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Abstract Tryptophan catabolism by indoleamine 2,3-dioxygenase (IDO) con-
tributes to immune tolerance and inflammatory programming in a variety of tissue
microenvironments. In cancer, IDO is overexpressed in both tumor cells and stromal
cells where it promotes malignant development and progression by sustaining sup-
portive inflammatory processes and engendering tolerance to tumor antigens. Genetic
and pharmacological studies in mice indicate that IDO activity is crucial for cancer
development and progression, particularly in settings where inflammatory drivers are
essential. IDO is critical for myeloid suppressor functions that contribute to angio-
genesis and metastasis. Mechanistic investigations have defined the aryl hydrocarbon
receptor (AhR), the master metabolic regulator mammalian target of rapamycin com-
plex 1 (mTORC1), and the stress kinase general control non-repressed 2 (GCN2) as
key effector signaling targets of IDO, which also displays a non-catalytic function
in transforming growth factor beta (TGF-β) signaling. Small-molecule inhibitors of
IDO exhibit anticancer activity and cooperate with radiotherapy, immunotherapy,
or chemotherapy to trigger regression of aggressive tumors otherwise largely resis-
tant to treatment. IDO inhibitors that block catalytic activity or selectively reverse
IDO-mediated suppression of mTORC1 are being evaluated now in clinical trials.
Interestingly, the dramatic antitumor activity of certain targeted therapeutics such as
imatinib can be traced, in part, to IDO downregulation. After presenting a historical
background on its discovery and early study, this chapter focuses on work that defines
IDO as an important mediator of pathogenic inflammation in cancer and summarizes
the development of IDO inhibitors as potential anticancer modalities.
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1 Introduction

Advanced metastatic cancer remains a challenge to chemotherapy and other systemic
modalities, which provide only limited benefit to ∼ 50 % of cancer patients who
present with advanced disease at diagnosis in developed countries. Similarly, current
regimens ultimately fail patients that relapse with disseminated disease following
the initial treatment of primary tumors. Tumors display immunogenic antigens but
escape immune rejection, somehow evading, subverting, or perhaps reprogramming
the immune system for their own benefit. While it has become clear that immune
escape is central to the development of a clinically relevant cancer, the basis of
this phenomenon remains relatively poorly understood, in part because its role as a
critical trait of cancer was not fully appreciated by cancer geneticists until recently
[1]–[3].

While an appropriately activated immune system can eradicate cancer, even when
it is aggressive and disseminated, spontaneous occurrences of such events in humans
are rare. Cancer immunology is one of the oldest parts of the field of cancer re-
search, and during the past century numerous kinds of molecule and cell-based
immunotherapy strategies aimed at stimulating an antitumor immune response have
been explored. In recent decades, investigators focused on active immune thera-
pies tested many cytokines, tumor-associated antigen peptide vaccines, dendritic
cell (DC) vaccines, or adoptive transfers of tumor antigen-specific effector T cells
expanded ex vivo from cancer patients [4]–[10]. In contrast to passive immunother-
apies, which mainly involve the administration of targeted antibodies, these active
immunotherapies are based conceptually on stimulating components of host im-
munity to elicit an effective response against cancer cells. Having mainly failed
historically to generate broadly effective responses, it has become clear that this type
of approach is insufficient to overcome tumoral immune suppression and escape
mechanisms, which are based upon the dominance of pathological immune toler-
ance in cancer patients as proposed [12]. While not all escape mechanisms involve
an active principle of immune tolerance, as such mechanisms have been defined, it
has become increasingly clear that their disruption is important to license the efficacy
of active immunotherapies which have failed over the years. In short, to “get on the
gas” of immune activation against tumors, it is clear that it is necessary to “get off
the brakes” of tumor-associated immune suppression.

Since 2000, there have been rapid advances in understanding how tumors escape
the immune system [11], [13]. Intriguingly, it appears that many immune escape
mechanisms are configured as active immune suppression by the tumor or stromal
cells under the influence of the tumor, implying that continuous activity from the
escape mechanism is required. Further, it has been clear that disrupting these active
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mechanisms of immune suppression can de-repress (activate) the immune system,
enabling it to attack the tumor. Such mechanisms may offer particularly attractive tar-
gets for therapeutic intervention with small-molecule drugs [14], which have distinct
advantages over biological agents that are currently the norm for immunotherapeutic
strategies. Of the mechanisms which have been described to date, one with consid-
erable practical appeal involves the tryptophan-catabolizing enzyme, indoleamine
2,3-dioxygenase (IDO) [15].

