symporter, anion channels and amino acid
transporters present on RCPM. The sulphate transporters (both high- and
low-affinity transporter) present on RCPM mediate SeO4

2� uptake in addition to
sulphate. This active uptake involves cotransport of three protons for each SeO4

2�

ion. However, organoselenium compounds are transported through amino acid
transporters similar to cysteine and methionine. Selenite is found to be transported
passively through phosphate transporters (Li et al. 2008).

The beneficial nutrient iodine is taken up both in inorganic forms as iodide (I�)
and iodate (IO3

�) and organic iodine by plant roots. Till date no iodine transporters
have been discovered in plants. But it has been reported that roots cells have iodate
reductase/specific nitrate reductases which convert IO3

� in to I� anion, due to high
solubility of iodide than iodate. I� anions are effectively absorbed by plant roots
(Whitehead 1973) but are susceptible to leaching. These I� anions are taken up
through chloride channels and further loaded in to xylem through specific anion
channels (Blasco et al. 2008; Caffagni et al. 2011; Roberts 2006). Thus, energized
transport of micronutrients along with Se and I is under tight metabolic control of
transporter proteins. Plants also exhibits an inherent potential to cope the micronu-
trient deficiency through various mechanisms such as (a) oriented root growth and
enhanced lateral branching (b) increased root exudation (c) overexpression of
specific high-/low-affinity root membrane transporters (d) release of specific
micronutrients from subcellular stores (e) remobilization of micronutrient from
senescing tissue, etc. to fulfil the demands for plant growth and metabolism.

3.3 Apoplastic and Symplastic Routes in Radial Transport
of Nutrients

Micronutrients once acquired by root hair cells can traverse through symplastic
(intracellular) or apoplastic (extracellular) pathway for their loading in to xylem
(Fig. 20.1). However, suberin deposits on endodermis (i.e. Casparian strips) is the
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major barrier to apoplastic transport. This water impermeable layer allows only
symplastic transport of charged nutrients from cortex to endodermis. But after this
check barrier, nutrient transport can again be apoplastic/symplastic to xylem. The
radial transport of nutrients towards root stele increases nutrient concentration in
subsequent inner tissue layers due to decreased radii. In this specialized transport,
micronutrient sequestration also takes place in different subcellular compartments.
Due to charged nature of micronutrients (especially Fe, Zn, Mn, Ni, etc.), these
divalent metal cations bind to low molecular weight chelators for facilitating their
symplastic transport and intracellular sequestration. A large number of molecules
such as organic acids (e.g. citrate, malate), histidine, phytate, mugineic acid,
nicotianamine, etc. have been implicated as important cellular ligands for cytosolic
and vacuolar sequestration of Zn, Fe, Cd, Ni, etc. (Haydon and Cobbett 2007a; Ma
et al. 2005). Such metal ligands not only help in maintenance of cellular homeostasis
but also contribute to metal translocation towards storage sinks. Once loaded in
xylem, these micronutrients reach to aerial shoots under the influence of transpira-
tion pull and mass flow. The whole process of nutrient uptake and subsequent
transport to shoot is dependent upon developmental stage and environmental factors
which regulate expression of genetic components mediating nutrient absorption.

After reaching to aerial leaves, xylem unloading and phloem loading of nutrient
initiates which is crucial for root to shoot and shoot to root mineral cycling. In
phloem tissue, transfer cells play a crucial role in energized loading of micronutrients
and thus channelizes them to developing sinks for accumulation. Further, for metal
accumulation in aerial tissues, a wide variation of cellular ligands exists in different
species for same metal cation. For example, T. caerulescens utilizes citric acid, while
A. halleri utilizes malic acid for Zn storage in vacuole (Kupper et al. 2004; Ma et al.
2005). Zn–His complex is generally formed to chelate free Zn2+ ions in cytosol
(Kupper et al. 2004).

In case of beneficial elements such as iodine, xylem transport predominates over
phloem transport (Weng et al. 2008) resulting in its less accumulation in sink tissues
with undeveloped xylem. Absorption of Se is similar to sulphate, where enzymes of
sulphur assimilation pathway convert SeO4

2�in to Se Cys in chloroplast which is
then further converted in Se Met in cell cytosol. However, in Se hyperaccumulators,
selenocysteine is converted into non-protein amino acids like Se-methyl
selenocysteine, γ-glutamyl-Se-methylselenocysteine and selenocystathionine for
Se detoxification (White 2018).

3.4 Transporters and Channel Proteins Involved in Micronutrient
Transport

The selective uptake of micronutrients from rhizosphere, their subsequent loading in
xylem, storage in intracellular compartments and further translocation to seed/grain
sinks in a plant system is only possible due to the presence of specialized membrane
transporters which facilitate movement of transition metal ion/micronutrients both
intracellularly and intercellularly. Such transporter proteins can be either substrate
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specific or may bind to different metal cations with differential affinity. But one thing
is sure that the presence of membrane transporters allows selective inflow-outflow of
the charged micronutrients. A large number of transporter proteins families such as
ZIP family, HMA family, MFS family, MTP family, YSL family, VIT family, CAX
family, etc. have been discovered which are involved in regulation of micronutrients
(Fe, Zn, Mn, Co, etc.) transport, their accumulation and detoxification under excess,
to maintain metal homeostasis (Table 20.2). A few of them are discussed in detail
here.

3.5 ZR- and IRT-Like Proteins (ZIP) Family

This transporter family gets its name from the first members identified, i.e. zinc-
regulated transporter (ZRT) in yeast and iron-regulated transporter (IRT) like
proteins identified in A. thaliana which mediate influx of Zn2+ and Fe2+ ions in to
the cytoplasm. Apart from these micronutrients, some of ZIP transporters have also
been shown to transport Mn2+, Cu2+ and Cd2+ ions. Most of the members of this
family are present either on cell plasma membrane for micronutrient uptake or on
integral membranes of intracellular compartments such tonoplast, endoplasmic
reticulum, etc. for nutrient translocation to various plant organs (Ajeesh Krishna
et al. 2020). Topological studies reveal that ZIP proteins have characteristic eight
transmembrane domains (TMD) with their N- and C-termini towards extracellular
space. These transporter proteins vary in length from 309 to 476 amino acids. This
difference in length of ZIP proteins is due to varied length of potential metal binding
domain between TMD III and IV (Guerinot 2000). The conserved sequence present
in TMD IV of ZIP members contains histidine residues which play a crucial role in
metal transport.

Various orthologs of ZIP proteins have been identified in many crop species such
as 12 in barley (Tiong et al. 2014), 14 in wheat (Evens et al. 2017), 17 in rice (Chen
et al. 2008) and 23 in common bean (Astudillo et al. 2013). These orthologs differ in
their cellular localization, tissue-specific expression, substrate specificity and cata-
lytic potential of metal transport. Among the 15 ZIP family members of Arabidopsis
(Milner et al. 2013), AtIRT1 is the most well studied for Fe uptake and transport.
Recently, Milner et al. (2013) characterized functional ability of 11 At ZIPs in metal
transport and revealed involvement of AtZIP1 and AtZIP2 in root to shoot translo-
cation of Zn and Mn. Out of 11 transporters, 6 (ZIP1, ZIP2, ZIP3, ZIP7, ZIP11 and
ZIP12) members complement Zn transport, six (ZIP1, ZIP2, ZIP5–7 and ZIP9)
mediate Mn, and one (ZIP7) complements Fe transport in yeast mutants. Further,
the role of ZAP1 transcriptional factors in transcriptional and post-transcriptional
regulation of ZRT1 and ZRT2 has been demonstrated in yeast (Zhao et al. 1998).
These transcription factors bind to a zinc-responsive element (ZRE) present in
promoter region of ZRT genes to control their expression.

The presence of such zinc deficiency response elements (ZDREs) has also been
reported in plant ZIP family such as AtZIP1, AtZIP3, AtZIP4, AtZIP5, AtZIP9 and
AtZIP10 (Assuncao et al. 2010) where binding of bZIP (basic leucine zipper
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domain) transcription factors, i.e. bZIP19 and bZIP23, enhances the expression of
ZIP members under Zn deficiency. But how these bZIP transcription factors sense
low cellular Zn2+ concentration is still to be elucidated. Regarding their functioning,
Assuncao et al. (2013) suggested that Zn2+ ion binds to cysteine-histidine-rich motif
of bZIP transcription factor dimers under normal cellular Zn conditions and causes
its inactivation. But under low Zn, active bZIP dimer binds to ZDRE motif of ZIPs
promoter and results in their increased transcription for enhancing Zn uptake. In
addition to Zn, many ZIP members also transport other divalent metal cations (such
as Cd2+, Cu2+, etc.) which are toxic to plants (Tan et al. 2020). Recently,
overexpression of OsZIP1 in transgenic rice was found to reduce Zn, Cu and Cd
accumulation under excess metal (Liu et al. 2019). Thus tight regulation of ZIP
members is essential to maintain metal homeostasis.

