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Abstract. Chikungunya virus (CHIKV) causes Chikungunya disease in
human, transmitted by the Aedes species of mosquito. To this date, no
vaccines are available to cure this disease as a result doctors rely on
symptomatic treatment. This treatment is significantly based on record-
ing the observation of signs and symptoms related to CHIKV in patients
before prescribing medication. However, this disease can be misdiagnosed
as its signs are similar to diseases like dengue or zika. This, in turn, gives
rise to an uncertain diagnosis of Chikungunya. In addition, it is neces-
sary to develop a system that will not only ensure the accurate assess-
ment of Chikungunya but diagnose it within its early stages of infection.
Since expert systems are adequate for handling uncertain data as well
as generating more precise and accurate inferences, it is applied to this
research. A Belief Rule Base Expert System (BRBES) is proposed in
this research for performing the assessment of Chikungunya in its early
stages of infection in patients. BRBES is reckoned to obliterate human
labor and is computationally faster and less expensive in implementa-
tion and inferencing the assessment of CHIKV. This research is carried
out using real-world data and inference of Chikungunya has been made
by using Receiver Operating Characteristics Curves (ROC). In order
to increase the accuracy of assessment, an optimal learning model of
BRBES is developed with respect to various combinations of sets of train-
ing perimeters. In order to prove trained BRBES is an optimal learning
model, it’s performance is differentiated with the initial BRBES. Further,
this trained BRBES is also compared with a deep learning model such
as Convolutional Neural networks (CNN) and machine learning mod-
els such as Support Vector Machine (SVM), Random Forest (RF) and
Artificial Neural Network (ANN).

Keywords: Chikungunya · Belief Rule Base · Optimizations ·
Convolutional neural network · Random Forest

c© Springer Nature Switzerland AG 2021
M. Mahmud et al. (Eds.): AII 2021, CCIS 1435, pp. 3–16, 2021.
https://doi.org/10.1007/978-3-030-82269-9_1

http://crossmark.crossref.org/dialog/?doi=10.1007/978-3-030-82269-9_1&domain=pdf
http://orcid.org/0000-0002-3910-2528
http://orcid.org/0000-0001-9925-3363
http://orcid.org/0000-0003-1603-3598
http://orcid.org/0000-0002-7473-8185
https://doi.org/10.1007/978-3-030-82269-9_1


4 Z. Sultana et al.

1 Introduction

A most emergent vector-borne disease known as Chikungunya, caused from
chikungunya virus (CHIKV) [3], which is a mosquito-borne alphavirus a member
of ‘Togaviridae’ family. Chikungunya was first identified through an outbreak of
dengue-like disease between 1952 to 1953 in Tanzania [11]. This disease spreads
when the mosquito feeds upon a viremic person (infected person), the virus then
replicates in the mosquito before it can be transmitted. The infected mosquito
then disseminates the virus to the next person it feeds. CHIKV, a mosquito-
borne virus transmits to a new host faster in comparison to other virus-caused
diseases. The vectors involved in the transmission of chikungunya are Aedes
aegypti and Aedes albopictus. These vectors are also responsible for infecting
people with dengue and the zika virus. Fever, joint pain and other symptoms
such as heachache, muscle pain, joint swelling and rashes are characteristic man-
ifestation of chikunguniya disease. These signs and symptoms may last for a few
days, weeks, months, or even years, corresponding to chronic disease. Due to this
uncertainty of diagnosis, CHIKV remains unrecognized. Common symptoms of
Chikungunya are also found in dengue and zika illness, hence, it is often misdiag-
nosed. Moreover, no vaccine is available for immunization against Chikungunya.
So treatment solely depends on observation of signs and symptoms [15]. Since
signs and symptoms appear to be unreliable in the diagnosis of CHIKV, the
development of a system that will address this uncertainty is necessary. For this
purpose, an expert system capable of handling the uncertain nature of the signs
and symptoms occurring in patients with Chikungunya needs to be developed. In
addition, uncertain signs and symptoms arise as it is difficult to observe due to
various factors such as miscommunication between patient and doctor, incom-
petence of patient to express his or her current state of health or inadequate
probing by a physician, and so on resulting in uncertainty in diagnosis. Now
if this deduction is used to build a rule-based system it will correspond to an
ineffective and unreliable decision-making process. Hence, to address such uncer-
tainty in clinical data BRBES is proposed to carry out this research. Moreover,
BRBES is capable of dealing with any ‘what if’ scenarios, facilitating accurate
decision-making of CHIKV in infected people. This BRBES should be devel-
oped to attain an optimal learning model which would minimize the error lying
between the observed and expected level of Chikungunya.