2 Background on IDO and Its Recently Discovered Relative
IDO2

2.1 Historical Perspective

While most early studies of IDO did not relate to cancer, the discovery of this enzyme
was rooted in initial observations made in the 1950s in cancer patients where trypto-
phan catabolism was found to be elevated [16]. Later studies extended these findings
with observations that tryptophan catabolites are elevated in the urine of patients with
a variety of malignancies including leukemia, Hodgkin’s disease, prostate cancer,
and breast cancer [17]–[22]. The hepatic enzyme tryptophan dioxygenase (TDO2),
which was the first inducible mammalian enzyme ever to be isolated, had been known
since the 1930s to initiate the metabolism of dietary tryptophan [23], [24]. However,
no increase in TDO2 activity was detected in cancer patients who presented with
elevated tryptophan catabolites [25], implying the existence of a second enzyme.

The extrahepatic tryptophan-catabolizing enzyme termed IDO (aka IDO1; orig-
inally D-tryptophan pyrrolase) was first isolated in 1963 [26], [27]. Notably, while
IDO catalyzes the same reaction as its hepatic relative TDO2—the conversion of
tryptophan to N-formyl-kynurenine—these two enzymes are otherwise remarkably
dissimilar [28]. Whereas active TDO2 is a homotetramer of 320 kD, IDO is a
monomeric enzyme of 41 kD that is antigenically distinct from TDO2 [29] and
lacking in amino acid sequence similarity. Additionally, IDO has less stringent sub-
strate specificity, cleaving a number of indole-containing compounds not recognized
by the hepatic enzyme. Lastly, while both enzymes contain heme, IDO utilizes su-
peroxide anion for activity whereas TDO2 does not use superoxide to donate oxygen
in the tryptophan catabolic reaction.

Structural and enzymological studies have revealed several interesting features
about IDO. Enzymological studies indicate that an electron donor such as methy-
lene blue is critical to achieve full activity in vitro, a role that in vivo is thought
to be assumed by tetrahydrobiopterin or flavin cofactors. The binding site on the
enzyme for the putative cofactor is distinct from the substrate-binding site [30],
implying the potential for allosteric regulation and possibly opportunities for de-
veloping non-competitive enzymatic inhibitors (in addition to the more classical
substrate-competitive inhibitors). Crystallographic studies of human IDO reveal
a two-domain structure of alpha-helical domains with the heme group located in
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between [31]. Notably, these findings suggest that strict shape requirements in the
catalytic site are required, not for substrate binding but instead for abstraction of a
proton from the substrate by iron-bound dioxygen in the first step of the reaction [31].
This detail of the reaction mechanism is important because it is distinct from that used
by other monooxygenases (e.g., cytochrome P450), filling a gap in understanding of
heme chemistry. In terms of small-molecule inhibitor development, the biochemical
differences that distinguish IDO from TDO2 and other monooxygenases are useful
because they increase the likelihood of identifying IDO-specific inhibitors.

2.2 IDO: Function in Immune Modulation

In contrast to the biochemical and genetic knowledge about IDO that accumulated
relatively quickly in the years since its discovery, a precise understanding of its
physiological function remained obscure due to the fact that mammals mostly sal-
vage rather than synthesize nicotinamide adenine dinucleotide (NAD) to meet their
metabolic needs. Why then was IDO evolutionarily conserved in mammals? Initial
clues as to its function were suggested in the late 1970s by findings from Hayaishi
and his colleagues that IDO expression was strongly stimulated in the lungs of mice
by viral infection, or exposure to bacterial lipopolysaccharide (LPS) or interferon-γ
(IFN-γ) [32]. These findings prompted the interpretation that elevated tryptophan
catabolism by IDO at sites of inflammation might provide an antimicrobial benefit.
Given the antitumor properties of IFN-γ, this concept was extended to encompass
the notion that IDO acted functionally in the manner of a tumor suppressor, con-
tributing to the antitumor effects of IFN-γ activity by starving growing tumor cells
of tryptophan [33].