3.6 Heavy Metal ATPases (HMA) Family

The members of HMA family mediate heavy metal transport across the biological
membranes by utilizing ATP as energy source. This family is also known as P1B-
ATPase family. Depending upon their metal specificity, HMA family is divided in
two subgroups: (1) a Cu/silver (Ag) group and (2) a Zn/Co/Cd/lead (Pb) group
(Takahashi et al. 2012). HMAs are basically efflux transporters that are ubiquitously
present in archaea, prokaryotes and eukaryotes including plants. These transporters
play a key role in transition metal detoxification. Plant HMA proteins have basic
structure of eight transmembrane helices (TM) with their N- and C-terminal ends
towards cytosol. There is the presence of two cytoplasmic loops, i.e. one small
between TM 4 and TM5 and other large between TM 6 and TM7. Each member of
HMA protein possesses three functionally important domains which are conserved
across all P-type ATPases, i.e. cytoplasmic actuator (A) domain located in smaller
loop, phosphorylation (P) domain and nucleotide (N) domain present in large
cytoplasmic loop responsible for ATP binding. In addition, a specific CPx motif
present in TM 6 of all P1B-ATPase, is involved in metal translocation. Some putative
metal-binding domains (MBD) are present in the N- or C-terminal regions of HMA
proteins (Williams and Mills 2005; Arguello et al. 2007). The MBD of N-terminus
contains a highly conserved CxxC residue in HMA domain which controls turnover
rate of P1B-ATPase. The presence of histidine- and cysteine-rich region occurs in
MBD of C-terminus which plays a role in metal selectivity of this transporter protein
(Lutsenko et al. 2003; Mandal and Arguello 2003).

The members of HMA family are highly diverse in terms of their tissue distribu-
tion, subcellular localization, metal specificity and regulation. For instance,
Arabidopsis contains eight HMA transporters (AtHMA1–8), in which AtHMA1–4
carry out transport of transition metals Zn2+, Cd2+, etc. (Mills et al. 2005; Eren and
Arguello 2004). AtHMA5–8 belongs to subgroup II and is involved in delivery of
Cu to chloroplast proteins of thylakoid lumen and stroma.

AtHMA2 and AtHMA4 express in vascular tissues of root, stem and leaves and
mediate long-distance transport of Zn. Expression of AtHMA3 on tonoplast results
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in sequestration of Zn2+, Co2+, Cd2+ and Pb2+ ions for detoxification. AtHMA1 is
involved in detoxification of excess Zn in chloroplast (Kim et al. 2009). The HMA2
homologues are highly conserved in Poaceae as both OsHMA2 in rice and
HvHMA2 in barley are functionally similar in carrying root to shoot transport of
Zn and Cd (Mills et al. 2012). So, understanding of regulatory networks controlling
HMA transporters will provide opportunities to enhance micronutrient levels in
biofortified crop with minimized risk of toxic metals in edible sinks.

3.7 Major Facilitator Superfamily (MFS)

This superfamily consists of large group of secondary active membrane transporter
proteins that utilize electrochemical potential of proton transport as driving force to
carry out import or export of small organic molecules including transition metals
Zn2+ and Fe2+. Most of the MFS proteins contain 12–14 transmembrane α-helices
with a large, cytoplasmic loop between TMD6 and TMD7. A conserved MFS
domain is also found between TMD2 and TMD3. The MFS members are ubiqui-
tously present in all living organisms, but in plants ferroportin, drug-H+ antiporter-1
(DHA1) and uncharacterized TET families have been discovered till date as metal
transporters. A wide functional diversity and substrate specificity of these MFS
transporters reveal their physiological significance in plants (Nino Gonzalez et al.
2019). The ferroportin family of A. thaliana includes member IREG1, IREG2 and
IREG3 which are involved in efflux of Fe2+ across membrane (Morrissey et al.
2009). Members of DHA-1 family such as ZIF1 (zinc-induced facilitator 1) and
ZIF-like 1(ZIFL1) confer increased tolerance to Zn by sequestering Zn2+or Zn
chelates in vacuole (Haydon and Cobbett 2007a, b).

In addition to above, some MFS transporters are involved in root uptake and
phloem transport of divalent micronutrients (Zn2+, Fe2+ Mn2+ and Cu2+)-NA/MAs
complexes. TOM family, i.e. transporter of mugineic acid family phytosiderophores,
is one such example from MFS, which is involved in efflux of DMA to cell exterior.
Once released, DMA binds to metal cations (particularly Fe2+) in soil solution and
helps in its internal in planta transport. TOM1 in rice mediates Fe acquisition from
rhizosphere. Another homologue TOM2 facilitates metal transport through plant
body. TOM2 mediates efflux of DMA in apoplasm which chelates not only Fe2+ but
also Zn2+ and Cu2+. This functionality of TOM2 is demonstrated to enhance metal
translocations to sinks under normal plant growth (Nozoye et al. 2015). In addition
to TOM family, a recently characterized ENA1 (efflux transporter of NA) transporter
maintains Fe homeostasis in rice. ENA1 is found to maintain intracellular trafficking
of NA-metal complex for vacuolar detoxification of Fe (Nozoye et al. 2019).
Another class of phenolics efflux zero 1 and 2 (PEZ1 and PEZ2) transporter proteins
in MFS mediates efflux of protocatechuic acid. They are reported to contribute in
long-distance transport of iron through root xylem (Ishimaru et al. 2011; Bashir et al.
2011).

20 Micronutrients: Soil to Seed 535



3.8 Metal Tolerance Proteins (MTPs) Family

As their name suggests, these transporter proteins are involved in tolerance to
micronutrient metals accumulated at toxic levels. Plant MTPs are also known as
cation diffusion facilitator (CDF) family. Their main function is efflux of metal
cations out of cytosol either in subcellular compartments or to extracellular space.
Thus, the role of MTP members in heavy metal homeostasis, its detoxification and
hyperaccumulation has been discovered so far in plants (Ricachenevsky et al. 2013).
Among them, AtMTP1 and AtMTP3 are the most functionally characterized vacuo-
lar transporters. They preferentially transport Zn2+ but also transport Ni2+, Mn2+,
Co2+, Cd2+ and Fe2+ with varied affinity (Arrivault et al. 2006). Structurally plant
MTPs possess six TMDs with their N- and C-termini towards cytosol. A conserved
CDF signature exists between TMD 2 and 3 (Gustin et al. 2011). A histidine-rich
cytoplasmic loop is also present between TMD 4 and 5. This cytoplasmic loop acts
as metal sensor to determine its cytoplasmic levels and determines metal selectivity.
MTPs function as H+-metal cation antiporters with broader substrate affinity. These
proteins are generally specified as Zn-CDFs, Fe/Zn CDFs and Mn-CDFs
phylogenetically based upon substrate metal ion. But they are also able to transport
other heavy metal divalent cations (Montanini et al. 2007). Anuradha et al. (2012)
confirmed an increase in expression of OsMTP1 on exposure to metals such as Fe,
Cu, Cd, Zn, etc. which accelerated metal accumulation in grain sinks.

3.9 CAX and VIT Family

Vacuolar sequestration of micronutrients is one of the mechanisms to maintain
micronutrient homeostasis in cytosol and for their precise allocation to desired
sinks. To fulfil this function, efflux transporters of CAX (cation exchanger) family
and VIT (vacuolar iron transporter) family are present on tonoplast.

3.9.1 CAX Family
CAX are cation/H+ antiporters which belong to Ca2+/cation antiporter (CaCA)
superfamily (Shigaki and Hirschi 2006). Phylogenetically, CAXs are grouped into
three types with plant CAXs belong to category of Type I. Type I CAXs are further
divided in two distinct groups—Type IA and Type IB. CAX proteins are encoded by
a multigene family and have a structural characteristic of 11 TMDs (Shigaki et al.
2006). The TMDs are divided in three components as TMD1, TMD2–6 and
TMD7–11. Among them, TMD1 contains a highly variant nine-amino-acid region
which regulates metal cation specificity during transport. Both components
TMD2–6 and TMD7–11 are thought to be formed with ancient duplication event.
A highly conserved cation-binding region is present between TMD 2 and 3 and
TMD7 and 8.