The current section demonstrates the problem of this research. A compre-
hensive outline of other reviews is discussed in Sect. 2. Section 3 narrates the
methodology. The experimental outcome are evaluated in Sect. 4. Section 5 con-
cludes this research.

2 Literature Review

An expert system in [1] which is a knowledge base is developed for the diagnosis
of Chikungunya to analyze the symptoms reported in patients. This system uses
an input-output matrix generated from the questionnaire of patients. However,
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uncertainty factors were avoided as a result the output matrix corresponds to
an unreliable deduction.

In [16] a fuzzy-based expert system is proposed which constitutes five lay-
ers that depict knowledge with uncertainty. Nonetheless, fuzzy-based systems
depend on assumptions that are not often accepted in many cases.

A survey to evaluate different deep learning techniques on biological data
from different domains is carried out in [17]. The research is aimed at inspecting
the consequences of different deep learning architectures when applied to various
patterns of complex biological datan [23]. However, implementing such models
is tricky because of the troubleshooting errors which appear in the code. Also, it
is impossible to predict the consequence of a deep learning model on a dataset
prior to development. As data processing inside the model is neither transparent
nor explainable.

Another survey in [18] gauges the impact of Deep Learning (DL), Reinforce-
ment Learning (RL), and deep RL while mining features in different types of
biological datasets. It was discovered that DL and RL consume immense com-
puting power along with storage capacities. So these methods are not a good
choice to be applied in a dataset of moderate size. It was also noticed, DL is
not free from the problem of misclassification. Now when it comes to RL, it
requires a large dataset to produce ab accurate result. For deep RL the process
is complex and unstable, especially when working with nonlinear functions such
as a neural network to demonstrate a specific action value.

A mobile application is developed [14] to assist industries to identify proba-
ble COVID-19 infected suspects among their staff for providing early treatment.
Fuzzy Neural Network based on the industry employee database is embedded
in the application. The application utilizes Bluetooth sensors, K Nearest Neigh-
bor, and K-means modules to enable the application to tracks, trace, and noti-
fies Covid-19 infection risk when the user is in contact with other employees.
In addition, to evaluate the current health state of COVID-19 patient logistic
regression, the Bayesian Decision Tree model is used. Since the app is based
on industry health data, the credibility of such data cannot be guaranteed to
address all uncertainties. Moreover, the use of geo-location by the app raises
concerns about the privacy of individuals.

Here, air pollution is evaluated using a BRB-DL model in [13]. Two datasets
obtained from sensors are used to train the model. However, BRB-DL was not
trained against diverse datasets such as biological data which are complex and
uncertain.

Different types of optimization models, namely single and multiple-objective
non-linear problem-solving model is proposed in [27] for locally training the
BRB. To train the initial BRB systems, optimization models are developed where
attribute weight, rule weight, and belief degrees are utilized for learning param-
eters. This combination has been formulated using the nonlinear objective func-
tion to reduce the gap between the initial system and the BRB that has been
implemented. However, not much error gap was reduced because the method
used fewer learning parameters and did not perform any type of fine-tuning.
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Another research in [20] is carried out to investigate different deep learning
algorithms used in different domains to achieve success in accomplishing spe-
cific tasks. Deep Belief Networks (DBN) are also explored by pre-training them.
Here, a layer after layer approach for learning significant weights is undertaken,
with the top two hidden layers. Although DBN is able to gauge the difference
between erroneous and real data, the hidden layers correspond to implicit train-
ing parameters which are not explainable. Furthermore, apart from high com-
putational cost, the model resorts to ineffectiveness since the auto encoders are
present in the first layer. This means any error from uncertain data will affect
the rest of the layers. Thus, requiring reconstruction of the model [25].