It was not until the late 1990s that a conceptual breakthrough emerged from
work by Munn, Mellor, and their colleagues, establishing the possibility that IDO
might mediate an immunosuppressive function based on the preferential sensitiv-
ity of T cells to tryptophan deprivation. In this radical reconceptualization of the
biological role of IDO-based metabolic activity, impaired antigen-dependent T-cell
activation occurs in microenvironments where IDO activation results in reduced
tryptophan levels [34], [35]. The ability of IDO to promote immune tolerance to
“foreign” antigens was supported by the evidence that the specific bioactive IDO
inhibitor 1-methyl-tryptophan (1MT) [36] could elicit major histocompatibility com-
plex (MHC)-restricted T-cell-mediated rejection of allogeneic mouse concepti [37],
[38]. In cancer, these findings implied that IDO could be prooncogenic by limit-
ing the eradication of tumor cells that occurs through immune-based recognition of
“foreign” tumor antigens.

In the past few years, the concept that tryptophan catabolism regulates T-cell im-
munity has now been corroborated in many laboratories, with regulatory functions
identified for both tryptophan depletion and the production of downstream catabo-
lites. In particular, there has been a keen focus on the immune regulatory role of
IDO expressed in DCs, an important class of “professional” antigen-presenting cells
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(APCs). IDO expression in a small minority population of DCs enables them to
dominantly suppress the activation of T cells that occurs through antigen presenta-
tion [39], [40]. Tryptophan depletion has been shown to promote T-cell anergy by
signaling through the integrated stress-response kinase general control non-repressed
2 (GCN2), which is also required for IDO-induced differentiation of CD4+ T cells
into T regulatory (Treg) cells [41]. Likewise, tryptophan catabolites can block T-cell
activation and trigger T-cell apoptosis while also promoting the emergence of Treg
cells through a transforming growth factor beta (TGF-β)-dependent mechanism, and
evidence of synergistic consequences of both depleting tryptophan and elevating
tryptophan catabolites have been described [42]. IDO has been implicated widely in
cancer, chronic viral infections, allergies, and various autoimmune and inflammatory
disorders where immune control is disordered [43].

2.3 IDO2: Discovery and Distinctions from IDO

Mammalian genomes include not only the IDO-encoding gene IDO1 but also a
more recently identified relative termed IDO2 [44], [45]. Human IDO1, located
at 8p12–11, comprises 10 exons spanning ∼ 15 kb that encode a 403-amino-acid
polypeptide of ∼ 41 kD [46], [47]. Mouse Ido1 is syntenic and similar in its genomic
organization; however, the gene diverges somewhat at the primary sequence level
from human IDO1, sharing only 63 % identity. The likely existence of a related IDO2
gene became apparent to us while inspecting sequences immediately downstream of
IDO1 in the human genome [45]. At the time, the genome database in that region
was erroneously annotated, referring to a set of partial IDO1-related sequences by
the anonymous nomenclature LOC169355. Correction of the erroneous annotation
by trial-and-error exon searches revealed the presence of a 420-amino-acid open-
reading frame (ORF) that is 44 % identical to IDO at the primary sequence level. The
protein encoded by the IDO2 ORF conserves all the residues in IDO that have been
defined as critical for tryptophan binding and catabolism [31]. The IDO2 proteins
in mouse and human are more closely conserved than the mouse and human IDO
proteins, displaying 73 % identity at the primary sequence level. The presence of
the two IDO-related proteins in such close proximity is likely the result of a gene
duplication event, and phylogenetic analysis has been interpreted to indicate that
IDO2 may actually be the ancestral gene [48]. As in the human genome, the mouse
Ido2 gene is located immediately downstream of Ido1. Expression of IDO2 message
was detected in a more limited range of tissues than IDO1 [45]. At the cellular level,
evaluation of the National Center for Biotechnology Information (NCBI) SAGEmap
database identified the top hits for IDO2 expression to be bone marrow-derived
DCs [45], which is intriguing given the evidence that IDO-based activity profoundly
influences the immunogenic nature of DCs.