The presence of an N-terminal auto-inhibitory domain has also been detected in a
range of plant CAXs. Numerous CAXs have been functionally characterized in
Arabidopsis, barley, tomato and rice (Edmond et al. 2009; Kamiya et al. 2006). In
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Arabidopsis, AtCAX2 and AtCAX4 are involved in Cd2+, Mn2+ and Zn2+ detoxifi-
cation under heavy metal stress, while AtCAX5 (ortholog of AtCAX2) regulates
only Mn2+ transport (Korenkov et al. 2007; Zhang et al. 2011) under metal excess.
Thus, a wide diversity is present among CAX orthologs for their functional
characteristics and broad substrate specificity which alters regulatory mechanism
of intracellular sequestration in vacuole.

3.9.2 VIT Family
VIT proteins mediate transport of ferrous ions into vacuoles and thus regulate Fe
homeostasis in plants. These transporter proteins exhibit high homology to CCC-1
(Ca2+-cross-complementer) protein of yeast that catalyses intracellular storage of Fe
in vacuoles. The first member of VIT family identified in planta is AtVIT1 which is
involved in Fe loading in seed. Various VIT-1like protein (VTL) transporters have
been identified in Arabidopsis, rice, wheat, tulip, etc. which exhibit strong selectivity
for Fe2+ but are also able to transport other metal cations, i.e. Zn2+ and Mn2+ (Kim
et al. 2006; Gollhofer et al. 2014; Eroglu et al. 2017; Zhang et al. 2012; Sharma et al.
2020; Connorton et al. 2017; Momonoi et al. 2009). Differential tissue expressions
of these VIT and VTL transporters in plants allow capturing of excess cytoplasmic
Fe in vacuolar compartments of different sinks. While AtVIT1 has high expression
in provascular tissues of wild-type embryo (Kim et al. 2006), OsVIT1 and OsVIT2
are expressed in flag leaves and regulate partitioning of Fe and Zn in developing
grain (Zhang et al. 2012). Due to key role of VIT in Fe distribution of cereal grains,
they can act as a potential target in genetic biofortification.

Structurally VIT transporter is a dimeric protein where each monomer consists of
5-TMD and a cytoplasmic MBD (Kato et al. 2019). The respective N-and C-termini
of transporter protein are located towards cytoplasm and lumen of vacuole. The
MBD of VIT transporter constitutes 3-helical bundles which allow capturing of
cytoplasmic Fe2+ ions from chelating molecule. The ion translocating pathway of
transporter protein is present at dimer interface with the presence of conserved
methionine and carboxylate residues that facilitate efficient transport of Fe to
vacuole. Further, transmembrane kinks due to the presence of proline and glycine
residues on TMD1 and 2 are highly conserved among CCC1/VIT1 family
transporters (Kato et al. 2019).

3.10 Natural Resistance-Associated Macrophages Protein
(NRAMP) Family

NRAMP family is a diverse class of integral membrane proteins with members
present in bacteria, fungi, animals and plants. They function in both inter- and
intracellular trafficking of a wide range of divalent metal ions such as Fe2+, Zn2+,
Mn2+, Cd2+, Co2+, Cu2+, Ni2+, Ca2+ and Pb2+ (Gunshin et al. 1997). Studies on
mouse Nramp2 revealed structural similarity of NRAMP protein with Slc 11.
NRAMP protein contains 10–12 TMD with a twofold inverted symmetry like
LeuT superfamily (Frickey and Lupas 2004). Further, the conserved hydrophobic
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core of 10TMD is divided into two direct repeats with TMD1–5 helix repeats have
inverted topologies (Cellier 2012; Czachorowski et al. 2009). The presence of
Nramp-specific polar residues within TMD1 and TMD6 has also been reported in
phylogenetic studies (Gu and Vander Velden 2002; Courville et al. 2008). In higher
plants, NRAMPs play an essential role in metal homeostasis. The first plant NRAMP
member is identified in Arabidopsis, i.e. AtNRAMP1 function as high-affinity Mn2+

transporter, and plays an essential role in Fe homeostasis in planta (Curie et al. 2000;
Cailliatte et al. 2010). Functional homologs of NRAMP genes have been identified
in Arabidopsis (At NRAMP 1–6), rice (OsNRAMP 1–7), common bean
(Pv NRAMP 1–7) on organellar membrane and cell membrane, which are responsi-
ble for translocation of divalent metal ions to various sinks (Thomine et al. 2000;
Belouchi et al. 1997; Ishida et al. 2018). But some members such as Nrat1 and EIN2
are involved in Al3+ transport and ethylene signal transduction (Lu et al. 2018;
Alonso et al. 1999).

3.11 OPT/YSL Family

Oligopeptide transporters (OPT) are novel family of transporters which are involved
in transport of amino acids and oligopeptides (tri-penta peptides). In addition to
peptide substrates, a subfamily of OPT, i.e. yellow stripe 1-like (YSL), mediates
transport of metal complexes with peptides/amino acids across cellular membrane.
Basically, YSL functions as proton-coupled symporter of metal-chelate complex.
Their differential selectivity for metal substrates is dependent on extracellular loop
between TMD6 and 7 (Harada et al. 2007).

The first member identified of YSL/OPT family is ZmYS1, mutation of which
causes yellow stripes on maize leaves. These yellow stripes signify interveinal
chlorosis which is resulting from defective Fe uptake, from which the family gets
its name (Curie et al. 2001). Studies on ZmYS1 reveal function of this transporter in
transport of Fe-phytosiderophore complexes from root cell exterior to cytoplasmic
interior and further its symplastic loading to vasculature. Other metal cations such as
Zn2+, Cu2+ and Ni2+, etc. are also transported by ZmYS1. Multiple YSL genes or
their putative homologs have been identified in plants with 18 members in rice
(Koike et al. 2004), 8 in Arabidopsis (DiDonato Jr et al. 2004), 5 in peanut (Xiong
et al. 2013) and 67 in wheat (Kumar et al. 2019) which mediate transport Fe2+-NA/
Fe3+-MAs or other metal chelates to various tissues and have a key role in metal
homeostasis. Among them, AtOPT3, AtYSL1 and AtYSL3. OsYSL2, TcOPT3, etc.
are known to be involved in phloem loading of Fe, Zn and other mimic metal cations
in sink tissues (such as young leaves, developing fruits and seeds) for their accumu-
lation (Zhai et al. 2014; Waters et al. 2006; Chu et al. 2010; Ishimaru et al. 2010; Hu
et al. 2012). In addition to the above, other transporter families such as plant
cadmium resistance, multidrug and toxic compound extrusion family, etc. have
also been reported to regulate metal ion flux in plants.
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3.12 Sequestration and Accumulation of Micronutrients
in Vacuolar Compartments

The unique ionome composition of different cell types in each plant organ (i.e. root,
shoot, leaf, flower, etc.) suggests that cell-specific accumulation and tissue
distributions of metal nutrients are under strict regulation to maintain metal homeo-
stasis. It is thought that such regulation contributes to distinct physiology of particu-
lar cell type. In this regard, the subcellular organelle vacuole is central for
sequestration of metal cations, resulting in maintenance of their plasmatic concen-
tration and further detoxification. This property of vacuolar compartments, to act as
metal store house, is necessary for optimum cellular functioning. The compartmen-
talization of essential micronutrients/heavy metal cations in vacuoles depends upon
the functioning of tonoplast transporters and vacuolar pumps (i.e. members of VIT,
CAX and NRAMP family). Hyperaccumulators such as Arabidopsis halleri, Thlaspi
caerulescens, Dichapetalum gelonioides, etc. are found to accumulate high
concentrations of Zn2+, Ni2+, Cd2+, etc. in root vacuoles just like
non-hyperaccumulators, but they differ in metal accumulation by aerial shoots
which is significantly higher in hyperaccumulator species due to increased expres-
sion of HMA proteins controlling long-distance vascular transport of micronutrient
metals.

Sequestration of micronutrient metal ions in leaf vacuoles is one of the tolerance
mechanisms to favour hyperaccumulation and detoxification in metal
hyperaccumulators. This also maintains nutrient supply in desired sinks at the time
of need. Despite of NA, MAs, histidine and organic acids (such as citrate, malate,
etc.) form chelating complexes with heavy metal micronutrients in subcellular
compartments including vacuole. In addition, cysteine-rich protein entities,
phytochelatins (PCs) and metallothioneins (MTs) are best characterized for their
metal-binding properties in plants. Despite of ubiquitous presence of MTs in animal
and plants, they share a common feature of heavy metal homeostasis with PCs. MTs
are gene-encoded low-molecular-weight peptides with a high percentage (20–30%)
of cysteine residues responsible for metal binding. In contrast, PCs are enzymatically
synthesized peptides having general formula γ-(glutamic acid-cysteine)n where
n¼ 2–11 with great affinity for heavy metal ions (Shukla et al. 2016). The sulfhydryl
group of cysteine moieties in PCs and MTs reacts with free metal ions in cell
cytoplasm and form low-molecular-weight complexes. These PC-metal/MT-metal
ion complexes are then transported to vacuolar compartments for their
detoxification.