Furthermore, BRBES [2,4–8,10,12,19,21–23] works efficiently in dealing with
uncertain clinical data. Thus, it is adhered as the main module to carry out the
detection of CHIKV in patients.

3 Methodology

This section demonstrates the methodology used in developing an expert system
which will enable the handling of uncertainty to assess Chikungunya. It provides
a description of various components and tools, deployed to build a expert sys-
tem. For the development of this BREBS based expert system [10], HTML,
JavaScript, and PHP have been used. The training module which forms a core
part of this system has been introduced and implemented in MATLAB. In order
to decrease the error between the experimental and estimated results, an optimal
learning model is built. Three distinctive combinations of training parameter sets
have been considered while developing this optimal learning model. To construct
the optimization model, an objective function is utilized to set the constraints
required for the training parameters. Three training parameters namely, rule
weights, belief degrees, and attribute weights are applied. This research work
presents the design, development, and application of a BRBES which may assist
the physicians to provide early treatment and accurately identify the CHIKV.

3.1 BRB Expert System Methodology

An inference mechanism is employed to construct a Belief Rule Base system.
There are several steps in inference procedures that are describing below:

3.1.1 Input Transformation
Input transformations administers input values on top of attributes of referential
values. For example, Chikungunya assessment belief rule Rk: IF Fever is Medium
AND Joint Pain is High AND Muscle Pain is High, AND Headache is Medium
AND Joint Swelling is Medium THEN Chikungunya (High, 0.8), (Medium, 0.2),
(Low, 0.0). Where “High” = 80%, “Medium” = 20%, “Low” = 0%. Since the
summation of the belief degree is (0.80 + 0.20 + 0.00) = 1.00, this demonstrates
the completion of Belief Rule.
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3.1.2 Activation Weights Calculated
The activation weight is calculated for individual rules in the BRB using the
following formula:

αki
=

Tk∏

i=1

(αi
k)δki

Where αk = joint matching degree, Tk = antecedent attributes of k-th rule [10].
Once the k-th rule becomes active, its weight of activation, is calculated by using
the formula below.

ωk =
θkαk∑L
j=1 θjαj

=
θk

∏Tk

i−1(α
k
i )δ′

ki

∑L
j=1 θj [

∏Tk

i−1(α
j
i )

δ′
ji ]

, δ′
ki =

δki

maxi=1,...,Tk
δki

3.1.3 Belief Degree Update
For the missing or ignored input data in antecedent, the belief degree related to
every rule base should be updated using the following formula

βik = β̄ik

∑Tk

t=1(τ(t, k)
∑J

j=1 tαtj
∑Tk

t=1 τ(t, k)

(t, k) = {1 if Pik is used in defining Rk(t = 1, ..., Tk) 0, otherwise}
Here, βik = updated belief degree, while β̄ik = initial belief degree. αtj = denotes
the degree where the value of input is a part of an attribute belief degree inclusive
of possible consequences in the activated rules, updated in the rule base.

3.1.4 Rule Aggregation
Here all rules are arrogated. Using the analytical ER [26] algorithm, the final
belief degree βj is calculated using the following expression.

βj =
μ[

∏L
k−1(ωkβjk + 1 − ωk

∑N
k−1) −

∏L
k=1(1 − ωk

∑N
j−1 βjk)

1 − μx[
∏L

k−1 1 − ωk]

μ = [
N∑

j−1

L∏

k−1

(ωkβjk + 1 − ωk

N∑

j−1

βjk) − (N − 1)
L∏

k−1

(1 − ωk

N∑

j−1

βjk]−1

βj is the belief degree, linked to one of the consequent values. These values are
calculated in an analytical format of the ER algorithm. ωk is the activation
weight.

3.1.5 Optimal Learning Model
To determine the optimal value of rule weights, attribute weights; and Conse-
quent belief degrees in a BRB system optimal learning module is introduced. To
minimize the error gap between the experiential and estimated these learning
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parameters can be learned from domain experts. These parameters may also be
produced randomly. But these may not be exact in 100%. To get the accuracy
we have to create trained BRB and for this here use historical data [9]. Figure 1
illustrates the optimization model framework.