Most of the signaling and mechanistic data surrounding the IDO proteins have
come from studies of IDO and not the more recently identified IDO2. Due to the
more restricted localization of IDO2 compared to IDO, it is conjectured that these two
molecules do not serve a redundant function. This view is supported by a divergence
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in signaling between these two molecules through the integrated stress-response
pathway. Local tryptophan depletion due to IDO activity engages this pathway re-
sulting in the elevated expression of liver inhibitory protein (LIP) [45], a truncated
isoform of the transcription factor nuclear factor interleukin 6/CCAAT-enhancer-
binding protein β (NF-IL6/CEBPβ), which alters the expression of key immune
modulatory factors including IL-6, TGF-β, and IL-10. Supplementing with addi-
tional tryptophan after depletion quickly abolished the LIP response induced by IDO
but not by IDO2 [45]. Thus, after IDO2 induction, LIP expression is maintained in
a tryptophan-independent manner, indicating a stable effect of tryptophan catabolic
signaling unique to IDO2. While the significance of this distinction has yet to be
evaluated in vivo, one implication is that IDO2 might differ from IDO in its ability
to transmit a stable immune regulatory signal. LIP-mediated signaling initiated by
IDO2 could alter distal immunity, since the signal could persist in microenviron-
ments where tryptophan levels are normal. Alternately, IDO2 might produce a stable
differentiation signal. Intriguingly, the IDO2 gene is regulated in DCs by activation
of the aryl hydrocarbon receptor (AhR) [49], which as discussed further below has
been identified recently as a receptor for kynurenine [50], the product of tryptophan
catabolism by IDO or IDO2. Along with other evidence linking AhR and kynurenine
in immune control [51], these connections hint at a dynamic signaling node that may
act to modulate inflammation as well as adaptive immunity.

Another unique aspect of IDO2 is the considerable genetic variability that ex-
ists among different individuals for expressing the active enzyme. This variability is
due to the presence of two commonly occurring, non-synonymous single-nucleotide
polymorphisms in the IDO2 gene that ablate its enzymatic activity [45]. Indeed, as
many as 50 % of individuals of European or Asian descent and 25 % of individuals
of African descent appear to lack functional IDO2 alleles [45]. The frequent occur-
rence of inactive genetic variants in human populations suggests that there may be
some evolutionary benefit to attenuating IDO2 activity, perhaps reflecting competing
selective pressures to establish an optimal degree of immunological responsiveness
under differing conditions of infection, autoimmunity, and malignancy. In this vein,
one clinical study suggests that active IDO2 alleles may be disproportionally rep-
resented among younger individuals with aggressive pancreatic cancer [52]. While
the relevance of IDO2 function to immune regulation has yet to be directly corrob-
orated, one recent study offers some support for this expectation based on evidence
that IDO2 activity can inhibit the proliferation of human CD4+ and CD8+ T cells in
vitro, albeit in a manner insensitive to 1MT treatment [53].

2.4 Immune Suppression by Other Tryptophan Catabolic
Enzymes TDO2 and TPH

The fundamental role of IDO in immune tolerance was recognized several years
before its connections to cancer were discovered, and it is by far the most broadly
expressed and studied of the tryptophan-metabolizing enzymes. IDO action leads to
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both tryptophan deprivation and Kyn generation, both of which cooperate to inhibit
the activation of immune cells known as T cells, through various mechanisms that
also affect the activities of other classes of immune cells. In mammals, there are
two other enzymes that catabolize tryptophan, but only one of which also generates
kynurenine.

TDO2 is a multimeric enzyme that is structurally distinct from IDO and IDO2,
probably an example of convergent evolution. Until recently, TDO2 was widely
considered to serve in degrading excess tryptophan in the liver, where it is mainly
normally expressed, but it has also been implicated now in cancer and immune mod-
ulation. In particular, TDO2 is frequently activated in brain cancers and other cancers
where IDO is not activated [54]. In initial studies, one unique aspect of TDO2 in
cancer appears to be that its activation promotes cancer cell migration, which has not
been reported for IDO, suggesting some divergence in function despite the enzymes’
shared ability to generate kynurenine. One possibility is that the preference of TDO2
for substrates may differ, perhaps varying the biological functions of TDO2 from
IDO or IDO2 to some extent. Whatever the case, TDO2 appears to be upregulated
in a variety of cancers [54], [55], and small-molecule inhibitors of TDO2 may be
useful to treat these IDO-independent cancers or cancers that might become resis-
tant to IDO inhibitors through TDO2 activation. In support of this likelihood, in a
preclinical model TDO2 expression by tumors was found to prevent their rejection
by immunized mice, and systemic treatment with a novel TDO2 inhibitor restored
the ability of mice to reject TDO2-expressing tumors [55].