4 Journey of Micronutrients to Seed (Grain) Sinks:
Long-Distance Phloem Transport of Micronutrients

The charged nature of micronutrient metal ions results in their specialized vascular
transport from root to shoot and then from shoot to other vegetative/reproductive
sinks. There is transition in a form of micronutrients absorbed, during the long-
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distance transport from root xylem to leaf phloem of minor veins, which affects their
mobility in phloem. In contrast to predominance of divalent cationic or metal-
organic acid form of micronutrients in xylem sap (pH � 5.5), they are generally
present in bound chelated form as metal NA, metal-DMA/phytosiderophores in
phloem sap (pH � 7.3–8.5) to avoid their precipitation during delivery to sink
tissues. It is well known that phloem is the main translocating tissue which supplies
sugars and mineral nutrients to developing plant sinks irrespective of their location.
However, the loading of micronutrients in phloem at site of source (i.e. leaf meso-
phyll/xylem vessel at minor veins) can be apoplastic or symplastic depending upon
the activity of associated companion cell. There can be a direct loading of metal
cations from xylem into phloem parenchyma in minor veins due to their close
proximity. Transfer cells in phloem mediate such apoplastic loading of
micronutrients. The invaginated wall growths and numerous membrane transporters
on transfer cells favour greater nutrient fluxes (Sondergaard et al. 2004). The
presence of membrane H+-ATPase further boosts up secondary active transport of
nutrients in apoplastic loaders. Another route is the symplastic loading of metal
chelates (metal NA, metal-DMA/phytosiderophores, metal PCs) from mesophyll
cells into intermediary cells of sieve element complex via plasmodesmatal
connections.

Mutation studies and researches on metal tolerance mechanism of
hyperaccumulators revealed that nonproteinogenic amino acid NA is most favoured
organic ligand for several micronutrient metals in phloem. NA is also found to form
stable complexes with Mn2+, Fe2+, Co2+, Zn2+, Ni2+ and Cu2+ in vitro (Anderegg
and Ripperger 1989). Overexpression of NA biosynthetic genes, i.e. nicotianamine
synthase (NAS) in soybean (Nozoye et al. 2014), sweet potato (Nozoye et al. 2017),
tobacco (Kim et al. 2005), rice (Masuda et al. 2009; Lee et al. 2011), etc. through
transgenics, has been found to increase the Fe and Zn concentration of leaves and
respective sink organs (i.e. root in sweet potato and seeds in rice and soybean). These
investigations also support the role of NA in shoot to root signalling of iron and its
remobilization from mature to developing tissues. But NA is the sole player in metal
translocation; this assumption has been negated with discovery of OsYSL15 in rice
which performs dual function of phloem translocation of Fe3 +-DMA in addition to
its rhizospheric uptake (Inoue et al. 2009). So other metal ligands such as DMA,
histidine and phytochelatins have also been associated in phloem translocation of
micronutrients.

In plants, the immature organs act as sinks during their early growth and depend
upon source for organic and inorganic nutrition. During a particular growth stage,
there can be more than one sink for the source leaves, so the allocation/partitioning
of nutrients to diverse sinks decides their accumulation in desired sinks under such
situation. Thus, in food crops where grains or seeds are economic sinks, total nutrient
concentrations in phloem and its distribution towards developing grains are of equal
importance. But if the whole shoots are to be consumed as human or animal food,
then the total micronutrient contents of shoot matter the most than nutrient
allocation. Nutrient remobilization from mature leaves to developing sinks during
senescence also boosts the supply of micronutrients. The role of some senescence-
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responsive genes in micronutrient loading of seeds has also demonstrated. One such
example is NAM genes in wheat whose reduced expression was found to decline
nutrient partitioning to grain and lowered grain Fe and Zn contents (Waters et al.
2009).

Another key molecular player in micronutrient transport to the sinks (grains/
leaves) is YSL transporter family. As mentioned earlier, YSL transporters are
involved in transport of metal chelates especially NA-metal complex. YSLs of
Arabidopsis, particularly AtYSL1 and AtYSL3, are involved in delivery of Fe, Zn,
Cu and Mn to reproductive organs. Mutations in these YSL genes cause impaired
vascular transport of metal micronutrients during senescence and thus limit metal
accumulation in seed. Similarly, YSL ortholog in rice OsYSL2 mediates phloem
transport of Fe and Mn in aerial shoots and metal loading in seeds (Ishimaru et al.
2010). Thus, better understanding on regulation of such metal transporters in long-
distance micronutrient signalling will help in bioengineering of staple crops with
high micronutrient density.

5 Future Scenario: The Way Ahead

Although recent tools of molecular breeding are continuously harnessing genetic
diversity of wild germplasm to enhance micronutrient density of food crops, there is
a need to find cell-specific and developmental-stage-specific regulators controlling
the metal-oriented circuits to maintain homeostasis. The complex interactions of
these essential micronutrients with toxic mimic cations (such as Pb, Cd, Hg, etc.) and
other macronutrients (N, P, S, etc.) need to be explored more in order to enhance
metal absorption in edible sinks. Inclusion of modern system biology and omics
approaches in biofortification studies will be able to enhance our understanding on
mechanism of root to shoot signalling with better regulation of metal loading in seed
sinks. Understanding transcriptional and post-transcriptional regulation of genes
encoding transporter proteins can be another promising research avenue which
will help us to increase uptake and translocation micronutrients in seed. In addition
to the above, novel senescence-associated genes should be identified to facilitate
metal remobilization towards developing sinks.

References

Ahmad W, Niaz A, Kanwal S et al (2009) Role of boron in plant growth: a Review. J Agric Res 47
(3):329–338

Ajeesh Krishna TP, Maharajan T, Victor Roch G et al (2020) Structure, function, regulation and
phylogenetic relationship of ZIP family transporters of plants. Front Plant Sci 11:662

Alejandro S, Holler S, Meier B et al (2020) Manganese in plants: from acquisition to subcellular
allocation. Front Plant Sci 11:300

Alonso JM, Hirayama T, Roman G et al (1999) EIN2, a bifunctional transducer of ethylene and
stress responses in Arabidopsis. Science 284:2148–2152

20 Micronutrients: Soil to Seed 541



Anderegg G, Ripperger H (1989) Correlation between metal complex formation and biological
activity of nicotianamine analogues. J Chem Soc Chemical Commun 10:647–650

Anuradha K, Agarwal S, Rao YV et al (2012) Mapping QTLs and candidate genes for iron and zinc
concentrations in unpolished rice of Madhukar X Swarna RILs. Gene 508:233–240

Arguello JM, Eren E, González-Guerrero M (2007) The structure and function of heavy metal
transport P1B-ATPases. Biometals 20(3–4):233

Arrivault S, Senger T, Kramer U (2006) The Arabidopsis metal tolerance protein AtMTP3
maintains metal homeostasis by mediating Zn exclusion from the shoot under Fe deficiency
and Zn oversupply. Plant J 46:861–879

Assuncao AGL, Herrero E, Lin Y et al (2010) Arabidopsis thaliana transcription factors bZIP19
and bZIP23 regulate the adaptation to zinc deficiency. Proc Natl Acad Sci U S A
107:10296–10301

Assuncao AGL, Persson DP, Husted S et al (2013) Model of how plants sense zinc deficiency.
Metallomics 5:1110–1116

Astudillo C, Fernandez AC, Blair MW et al (2013) The Phaseolus vulgaris ZIP gene family:
identification, characterization, mapping, and gene expression. Front Plant Sci 4:286

Balk J, Lobreaux S (2005) Biogenesis of iron-sulfur proteins in plants. Trends Plant Sci 10:324–331
Bashir K, Ishimaru Y, Shimo H et al (2011) Rice phenolics efflux transporter 2 (PEZ2) plays an

important role in solubilizing apoplasmic iron. Soil Sci Plant Nutr 57:803–812
Belouchi A, Kwan T, Gros P (1997) Cloning and characterization of the OsNramp family from

Oryza sativa, a new family of membrane proteins possibly implicated in the transport of metal
ions. Plant Mol Biol 33:1085–1092

Berthet S, Thevenin J, Baratiny D et al (2012) Role of plant laccases in lignin polymerization. Adv
Botanical Res 61:145–172

Blaby-Haas CE, Padilla-Benavides T, Stübe R et al (2014) Evolution of a plant-specific copper
chaperone family for chloroplast copper homeostasis. Proc Nat Acad Sci 111(50):E5480–E5487

Blasco B, Rios JJ, Cervilla LM et al (2008) Iodine biofortification and antioxidant capacity of
lettuce: potential benefits for cultivation and human health. Ann Appl Biol 152:289–299