Fig. 1. Optimization model

FMINCON function is used for optimization in Matlab to solve the single-
objective model. Construction of optimal learning model has the following steps:
1. Construction of an objective function namely “ObjBetaOneAll.m” 2. Con-
straints have to set for the training parameters. 3. For finding optimal parameter
set training module to have to be developed (Fig. 2).

Fig. 2. Flowchart of BRB learning module

3.1.6 BRBES Architecture
The organization of the system component can be defined as system architecture.
The system architecture consists of an input and a BRB module to develop
a BRBES, and a training module as shown in Fig. 3. Data is collected from
different sources based on signs and symptoms of Chikungunya to provide to
the input module and process in the BRB main module to predict the risk of
Chikungunya. The training module receives training data and initial values from
the input module. The trained learning parameters generated from the training
module are stored as data in the Knowledge Base. Afterwards, the learning
parameters are used to generate the rule base. Then the optimal value for the
training parameters is attained by setting parameters to resort to original value.
MATLAB is used for high performance to integrate calculation, conception and
programming.
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Fig. 3. BRBES architecture

4 Experimental Result

In order to perform validation on the result generated by the BRBES, the data is
collected from numerous hospitals of Dhaka and Chittagong in Bangladesh. 250
patients are interviewed, with questions regarding their signs and symptoms of
CHIKV. Then a databse is formed from the answers recorded of patients. Table 1
represents samples of the collected data, where in column 1, for the patient Rubi
Akter whose age is 35 years and occupation is a Housewife suffers from symptoms
like high fever, high joint pain, medium headache, medium muscle pain and high
joint swelling. On the basis of these symptoms, according to Table 1 the BRBES
system outputs a 75.443% chance of CHIKV which is seen to closely match to
the opinion of the Physician/Expert who states a risk of 75% of the patient.

Table 1. Collected data from patients

Patient Signs and Symptoms Result

ID Name Age Fever Joint pain Headache Muscle pain Joint swelling BRBES output Expert opinion

1 Ruby Akter 35 High High Medium Medium High 75.4430% 75%

2 Shamsul Islam 52 High High High High High 84.7135% 85%

3 FazlaAzim 68 Low Low Low Low Low 27.8756% 29%

4 Nilufar Begum 42 High High High High High 71.8900% 73%

5 .Zobaer Hasan 48 High High Medium High High 59.2996% 53%

Three distinct sets, namely R1, R2 and R3 of training parameters are devel-
oped to train the BRB module [24]. Where, R1 are trained with rule weights,
antecedent attribute weights, consequent belief degrees. R2 are trained alongside
rule weights and antecedent attribute weights. R3 are trained with antecedent
attributes weights and consequent belief degrees.

Optimal learning procedures are applied to obtain optimal values for the
three learning parameters in R1. So, for training procedures, data from 200
patients are taken into account. The aim here is to transform the initial BRB
into a trained BRB, so that the accuracy of the model is increased along with
the correctness in prediction of CHIKV infection in patients. For instance,



10 Z. Sultana et al.

when R1 set of training parameters are applied, the total number of learn-
ing parameters with their optimal learning procedure, appears to consist of
((243 + 243 + (243) * 3) = 1215 (Table 2).

Table 2. Training with rule weights, antecedent attribute weights and consequent
belief degrees

Sl. no Rule weight Attribute weight Belief degree High Medium Low

0 0.056 1 0.4667 1 0 0

1 0.3 1 0.0667 0.95 0.05 0

2 0.3443 1 0.7333 0.9 0.07 0.03

3 0.456 1 0.8667 0.85 0.15 0

4 0.0567 1 0 0.7 0.3 0

5 0.3967 1 0.3333 0.7 0.1 0.2

6 0.5 1 0 0.9 0.08 0.02

... ... ... ... ... ... ...