Tryptophan hydroxylase 1 (TPH1), the enzyme responsible for seratonin produc-
tion from tryptophan, also has been implicated recently in immune control, including
in cancer [56]. TPH1 does not generate kynurenine, so it is clear that its immunoregu-
latory role relates solely to tryptophan deprivation. Studies in mice that are genetically
deficient in TPH1 have illustrated its role in skin allograft tolerance, tumor growth,
and experimental autoimmune encephalomyelitis, where loss of enzymatic activity
can mediate allograft tolerance, induce tumor remission, and intensify neuroinflam-
mation, respectively [56]. These effects were all found to be independent of serotonin.
Mast cells are a major source of TPH1 expression, and restoring TPH1 in these cells
in vivo was sufficient to correct defects in the genetically deficient mice [56]. Thus,
these findings introduced an important and previously unappreciated new role for
mast cells in inflammatory programming and immune regulation, through their ability
to modulate tryptophan degradation.

3 Complex Control of IDO by Immune Regulatory Factors

3.1 Transcriptional Control

Initial clues regarding the involvement of IDO in inflammation originated with the
finding that its expression and activity in many cell types is stimulated strongly by the
cytokine IFN-γ [57]. IFN-γ is now recognized as a major inducer of IDO, especially
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in APCs including macrophages and DCs [58]–[61]. Transcriptional induction of the
IDO1 gene through IFN-γ is mediated through the Janus kinase/signal transducer
and activator of transcription (JAK/STAT) pathway, in particular JAK1 and STAT1α

[62]. STAT1α appears to act to induce IDO1 gene expression both directly through
binding of gamma-activated sequence (GAS) sites within the IDO1 promoter as
well as indirectly through induction of interferon regulatory factor 1 (IRF-1) which
binds the IDO1 promoter at two interferon-stimulated response element (ISRE) sites
[63]–[65], [62], [66]. The upregulation of IDO in APCs that occurs in response to
IFN-γ, which is produced by activated T cells, suggests that IDO participates in a
negative feedback loop that regulates T-cell activation.

The transcription factor NF-κB, which has a central role in directing inflammatory
processes, has also been identified as a key factor controlling the induction of IDO.
The precise mechanisms for NF-κB-mediated control of IDO1 expression are not
fully elucidated and may be contextually based in various cells, given that both the
canonical and non-canonical pathways have been found to be important under dif-
ferent experimental conditions [67]–[69]. IRF-1 may be a common element through
which both STAT1α and NF-κB contribute to the induction of IDO1, as both IFN-γ
and tumor necrosis factor alpha (TNF-α) (which signals through NF-κB) can syn-
ergistically induce expression of IRF-1 through a novel composite binding element
for both STAT1α and NF-κB in the IRF-1 promoter (termed a GAS/κB element) that
combines a GAS element overlapped by a non-consensus site for NF-κB [70].

A recent analysis of functional polymorphisms in the IDO1 gene promoter was
conducted which may explain some interindividual variability in IDO expression
that has been documented [71]. This study identified a variable nucleotide repeat
(VNTR) polymorphism, the presence of which correlated with serum tryptophan
concentration in female but not male subjects. Interestingly, this VNTR did not affect
basal or cytokine-induced activity of the IDO1 promoter, but it harbored functional
binding sites for the transcription factor lymphoid enhancer-binding factor 1 (LEF-1)
which is responsible for changes in gene expression mediated by WNT signaling,
which is activated in many epithelial cancers, most notably colon cancers. However,
the pathogenic role of this polymorphism in promoting cancer progression, if any,
will require further analysis.

3.2 IDO Control in Dendritic Cells

In DCs, interferons (both type 1 and type 2) have been found to act at a central inter-
face between IDO and other components of inflammation and immunity. Toll-like
receptor 9 (TLR9) ligands such as CpG were found to induce IDO expression in a sub-
set of DCs through a type 1 interferon-dependent signaling pathway [72]. Interactions
with immune cells are also implicated in IDO regulation. The first of these interac-
tions to be characterized was an intriguing reverse-signaling mechanism described
for the inhibitory T-cell co-receptor cytotoxic T-lymphocyte antigen 4 (CTLA-4),
which is constitutively expressed on Treg cells. By binding to B7 ligands (CD80 and
CD86) on DCs, CTLA-4 was shown to elicit the IFN-γ-dependent induction of IDO
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[73]. The stimulatory T-cell co-receptor CD28 also binds the same B7 ligands but
fails to similarly induce IDO because of the concomitant induction of IL-6 which
interferes with IFN-γ elicited STAT signaling through upregulation of suppressor
of cytokine signaling 3 (SOCS3) [74]. Other cell surface proteins including CD40,
CD200 and glucocorticoid-induced TNF receptor family-related gene (GITR) have
since been shown to induce IDO through similar reverse-signaling mechanisms all
of which appear to share the non-canonical NF-κB pathway as a common point of
convergence [75].