Bouis HE, Saltzman A (2017) Improving nutrition through biofortification: a review of evidence
from Harvest Plus, 2003 through 2016. Glob Food Sec 12:49–58

Bricker TM, Roose JL, Fagerlund RD et al (2012) The extrinsic proteins of Photosystem
II. Biochim Biophys Acta Bioenerg 1817:121–142

Brito B, Palacios JM, Hidalgo E et al (1994) Nickel availability to pea (Pisum sativum L.) plants
limits hydrogenase activity of Rhizobium leguminosarum bv. viciae bacteroids by affecting the
processing of the hydrogenase structural subunits. J Bacteriol 176(17):5297–5303

Broadley MR, White PJ, Hammond JP et al (2007) Zinc in plants. New Phytol 173(4):677–702
Brychkova G, Yarmolinsky D, Batushansky A, Grishkevich V et al (2015) Sulfite oxidase activity

is essential for normal sulfur, nitrogen and carbon metabolism in tomato leaves. Plants (Basel)
4:573–605

Caffagni A, Arru L, Meriggi P et al (2011) Iodine fortification plant screening process and
accumulation in tomato fruits and potato tubers. Commun Soil Sci Plant Anal 42:706–718

Cailliatte R, Schikora A, Briat JF, Mari S, Curie C (2010) High affinity manganese uptake by the
metal transporter NRAMP1 is essential for Arabidopsis growth in low manganese conditions.
Plant Cell 22:904–917

Cao FQ, Werner AK, Dahncke K et al (2010) Identification and characterization of proteins
involved in rice urea and arginine catabolism. Plant Physiol 154:98–108

Cellier MFM (2012) NRAMP: from sequence to structure and mechanism of divalent metal import.
In: Lutsenko S, Argüello JM (eds) Metal transporters. Elsevier-Academic Press, Oxford, p 435

Chamizo-Ampudia A, Sanz-Luque E, Llamas A et al (2016) A dual system formed by the ARC and
NR molybdoenzymes mediates nitrite dependent NO production in Chlamydomonas. Plant Cell
Environ 39:2097–2107

Chamizo-Ampudia A, Sanz-Luque E, Llamas A et al (2017) Nitrate reductase regulates plant nitric
oxide homeostasis. Trends Plant Sci 22:163–174

542 N. Gupta et al.



Chen WR, Feng Y, Chao YE (2008) Genomic analysis and expression pattern of OsZIP1, OsZIP3,
and OsZIP4 in two rice (Oryza sativa L.) genotypes with different zinc efficiency. Russ J Plant
Physiol 55:400–409

Chen CC, Chen YY, Tang IC et al (2011) Arabidopsis SUMO E3 ligase SIZ1 is involved in excess
copper tolerance. Plant Physiol 156(4):2225–2234

Chu HH, Chiecko J, Punshon T et al (2010) Successful reproduction requires the function of
Arabidopsis Yellow Stripe-Like1 and Yellow Stripe-Like3 metal-nicotianamine transporters in
both vegetative and reproductive structures. Plant Physiol 154:197–210

Churchill KA, Sze H (1984) Anion-sensitive H+ pumping-ATPase of oat roots. Direct effect of Cl�,
NO3

� and a disulfonic stilbene. Plant Physiol 76:490–497
Colmenero-Flores JM, Martínez G, Gamba G et al (2007) Identification and functional characteri-

zation of cation–chloride cotransporters in plants. Plant J50(2):278–292
Connolly EL, Campbell NH, Grotz N et al (2003) Overexpression of the FRO2 ferric chelate

reductase confers tolerance to growth on low iron and uncovers posttranscriptional control.
Plant Physiol 133(3):1102–1110

Connorton JM, Jones ER, Rodríguez-Ramiro I et al (2017) Wheat vacuolar iron transporter TaVIT2
transports Fe and Mn and is effective for biofortification. Plant Physiol 174:2434–2444

Courville P, Urbankova E, Rensing C et al (2008) Solute carrier 11 cations symport requires distinct
residues in transmembrane helices 1 and 6. J Biol Chem 283:9651–9658

Curie C, Alonso JM, Le JeanM et al (2000) Involvement of NRAMP1 from Arabidopsis thaliana in
iron transport. Biochem J 347:749–755

Curie C, Panaviene Z, Loulergue C et al (2001) Maize yellow stripe1 encodes a membrane protein
directly involved in Fe (III) uptake. Nature 409:346–349

Czachorowski M, Lam-Yuk-Tseung S, Cellier M et al (2009) Transmembrane topology of the
mammalian Slc11a2 iron transporter. Biochemist 48:8422–8434

De Angeli A, Zhang J, Meyer S et al (2013) AtALMT9 is a malate-activated vacuolar chloride
channel required for stomatal opening in Arabidopsis. Nat Commun 4(1):1–10

de Benoist B, McLean E, Andersson M et al (2008) Iodine deficiency in 2007: global progress since
2003. Food Nutr Bull 29:195–202

Delhaize E, Gruber BD, Pittman JK et al (2007) A role for the AtMTP11 gene of Arabidopsis in
manganese transport and tolerance. Plant J 51:198–210

Deng F, Yamaji N, Xia J, Ma JF (2013) A member of the heavy metal P-type ATPase OsHMA5 is
involved in xylem loading of copper in rice. Plant Physiol 163(3):1353–1362

DiDonato RJ Jr, Roberts LA, Sanderson T et al (2004) Arabidopsis Yellow Stripe-Like2 (YSL2): a
metal-regulated gene encoding a plasma membrane transporter of nicotianamine–metal
complexes. Plant J 39(3):403–414

Edmond C, Shigaki T, Ewert S et al (2009) Comparative analysis of CAX2-like cation transporters
indicate functional and regulatory diversity. Biochem J 418:145–154

Engelsma G (1972) A possible role of divalent manganese ions in the photoinduction of phenylala-
nine ammonia-lyase. Plant Physiol 50:599–602

Englbrecht CC, Schoof H, Bohm S (2004) Conservation, diversification and expansion of C2H2

zinc finger proteins in the Arabidopsis thaliana genome. BMC Genomics 5:39
Eren E, Arguello JM (2004) Arabidopsis HMA2, a divalent heavy metal-transporting P(IB)type

ATPase, is involved in cytoplasmic Zn2+ homeostasis. Plant Physiol 136:3712–3723
Eroglu S, Giehl RFH, Meier B et al (2017) Metal Tolerance Protein 8 mediates manganese

homeostasis and iron reallocation during seed development and germination. Plant Physiol
174:1633–1647

Evens NP, Buchner P, Williams LE et al (2017) The role of ZIP transporters and group F bZIP
transcription factors in the Zn-deficiency response of wheat (Triticum aestivum). Plant J
92:291–304

FAO, IFAD, WFP (2015) The State of Food Insecurity in the World 2015. FAO, Rome

20 Micronutrients: Soil to Seed 543



Feng H, Zhang Q, Wang Q et al (2013) Target of tae-miR408, a chemocyanin-like protein gene
(TaCLP1), plays positive roles in wheat response to high-salinity, heavy cupric stress and stripe
rust. Plant Mol Biol 83:433–443

Fitzpatrick KL, Tyerman SD, Kaiser BN (2008) Molybdate transport through the plant sulfate
transporter SHST1. FEBS Lett 582:1508–1513

Fordyce FM (2013) Selenium deficiency and toxicity in the environment. In: Selinus O, Alloway B,
Centeno JA et al (eds) Essentials of medical geology, revised edn. Springer, Dordrecht, pp
375–416

Frickey T, Lupas A (2004) CLANS: a Java application for visualizing protein families based on
pairwise similarity. Bioinformatics 20:3702–3704

Gasber A, Klaumann S, Trentmann O et al (2011) Identification of an Arabidopsis solute carrier
critical for intracellular transport and inter-organ allocation of molybdate. Plant Biol (Stuttg)
13:710–718

Gibson RS (2006) Zinc: the missing link in combating micronutrient malnutrition in developing
countries. Proc Nutr Soc 65:51–60

Gollhofer J, Timofeev R, Lan P et al (2014) Vacuolar iron transporter1-like proteins mediate iron
homeostasis in Arabidopsis. PLoS One 9(10):e110468

Gonzali S, Kiferle C, Perata P (2017) Iodine biofortification of crops: agronomic biofortification,
metabolic engineering and iodine bioavailability. Curr Opin Biotechnol 44:16–26

Gregory AL, Hurley BA, Tran HT et al (2009) In vivo regulatory phosphorylation of the phospho-
enolpyruvate carboxylase AtPPC1 in phosphate-starved Arabidopsis thaliana. Biochem J
420:57–65

Gu X, Vander Velden K (2002) DIVERGE: phylogeny-based analysis for functional structural
divergence of a protein family. Bioinformatics 18:500–501

Guerinot ML (2000) The ZIP family of metal transporters. Biochim Biophys Acta 1465:190–198
Gunshin H, Mackenzie B, Berger UV et al (1997) Cloning and characterization of a mammalian

proton coupled metal-ion transporter. Nature 388:482–488
Gupta N, Ram H, Kumar B (2016) Mechanism of zinc absorption in plants: uptake, transport,

translocation and accumulation. Rev Environ Sci Biotechnol 15(1):89–109
Gustin JL, Zanis MJ, Salt DE (2011) Structure and evolution of the plant cation diffusion facilitator

family of ion transporters. BMC Evol Biol 11:76
Hanaoka H, Uraguchi S, Takano J et al (2014) OsNIP3;1, a rice boric acid channel, regulates boron

distribution and is essential for growth under boron-deficient conditions. Plant J 78:890–902
Hanson AD, Gage DA, Shachar-Hill Y (2000) Plant one-carbon metabolism and its engineering.