243 0.75 1 0.214 0.2 0.3 0.5

Table 3. Training with rule weights and antecedent attribute weights

Sl. no Rule weight Antecedent attribute weight High Medium Low

0 0.056 0.4667 1 0 0

1 0.3 0.0667 0.95 0.05 0

2 0.3443 0.7333 0.9 0.07 0.03

3 0.456 0.8667 0.85 0.15 0

4 0.0567 0 0.7 0.3 0

5 0.3967 0.3333 0.7 0.1 0.2

6 0.5 0 0.9 0.08 0.02

... ... ... ... ... ...

243 0.75 0.214 0.2 0.3 0.5

Similarly, the learning parameter sets of R2, which consists of rule weight and
antecedent attribute weight is optimized by applying optimal learning procedure.
The same number of training data found in R1 is used in R2. The optimal values
obtained from both rule weight and antecedent attribute weight for each of the
243 rules are illustrated in Table 3. The rule weight and antecedent attribute
weight of rule “1” which are 1 and 1 is converted to 0.056 and 0.4667 after
training. So that the total number of learning parameters in R2, consists of
243 + 243 = 486. Likewise, the training parameter sets of R3 comprising of rule
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weight and belief degrees. Table 4 illustrates the optimal values for the learning
parameters of R3. In Table 4 the value of antecedent attribute weight and belief
degree of rule 1 are changed to 0.578 and 0.466 respectively. The total number of
learning parameters considered in case of R3 consist of (243 + (243 * 3)) = 972.

Table 4. Training with antecedent attribute weights and consequent belief degrees

Sl. no Antecedent
attribute
weight

Consequent
belief degree

High Medium Low

0 1 0.4667 1 0 0

1 1 0.0667 0.95 0.05 0

2 1 0.7333 0.9 0.07 0.03

3 1 0.8667 0.85 0.15 0

4 1 0 0.7 0.3 0

5 1 0.3333 0.7 0.1 0.2

6 1 0 0.9 0.08 0.02

... ... ... ... ... ...

243 1 0.214 0.2 0.3 0.5

Fig. 4. Reliability comparison among R1, R2 and R3

4.1 Reliability of Trained BRBES

The ROC curves for each of the training parameters (R1, R2, and R3) are
developed from the data of 100 patients (Fig. 4) as well considering initial BRB
and Trained BRBES as illustrated in Table 5. The Area under the curve (AUC)
against R1, R2, R3 training parameter sets as well as BRBES which uses initial
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BRB is also demonstrated in Table 5. It is observed in the table that the value of
AUC (0.837) for R1 training parameter sets is 1275, as it uses more number of
learning parameter sets. The AUC value for R3 training parameter is the second
largest (0.808) because it uses less number of umber learning parameters (972).
In addition, the AUC for the R2 parameter sets (0.785) uses the least number of
learning parameters. Thus, it can be deduced that number of learning parameters
increases the accuracy. Moreover, the BRBES which uses initial BRB obtained
less AUC value than trained BRBES. This is because the initial BRBES based
on the survey is not much reliable. Thus the BRBES should persist to learn and
train in order to generate more accurate prediction.

Table 5. Parameters R1, R2 and R3 for trained BRB

R. no (1) (2) (3) (4) (5) (6) Training
parameter R1
result (%) (7)

Training
parameter R2
result (%) (8)

Training
parameter R3
result (%) (9)

Benchmark
(10)

1 97 96 93 80 92 78.98 92.27 80.57 1

2 90 25 36 55 97 90.27 48.35 88.75 1

3 55 86 65 75 95.5 67.57 84.63 69.64 1

4 49 68 83 76 95 72.34 49.05 62.79 1

5 18 60 87 12 69 40.87 36.28 21.4 0

4.2 ROC for Trained BRB

The data of 250 patients have been obtained from various hospitals located in
Dhaka and Chittagong. In the beginning, an interview was carried out where the
patients questioned about their signs and symptoms of Chikungunya (Table 6).