TGF-β was initially reported to antagonize IFN-γ-mediated induction of IDO ex-
pression [76]. These experiments, carried out in fibroblasts, appear to run counter
to immunosuppressive activity ascribed to TGF-β but are consistent with its ability
to antagonize positively regulated targets of IFN-γ. More recently, the opposite re-
lationship between IDO and TGF-β has been reported in experiments carried out in
DCs suggesting that the regulatory impact of TGF-β on IDO expression may be com-
plex and contextual. In these experiments, autocrine TGF-β sustained the activation
of IDO in a tolerogenic subpopulation of CD8+ DCs while exogenous TGF-β could
convert immunogenic CD8− DCs into tolerogenic cells in conjunction with induc-
tion of IDO [77]. In this milieu, it was found that even DCs that lack expression of
IDO could be rendered tolerogenic by exposure to tryptophan catabolites produced
by IDO-expressing cells [78] as part of a feedforward expansion of IDO-elicited
immune suppression described as “infectious tolerance” [79].

3.3 COX2 and Prostaglandins in IDO Control

The proinflammatory prostaglandin E-2 (PGE-2), which is frequently elevated dur-
ing cancer progression as a result of activation of cyclooxygenase-2 (COX-2), has
also been implicated as an important inducer of IDO activity. In support of the con-
cept that IDO acts downstream of COX-2, induction of IDO activity can be blocked
in vitro by COX-2 inhibitors such as aspirin, indomethacin, and phenylbutazone but
not by anti-inflammatory agents that do not affect prostaglandin production [80].
This signaling mechanism may be relevant to the biological activity of upstream reg-
ulators of COX2 expression as well. For instance, hepatocyte growth factor (HGF),
which is known to be able to elevate COX2 activity, has been found to also elevate
IDO in monocyte-derived DCs [81]. The relationship between PGE-2 and IDO is
complicated insofar as IDO activity can affect the ratio of prostaglandin synthesis
[82]. The complex interplay between IDO and COX2 in inflammatory processes in
cancer and autoimmune and chronic inflammatory diseases has been reviewed in
detail elsewhere recently [83]. Interestingly, while PGE-2 is employed widely as an
in vitro maturation factor for DCs, treatment of these cells with PGE-2 has been
reported to elevate IDO expression ∼ 100-fold [84]. Although the induction of IDO
enzymatic activity does appear to require an additional signal(s) (i.e., exposure to
TNF or agonists of TLRs), these findings raise the concern that such preparations
may inadvertently compromise the desired immune stimulatory activity of the DCs
used in the setting of cancer vaccines.
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3.4 IDO Control by Aryl Hydrocarbon Receptor Signaling

More recently, interconnections identified between IDO and the xenobiotic AhR
have been generating particular interest due to a developing appreciation for the
importance of AhR in modulating immune function especially at the level of mu-
cosal immunity [85] where IDO may also be particularly relevant. AhR activation by
2,3,7,8-tetrachlorodibenzo-p-dioxin (TCCD) resulted in the induction of both IDO1
and IDO2 in vitro [86]. Furthermore, it was shown that TCDD treatment of mouse
splenic T cells resulted in increased levels of FoxP3—an effect that was abrogated
in AhR-null mice, suggesting that AhR is important for the development of Treg
cells possibly through the induction of IDO [86]. Conversely, several tryptophan
catabolites have been implicated as physiological ligands for AhR including kynure-
nine [54], [87], produced by the ubiquitous arylformamidase enzyme following the
IDO- or TDO2-initiated catabolism of tryptophan. Further biological ramifications
can be inferred from studies by DiNatale et al. [88] showing that kynurenic acid, an-
other downstream tryptophan catabolite, induces AhR-mediated induction of IL-6,
an important inflammatory cytokine for promoting tumor progression. Interestingly,
Ido1-nullizygous mice exhibited a marked reduction in IL-6 levels in primary lung
tumors and pulmonary metastases which was functionally linked to increased tu-
mor resistance [89]. As noted earlier in this section, IL-6 has been demonstrated
to antagonize IDO expression, suggesting its involvement in an important negative
regulatory feedback loop that may go awry during the development of cancer.