Trends Plant Sci 5:206–213
Harada E, Sugase K, Namba K et al (2007) Structural element responsible for the Fe (III)–

phytosiderophore specific transport by HvYS1 transporter in barley. FEBS Lett 581
(22):4298–4302

Haydon MJ, Cobbett CS (2007a) Transporters of ligands for essential metal ions in plants. New
Phytol 174(3):499–506

Haydon MJ, Cobbett CS (2007b) A novel major facilitator superfamily protein at the tonoplast
influences zinc tolerance and accumulation in Arabidopsis. Plant Physiol 143(4):1705–1719

Hu YT, Ming F, Chen WW et al (2012) TcOPT3, a member of oligopeptide transporters from the
hyperaccumulator Thlaspi caerulescens, is a novel Fe/Zn/Cd/Cu transporter. PLoS One 7(6):
e38535

Inoue H, Kobayashi T, Nozoye T et al (2009) Rice OsYSL15 is an iron-regulated iron(III)-
deoxymugineic acid transporter expressed in the roots and is essential for iron uptake in early
growth of the seedlings. J Biol Chem 284(6):3470–3479

Ishida JK, Caldas DG, Oliveira LR et al (2018) Genome-wide characterization of the NRAMP gene
family in Phaseolus vulgaris provides insights into functional implications during common
bean development. Genet Mol Biol 41(4):820–833

Ishimaru Y, Masuda H, Bashir K et al (2010) Rice metal-nicotianamine transporter, OsYSL2, is
required for the long-distance transport of iron and manganese. Plant J 62:379–390

544 N. Gupta et al.



Ishimaru Y, Kakei Y, Shimo H et al (2011) A rice phenolic efflux transporter is essential for
solubilizing precipitated apoplasmic iron in the plant stele. J Biol Chem 286:24649–24655

Jossier M, Kroniewicz L, Dalmas F et al (2010) The Arabidopsis vacuolar anion transporter,
AtCLCc, is involved in the regulation of stomatal movements and contributes to salt tolerance.
Plant J 64(4):563–576

Kamiya T, Akahori T, Ashikari M et al (2006) Expression of the vacuolar Ca2+/H+ exchanger,
OsCAX1a, in rice: cell and age specificity of expression, and enhancement by Ca2+. Plant Cell
Physiol 47:96–106

Kato T, Kumazaki K, Wada M et al (2019) Crystal structure of plant vacuolar iron transporter VIT1.
Nature Plants 5(3):308–315. https://doi.org/10.1038/s41477-019-0367-2

Kaur S, Kaur N, Siddique KHM et al (2016) Beneficial elements for agricultural crops and their
functional relevance in defence against stresses. Arch Agron Soil Sci 62(7):905–920

Kim S, Takahashi M, Higuchi K et al (2005) Increased nicotianamine biosynthesis confers
enhanced tolerance of high levels of metals, in particular nickel to plants. Plant Cell Physiol
46:1809–1818

Kim SA, Punshon T, Lanzirotti A et al (2006) Localization of iron in Arabidopsis seed requires the
vacuolar membrane transporter VIT1. Science 314:1295–1298

Kim YY, Choi H, Segami S et al (2009) AtHMA1 contributes to the detoxification of excess Zn
(II) in Arabidopsis. Plant J 58:737–753

Koike S, Inoue H, Mizuno D et al (2004) OsYSL2 is a rice metal-nicotianamine transporter that is
regulated by iron and expressed in the phloem. Plant J 39(3):415–424

Kong XQ, Gao XH, Sun W et al (2011) Cloning and functional characterization of a cation–
chloride cotransporter gene OsCCC1. Plant Mol Biol 75(6):567–578

Korenkov V, Hirschi KD, Crutchfield JD et al (2007) Enhanced tonoplast Cd/H antiport activity
increases Cd, Zn, and Mn tolerance, and impacts root/shoot Cd partitioning in Nicotiana
tabacum L. Planta 226:1379–1387

Korshunova YO, Eide D, Clark WG et al (1999) The IRT1 protein from Arabidopsis thaliana is a
metal transporter with a broad substrate range. Plant Mol Biol 40(1):37–44

Kumar A, Kaur G, Goel P et al (2019) Genome-wide analysis of oligopeptide transporters and
detailed characterization of yellow stripe transporter genes in hexaploid wheat. Funct Integr
Genom 19(1):75–90

Kupper H, Mijovilovich A, Meyer-Klaucke W et al (2004) Tissue- and age-dependent differences
in the complexation of cadmium and zinc in the cadmium/zinc hyperaccumulator Thlaspi
caerulescens (Ganges ecotype) revealed by X-ray absorption spectroscopy. Plant Physiol
134:748–757

Lanquar V, Lelievre F, Bolte S et al (2005) Mobilization of vacuolar iron by AtNRAMP3 and
AtNRAMP4 is essential for seed germination on low iron. EMBO J 24:4041–4051

Lanquar V, Schnell Ramos M, Lelievre F et al (2010) Export of vacuolar manganese by
AtNRAMP3 and AtNRAMP4 is required for optimal photosynthesis and growth under manga-
nese deficiency. Plant Physiol 152:1986–1999

Lee S, Persson D, Hansen T et al (2011) Bio-available zinc in rice seeds is increased by activation
tagging of nicotianamine synthase. Plant Biotech J 9:865–873

Lee S, Ryoo N, Jeon JS et al (2012) Activation of rice Yellow Stripe1-Like 16 (OsYSL16) enhances
iron efficiency. Molecules Cells 33(2):117–126

Li HF, McGrath SP, Zhao FJ (2008) Selenium uptake, translocation and speciation in wheat
supplied with selenite or selenite. New Phytol 178:92–102

Li H, Fan R, Li L et al (2014) Identification and characterization of a novel copper transporter gene
family TaCT 1 in common wheat. Plant Cell Environ 37(7):1561–1573

Li B, Qiu J, Jayakannan M et al (2017) AtNPF2. 5 modulates chloride (Cl�) efflux from roots of
Arabidopsis thaliana. Front. Plant Sci 7:2013

Lin SH, Kuo HF, Canivenc G et al (2008) Mutation of the Arabidopsis NRT1. 5 nitrate transporter
causes defective root-to-shoot nitrate transport. Plant Cell 20(9):2514–2528

20 Micronutrients: Soil to Seed 545

https://doi.org/10.1038/s41477-019-0367-2


Liu Y, Yu L, Qu Y et al (2016) GmSALT3, which confers improved soybean salt tolerance in the
field, increases leaf Cl�exclusion prior to Na+ exclusion but does not improve early vigor under
salinity. Front Plant Sci 7:1485

Liu XS, Feng SJ, Zhang BQ et al (2019) OsZIP1 functions as a metal efflux transporter limiting
excess zinc, copper and cadmium accumulation in rice. BMC Plant Biol 19(1):283

Lu M, Yang G, Li P et al (2018) Bioinformatic and functional analysis of a key determinant
underlying the substrate selectivity of the Al transporter, Nrat1. Front Plant Sci 9:606

Lutsenko S, Tsivkovskii R, Walker JM (2003) Functional properties of the human copper-
transporting ATPase ATP7B (the Wilson’s disease protein) and regulation by metallochaperone
Atox1. Ann N Y Acad Sci 986:204–211

Ma JF, Ueno D, Zhao F-J et al (2005) Subcellular localisation of Cd and Zn in the leaves of a
Cd-hyperaccumulating ecotype of Thlaspi caerulescens. Planta 220:731–736

Maia LB, Moura JJ (2011) Nitrite reduction by xanthine oxidase family enzymes: a new class of
nitrite reductases. J Biol Inorg Chem 16:443–460

Mandal AK, Arguello JM (2003) Functional roles of metal binding domains of the Archaeoglobus
fulgidus Cu+ ATPase CopA. Biochemist 42:11040–11047