Table 6. Reliability comparison among R1, R2 and R3

Test result Area Asymptotic 95% confidence interval

Lower bound Upper bound

R1 0.837 0.760 0.914

R2 0.808 0.724 0.893

R3 0.785 0.694 0.875

4.3 Comparison of Accuracy of Trained and Non-trained BRBES
Using Test Data

250 data is divided into a split ratio of 8:2 for training and testing, so that 200
and 50 data are allocated for training and testing the method. Data for testing
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is applied to the initial BRBES as well as trained BERES, in order to enable
comparison of accuracy. Figure 5 compares the original obsered output with that
of the obtained from the initial BRBES, where it is noticed that the original data
is significantly greater than that of the output of the initial BRBES. Figure 6
illustrates the real output data with the output obtained for trained BRBES,
where the original output data is seen to lie closer to the output data of BRBES.
Thus, from the two figures, it is deduced that the accuracy of trained BRBES
is greater than that of the non-trained BRBES. For instance, the real output
data of a patient can be deduced from the trained BRBES, to be under a 95%
risk of Chikungunya. In contrast, from the initial BRBES for the same patient,
is shown to have 90% chance of Chikungunya. Therefore, it can argued that
better results are obtained from the trained BRBES compared to that of the
non-trained BRBES.

Fig. 5. Comparison among real sys-
tem observed output and BRB (Before
training)

Fig. 6. Comparison among real system
observed output of the and BRB (After
training)

4.4 Comparison among Deep learning and other Machine Learning
Algorithm with BRBES

CNN, SVM, and RF are applied to compare the performance of BRBES. Each
layer of CNN has two parameters, weights, and biases but BRBES uses three
learning parameters namely, belief degree update, attribute weight and rule
weight. BRBES produces better results than that seen in CNN. SVM is used
to find optimal separating hyperplane that outputs the highest value for the
training data. Without distributing input data this algorithm uses input data
directly for prediction. As a result, SVM is unable to handle any kind of uncer-
tainty. On the other hand, the use of RF resulted in an overfit model. This is
because a large number of trees from the aftermath of uncertain data hindered
the performance of RF.

Table 7 demonstrates the AUC’s of Trained BRBES is 0.891, Non-trained
BRBES is 0.878, CNN is 0.820, SVM is 0.810, and Random Forest is 0.744.
By considering 95% CI, The lower limits and upper limits of AUC, where the
CI occurs to be 95% for Trained and Non-Trained BRBES are 0.825-0.950 and
0.770-0.921 where CNN is 0.728-0.887, SVM is 0.716-0.878 and for Random
Forest the value is 0.630-0.758.
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Table 7. Comparison of AUC of distinctive learning techniques

Results Trained Non-trained CNN SVM Random Forest

AUC 0.891 0.878 0.820 0.810 0.744

CI 0.825–0.950 0.770–0.921 0.728–0.887 0.716–0.878 0.630–0.758

4.5 ROC for Trained BRB

Figure 7 represents the ROC curves for Non-Trained BRBES, Trained BRBES,
ANN, SVM, and Random Forest. Hence, from ROC it is observed that Trained
BRBES gives more accurate output than ANN, SVM, and Random Forest. Not
only that, but it also performs better than Non-trained BRBES.

Fig. 7. Reliability comparison among BRBES, and other ML algorithms

5 Conclusion and Future Work

Chikungunya is still a concern worldwide, because of no vaccine. It is often
misclassified as the signs and symptoms of Chikungunya are similar to other
mosquito-borne diseases. The BRBES system proposed in this research will assist
countries like Bangladesh where doctor to patient ratio is abysmally low. The
goal of this particular research was to deduce a reliable system to accurately
diagnose Chikungunya disease from uncertain clinical data in order to provide
early treatment. This research work demonstrates the design, development, and
application of a BRBES to assist patients alongside physicians to early detect
CHIKV so that patients can attain accurate treatment. Moreover, the research
outputs a trained BRBES which is able to handle various uncertainties associ-
ated with this disease. Also, it was observed that the optimal learning model
minimizes the error between the observed and expected level of Chikungunya.
The trained BRBES was also compared with initial BRBES and other deep
learning and machine learning algorithms. Where the trained BRBES provided
more accurate results compared to other methods.
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In the future, this research aims to build larger real-time data gathered from
wider geographical zones as well as increased referential value. An increased ref-
erential value will also ensure greater system validation and better performance
of the system. Furthermore, to add a new dimension, other methods such as
Transfer Learning will be introduced.
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