3.5 Negative Control of IDO by Nitric Oxide

In addition to IL-6, other important negative regulators of IDO have been identified.
Inducible nitric oxide synthase (iNOS) and IDO appear to be mutually antagonistic
in DC-based studies [90]–[92]. The production of NO by iNOS prevents the IFN-
γ-induced expression of IDO [93], interferes directly with its enzymatic activity
[93]–[95], and promotes its proteolytic degradation [96]. NO can directly inactivate
IDO by binding to the heme iron, which under lowered pH conditions induces iron–
His bond rupture and the formation of a 5C NO-bound derivative that is associated
with protein conformational changes that may be sufficient to target the protein for
ubiquitination and proteosomal degradation [97]. In the non-obese diabetic (NOD)
mouse model of diabetes, in vivo evidence suggests that IFN-γ signaling is impaired
as the result of nitration of the downstream STAT1 transcription factor by peroxyni-
trate, which is derived from NO and superoxide. This impairment can be overcome
by CTLA-4-Ig treatment, which, by promoting phosphatase and tensin homolog
(PTEN) activity, relieves the negative regulation that phosphorylated Akt imposes
on FOXO3a-mediated transcription of superoxide dismutase (SOD2) which degrades
peroxynitrate [98]. Through this complex route, the blockade to activation of IDO
gene expression, to which iNOS contributes through peroxynitrate-mediated nitra-
tion of STAT1, is relieved. Two implications of the configuration of this mechanism
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are the following. First, NO agonists will tend to reverse immunosuppression at
the level of DCs in cancer, which should benefit treatment. Second, small-molecule
inhibitors of Akt that are being developed as anticancer therapeutics will tend to
heighten immunosuppression by phenocopying this effect of CTLA-4-Ig on IDO
expression. Other findings suggest that Akt inhibition may also heighten the invasive
capability of cancer cells [99]. Thus, for cancer treatment, the desirable proapop-
totic quality of Akt inhibitors may be balanced by their undesirable proinvasive and
immunosuppressive properties.

4 IDO Dysregulation in Cancer Pathogenesis

4.1 IDO Upregulation in Cancer Cells Through Attenuation
of Tumor Suppressor Gene Bin1

IDO overexpression is associated with poor prognosis in many different cancers
[100]. Tumor transplant studies in mice have likewise linked IDO expression with
enhanced tumor outgrowth in the context of an active immune system [68], [101],
[102]. Upregulated IDO expression occurs commonly in human cancer cells [102].
While the basis for this upregulated expression is not fully understood, studies of
the tumor suppressor gene Bin1 have identified it as a central regulatory event in this
process. Bin1 is among the most frequently attenuated genes in human cancer, due to
aberrant RNA splicing patterns that eliminate tumor suppressor function [103]–[107],
or due to altered gene methylation patterns that extinguish expression [108]–[112].
Loss of Bin1 function affects cancer cell proliferation, motility, survival, and immune
escape [113]. However, in vivo studies clearly suggest that the most pathogenically
significant effect of Bin1 loss in promoting cancer is through IDO activation and
IDO and IDO-mediated immune suppression [113], [114].

Genetic studies in the mouse have established an antagonistic relationship be-
tween Bin1 and Ido1, such that functional ablation of Bin1 causes transcriptional
upregulation of Ido1 with increased responsiveness to IFN-γ [68]. Oncogenic trans-
formation of murine embryo fibroblasts or skin keratinocytes with c-Myc + Ras
indicated that while Bin1 loss affected cell growth, invasion, and survival [115],
more dramatic differences were revealed in the growth of tumors in immunocompe-
tent hosts, where Bin1-null cells formed large tumors in contrast to Bin1-expressing
cells which formed only indolent nodules [114]. This dichotomy reflected different
immune responses to the cells, as Bin1-expressing cells produced rapidly growing tu-
mors when introduced into T cell-deficient mice. IDO was identified as a key target of
Bin1-dependent transcriptional repression that was activated in Bin1-deficient cells
[114], although other genes implicated in immune suppression such as CD39 and
Arginase-1 were also identified (unpublished observations). Notably, treatment of
Bin1-deficient cells with small-molecule inhibitors of IDO suppressed the outgrowth
of Bin1-null tumors in syngeneic mice but not immunocompromised nude mice or
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mice that were immunologically deprived of CD4+ T cells [114]. Taken together,
these findings established that Bin1 loss led to IDO upregulation and tumor promo-
tion by enabling IDO-mediated escape from T-cell immunity. Given the relationship
between Bin1 and IDO established by genetic studies in the mouse, which causally
link Bin1 attenuation to IDO overexpression, it will be important to further evalu-
ate their mechanistic relationship and integrate it with immunometabolic regulatory
processes that may be affected by Bin1, such as adenosine or arginase signaling.