Masuda H, Usuda K, Kobayashi T et al (2009) Overexpression of the barley nicotianamine synthase
gene HvNAS1 increases iron and zinc concentration in rice grains. Rice 2:155–166

Mei H, Cheng NH, Zhao J et al (2009) Root development under metal stress in Arabidopsis thaliana
requires the H+/cation antiporter CAX4. New Phytol 183:95–105

Meyer S, Mumm P, Imes D et al (2010) AtALMT12 represents an R-type anion channel required
for stomatal movement in Arabidopsis guard cells. Plant J 63(6):1054–1062

Mills RF, Francini A, Ferreira da Rocha PSC et al (2005) The plant P1B-type ATPase AtHMA4
transports Zn and Cd and plays a role in detoxification of transition metals supplied at elevated
levels. FEBS Lett 579:783–791

Mills RF, Peaston KA, Runions J et al (2012) HvHMA2, a P1B-ATPase from barley, is highly
conserved among cereals and functions in Zn and Cd transport. PLoS One 7(8):e42640

Milner MJ, Seamon J, Craft E et al (2013) Transport properties of members of the ZIP family in
plants and their role in Zn and Mn homeostasis. J Exp Bot 64:369–381

Momonoi K, Yoshida K, Mano S et al (2009) A vacuolar iron transporter in tulip, TgVit1, is
responsible for blue coloration in petal cells through iron accumulation. Plant J 59:437–447

Montanini B, Blaudez D, Jeandroz S et al (2007) Phylogenetic and functional analysis of the Cation
Diffusion Facilitator (CDF) family: improved signature and prediction of substrate specificity.
BMC Genomics 8:107

Morrissey J, Baxter IR, Lee J et al (2009) The ferroportin metal efflux proteins function in iron and
cobalt homeostasis in Arabidopsis. Plant Cell 21(10):3326–3338

Mustafiz A, Ghosh A, Tripathi AK et al (2014) A unique Ni2+-dependent and methylglyoxal-
inducible rice glyoxalase I possess a single active site and functions in abiotic stress response.
Plant J 78:951–963

Nakagawa Y, Hanaoka H, Kobayashi M et al (2007) Cell-type specificity of the expression of Os
BOR1, a rice efflux boron transporter gene, is regulated in response to boron availability for
efficient boron uptake and xylem loading. Plant Cell 19(8):2624–2635

Negi J, Matsuda O, Nagasawa T et al (2008) CO2 regulator SLAC1 and its homologues are essential
for anion homeostasis in plant cells. Nature 452(7186):483–486

Nguyen CT, Agorio A, Jossier M et al (2016) Characterization of the chloride channel-like,
AtCLCg, involved in chloride tolerance in Arabidopsis thaliana. Plant Cell Physiol 57
(4):764–775

Nino Gonzalez M, Novo Uzal E, Richardson DN et al (2019) More transporters, more substrates:
the Arabidopsis major facilitator superfamily revisited. Mol Plant 12(9):1182–1202

Noctor G, Mhamdi A, Chaouch S et al (2012) Glutathione in plants: an integrated overview. Plant
Cell Environ 35:454–484

Nozoye T, Kim S, Kakei Y et al (2014) Enhanced levels of nicotianamine promote iron accumula-
tion, and tolerance to calcareous soil in soybean. Biosci Biotechnol Biochem 78:1677–1684

546 N. Gupta et al.



Nozoye T, Nagasaka S, Kobayashi T et al (2015) The phytosiderophore efflux transporter TOM2 is
involved in metal transport in rice. J Biol Chem 290(46):27688–27699

Nozoye T, Otani M, Senoura T et al (2017) Overexpression of barley nicotianamine synthase
1 confers tolerance in the sweet potato to iron deficiency in calcareous soil. Plant Soil 418:75–88

Nozoye T, von Wirén N, Sato Y et al (2019) Characterization of the nicotianamine exporter ENA1
in rice. Front Plant Sci 10:502

Onnerud H, Zhang L, Gellerstedt G et al (2002) Polymerization of monolignols by redox shuttle–
mediated enzymatic oxidation. Plant Cell 14:1953–1962

Palmer CM, Guerinot ML (2009) Facing the challenges of Cu, Fe and Zn homeostasis in plants. Nat
Chem Biol 5:333–340

Parrotta L, Guerriero G, Sergeant K et al (2015) Target or barrier? The cell wall of early-and later-
diverging plants vs cadmium toxicity: differences in the response mechanisms. Front Plant Sci
13(6):133

Pech JC, Bouzayen M, Latche A et al (2003) Physiological, biochemical and molecular aspects of
ethylene biosynthesis and action. Marcel Dekker, New York, p 247

Pedas P, Husted S (2009) Zinc transport mediated by barley ZIP proteins are induced by low
pH. Plant Signal Behav 4:842–845

Prasad AS (2009) Impact of the discovery of human zinc deficiency on health. J Am Coll Nutr
28:257–265

Puig S (2014) Function and regulation of the plant COPT family of high affinity copper transport
proteins. Adv Bot 2014:476917

Raven JA (2017) Chloride: essential micronutrient and multifunctional beneficial ion. J Exp Bot 68
(3):359–367

Ravet K, Pilon M (2013) Copper and iron homeostasis in plants: the challenges of oxidative stress.
Antioxidants Redox Signal 19(9):919–932

Requena L, Bornemann S (1999) Barley (Hordeum vulgare) oxalate oxidase is a manganese-
containing enzyme. Biochem J 343:185–190

Ricachenevsky FK, Menguer PK, Sperotto RA et al (2013) Roles of plant metal tolerance proteins
(MTP) in metal storage and potential use in biofortification strategies. Front Plant Sci 4:144

Roberts SK (2006) Plasma membrane anion channels in higher plants and their putative functions in
roots. New Phytol 169(4):647–666

Robinson NJ, Procter CM, Connolly EL et al (1999) A ferric-chelate reductase for iron uptake from
soils. Nature 397(6721):694–697

Rogers EE, Guerinot ML (2002) FRD3, a member of the multidrug and toxin efflux family, controls
iron deficiency responses in Arabidopsis. Plant Cell 14(8):1787–1799

Rognes SE (1980) Anion regulation of lupin asparagine synthetase: chloride activation of the
glutamine-utilizing reaction. Phytochemistry 19:2287–2293

Romheld V, Marschner H (1990) Genotypical differences among graminaceous species in release
of phytosiderophores and uptake of iron phytosiderophores. Plant Soil 123:147–153

Rouached H, Wirtz M, Alary R et al (2008) Differential regulation of the expression of two high-
affinity sulfate transporters, SULTR1.1 and SULTR1.2, in Arabidopsis. Plant Physiol
147:897–911

Sasaki A, Yamaji N, Xia J et al (2011) OsYSL6 is involved in the detoxification of excess
manganese in rice. Plant Physiol 157:1832–1840

Sharma S, Kaur G, Kumar A et al (2020) Gene expression pattern of vacuolar iron transporter like
(VTL) genes in hexaploid wheat during metal stress. Plan Theory 9:229

Shibagaki N, Rose A, McDermott JP et al (2002) Selenate-resistant mutants of Arabidopsis thaliana
identify Sultr1;2, a sulfate transporter required for efficient transport of sulfate into roots. Plant J
29:475–486

Shigaki T, Hirschi KD (2006) Diverse functions and molecular properties emerging for CAX
cation/H+ exchangers in plants. Plant Biol 8:419–429

Shigaki T, Rees I, Nakhleh L et al (2006) Identification of three distinct phylogenetic groups of
CAX cation/proton antiporters. J Mol Evol 63:815–825

20 Micronutrients: Soil to Seed 547



Shireen F, Nawaz MA, Chen C et al (2018) Boron: functions and approaches to enhance its
availability in plants for sustainable agriculture. Int J Mol Sci 19(7):1856

Shukla D, Trivedi PK, Nath P et al (2016) Metallothioneins and phytochelatins: role and
perspectives in heavy metal(loid)s stress tolerance in crop plants. Abiotic stress response in
plants. Wiley-VCH Verlag GmbH and Co. KGaA, Weinheim, Germany. https://doi.org/10.
1002/9783527694570.ch12

Sirko A, Brodzik R (2000) Plant ureases: roles and regulation. Acta Biochim Pol 47(4):1189–1195
Sondergaard TE, Schulz A, Palmgren MG (2004) Energization of transport processes in plants.

Roles of the plasma membrane H+-ATPase. Plant Physiol 136(1):2475–2482
Song Z, Shao H, Huang H, Shen Y, Wang L, Wu F et al (2017) Overexpression of the phosphate

transporter gene OsPT8 improves the Pi and selenium contents in Nicotiana tabacum. Environ
Exp Bot 137:158–165

Sors TG, Ellis DR, Salt DE (2005) Selenium uptake, translocation, assimilation and metabolic fate
in plants. Photosynthesis Res 86(3):373–389

Sousa Silva M, Gomes RA, Ferreira AEN, Ponces Freire A, Cordeiro C (2013) The glyoxalase
pathway: the first hundred years and beyond. Biochem J 453:1–15

Stein AJ (2010) Global impacts of human mineral malnutrition. Plant Soil 335:133–154
Stein AJ, Meenakshi JV, Qaim M et al (2005) Analysing the health benefits of biofortified staple

crops by means of the disability adjusted life years approach: a handbook focusing on iron, zinc
and vitamin A. Harvest Plus Technical Monograph 4, International Food Policy Research
Institute, Washington DC

Su J, Yang X, He J et al (2019) Methyl-coenzyme M reductase-dependent endogenous methane
enhances plant tolerance against abiotic stress and alters ABA sensitivity in Arabidopsis
thaliana. Plant Mol Biol 101(4–5):439–454

Sullivan ML (2015) Beyond brown: polyphenol oxidases as enzymes of plant specialized metabo-
lism. Front Plant Sci 5:783

Takada S, Miwa K, Omori H et al (2014) Improved tolerance to boron deficiency by enhanced
expression of the boron transporter BOR2. Soil Sci Plant Nutr 60:341–348

Takahashi R, Bashir K, Ishimaru Y et al (2012) The role of heavy-metal ATPases, HMAs, in zinc
and cadmium transport in rice. Plant Signal Behav 7(12):1605–1607

Takano J, Wada M, Ludewig U et al (2006) The Arabidopsis major intrinsic protein NIP5;1 is
essential for efficient boron uptake and plant development under boron limitation. Plant Cell
18:1498–1509

Tan L, Qu M, Zhu Y et al (2020) ZINC TRANSPORTER5 and ZINC TRANSPORTER9 function
synergistically in zinc/cadmium uptake. Plant Physiol 183(3):1235–1249

Tanaka M, Wallace IS, Takano J et al (2008) NIP6;1 is a boric acid channel for preferential
transport of boron to growing shoot tissues in Arabidopsis. Plant Cell 20:2860–2875

Tejada-Jimenez M, Galvan A, Fernandez E (2011) Algae and humans share a molybdate trans-
porter. Proc Natl Acad Sci U S A 108:6420–6425

Thomine S, Wang R, Ward JM et al (2000) Cadmium and iron transport by members of a plant
metal transporter family in Arabidopsis with homology to Nramp genes. Proc Natl Acad Sci U S
A 97:4991–4996

Tiong J, McDonald GK, Genc Y et al (2014) HvZIP7 mediates zinc accumulation in barley
(Hordeum vulgare) at moderately high zinc supply. New Phytol 201:131–143

Verma V, Ravindran P, Kumar PP (2016) Plant hormone-mediated regulation of stress responses.
BMC Plant Biol 16:86

Wang N, Qiu W, Dai J et al (2019) AhNRAMP1 enhances manganese and zinc uptake in plants.
Front Plant Sci 10:415

Waters BM, Chu HH, Didonato RJ et al (2006) Mutations in Arabidopsis yellow stripe-like1 and
yellow stripe-like3 reveal their roles in metal ion homeostasis and loading of metal ions in seeds.
Plant Physiol 141:1446–1458

Waters BM, Uauy C, Dubcovsky J et al (2009) Wheat (Triticum aestivum) NAM proteins regulate
the translocation of iron, zinc, and nitrogen compounds from vegetative tissues to grain. J Exp
Bot 60(15):4263–4274

548 N. Gupta et al.

https://doi.org/10.1002/9783527694570.ch12
https://doi.org/10.1002/9783527694570.ch12


Weng HX, Weng JK, Yan AL et al (2008) Increment of iodine content in vegetable plants by
applying iodized fertilizer and the residual characteristics of iodine in soil. Biol Trace Elem Res
123:218–228

White PJ (2018) Selenium metabolism in plants. Biochim Biophys Acta 1862(11):2333–2342
White PJ, Broadley MR (2001) Chloride in soils and its uptake and movement within the plant: a

review. Ann Bot 88(6):967–988
White PJ, Broadley MR (2009) Biofortification of crops with seven mineral elements often lacking

in human diets—iron, zinc, copper, calcium, magnesium, selenium and iodine. New Phytol
182:49–84

Whitehead DC (1973) Uptake and distribution of iodine in grass and clover plants grown in solution
culture. J Sci Food Agric 24:43–50

Williams LE, Mills RF (2005) P(1B-) ATPases—an ancient family of transition metal pumps with
diverse functions in plants. Trends Plant Sci 10:491–502

World Health Organization (2007) Assessment of the iodine deficiency disorders and monitoring
their elimination. WHO, Geneva

Wu T, Kamiya T, Yumoto H et al (2015) An Arabidopsis thaliana copper-sensitive mutant suggests
a role of phytosulfokine in ethylene production. J Exp Bot 66(13):3657–3667

Xiong H, Kakei Y, Kobayashi T et al (2013) Molecular evidence for phytosiderophore-induced
improvement of iron nutrition of peanut intercropped with maize in calcareous soil. Plant Cell
Environ 36:1888–1902

Yang M, Zhang Y, Zhang L et al (2014) OsNRAMP5 contributes to manganese translocation and
distribution in rice shoots. J Exp Bot 65:4849–4861

Yang J, Giles LJ, Ruppelt C et al (2015) Oxyl and hydroxyl radical transfer in mitochondrial
amidoxime reducing component-catalyzed nitrite reduction. J Am Chem Soc 137:5276–5279

Zhai Z, Gayomba SR, Jung HI et al (2014) OPT3 is a phloem-specific iron transporter that is
essential for systemic iron signalling and redistribution of iron and cadmium in Arabidopsis.
Plant Cell 26:2249–2264

Zhang C (2014) Essential functions of iron-requiring proteins in DNA replication, repair and cell
cycle control. Protein Cell 5(10):750–760

Zhang Y, Peng X, Chai T et al (2011) Structure and function of tonoplast Cation/H+ antiporters in
plant: a review. Sheng Wu Gong Cheng Xue Bao 27(4):546

Zhang Y, Xu YH, Yi HY et al (2012) Vacuolar membrane transporters OsVIT1 and OsVIT2
modulate iron translocation between flag leaves and seeds in rice. Plant J 72:400–410

Zhang L, Hu B, Li W et al (2014a) OsPT 2, a phosphate transporter, is involved in the active uptake
of selenite in rice. New Phytol 201(4):1183–1191

Zhang Z, Coats KL, Chen Z et al (2014b) Influence of calcium (II) and chloride on the oxidative
reactivity of a manganese (II) complex of a cross-bridged cyclen ligand. Inorganic Chem
53:11973–11946

Zhao H, Butler E, Rodgers J et al (1998) Regulation of zinc homeostasis in yeast by binding of the
ZAP1 transcriptional activator to zinc-responsive promoter elements. J Biol Chem 273
(44):28713–28720

20 Micronutrients: Soil to Seed 549


	20: Micronutrients: Soil to Seed
	1 Introduction
	1.1 Essentiality of Micronutrients for Plants and Animals
	1.2 Micronutrients Involved in Biofortification Programmes for Crop Improvement

	2 Soil as Reservoir of Micronutrients
	2.1 Factors Affecting Availability of Micronutrients in Soil Solution
	2.1.1 Soil Formation

	2.2 Soil Moisture and Texture
	2.3 Soil pH
	2.4 Soil Organic Matter
	2.5 Others

	3 Absorption of Micronutrients by Plant as Biological System: Uptake, Transport and Sequestration
	3.1 Roots-Organs Mediating Nutrient Uptake from Rhizosphere
	3.2 Root Uptake of Mineral Nutrients Zn, Se and I
	3.3 Apoplastic and Symplastic Routes in Radial Transport of Nutrients
	3.4 Transporters and Channel Proteins Involved in Micronutrient Transport
	3.5 ZR- and IRT-Like Proteins (ZIP) Family
	3.6 Heavy Metal ATPases (HMA) Family
	3.7 Major Facilitator Superfamily (MFS)
	3.8 Metal Tolerance Proteins (MTPs) Family
	3.9 CAX and VIT Family
	3.9.1 CAX Family
	3.9.2 VIT Family

	3.10 Natural Resistance-Associated Macrophages Protein (NRAMP) Family
	3.11 OPT/YSL Family
	3.12 Sequestration and Accumulation of Micronutrients in Vacuolar Compartments

	4 Journey of Micronutrients to Seed (Grain) Sinks: Long-Distance Phloem Transport of Micronutrients
	5 Future Scenario: The Way Ahead
	References