4.2 IDO is a Crucial Contributor to the Inflammatory Tumor
Microenvironment

The tissue microenvironment where a tumor arises poses a huge barrier to its devel-
opment and progression. In particular, it is clear that the interplay of cancer cells with
immune cells is one of the most important determinants for whether an early cancer
is destroyed by the immune system, persists in a dormant or slowly growing state
(which often makes the tumor localized and treatable), or progresses to an invasive
or metastatic state that becomes clinically challenging.

Unlike a conventional proto-oncogene, the role of IDO in cancer is predominantly
to create a more hospitable environment for the tumor rather than enhancing malig-
nant properties intrinsic to the tumor cells. Therefore, it is not surprising that normal
cells outside the tumor have also been found to be a relevant source of IDO expression.
In particular, a subset of DCs, with characteristics indicative of the B-cell lineage
[116], expresses high levels of IDO in the proximal lymph nodes of mice with sub-
cutaneous melanoma tumor grafts that exhibited no expression of IDO in the tumor
cells themselves [117]. Elevated levels of IDO have also been reported in the tumor-
draining lymph nodes (TDLNs) of human cancer patients [117]. Preclinical studies
using a classical two-stage model of inflammatory skin carcinogenesis demonstrated
that mice lacking the Ido1 gene encoding IDO were quite resistant to the develop-
ment of tumors [118]. In this model, tumors are initiated with a single exposure of
the ras-activating carcinogen 7,12-dimethylbenz [a]anthracene (DMBA) followed
by multiple exposures to the proinflammatory phorbol ester 12-O-tetradecanoyl
phorbol-13-acetate (TPA) (also known as phorbol 12-myristate 13-acetate or PMA),
the latter of which drives a state of chronic inflammation that promotes tumor out-
growth. These studies provided the first direct genetic evidence that IDO is crucial
for de novo tumorigenesis. In this model of inflammatory carcinogenesis, but also
within a T cell-suppressive population of DCs localized at TDLNs, which had the
same characteristics as those observed previously in a melanoma tumor graft model
[117], [118]. Notably, in TDLNs in the skin model, TPA strongly upregulated IDO
expression [119] and subsequent findings confirmed this proinflammatory stimu-
lus acting through protein kinase C (PKC) stimulates a unique pathway of IDO
activation [120]. Together, these findings provided a glimpse of the complexity of
interpreting IDO effects in biological systems, given that its expression can be either
intrinsic or extrinsic to cancer cells.
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Subsequent genetic studies in different mouse models of carcinogenesis have
established that IDO contributes a crucial function to the inflammatory tumor mi-
croenvironment. Further, they argue that the initial characterization of IDO solely as
a modifier of adaptive immune tolerance may oversimplify its role in cancer patho-
genesis. Studies in the skin model showed that IDO loss did not exacerbate classical
inflammatory responses to TPA but that its induction was integral to the inflamma-
tory tissue microenvironment even in the absence of cancer [120]. In connecting
IDO to inflammatory stimuli, it was found that IDO loss had little impact on tumor
outgrowth if the carcinogenesis model employed lacked an explicit inflammatory
promoter. For example, IDO ablation did not affect induction of skin tumors elicited
by multiple topical exposures to DMBA that are sufficient for carcinogenesis in the
absence of TPA, nor did IDO ablation affect induction of breast tumors where pro-
gesterone was used instead of TPA as a non-inflammatory promoter after a single
intraperitoneal exposure to DMBA [120]. Moreover, it is clear that IDO deficiency
does not influence the engraftment of established tumor cell lines that have previ-
ously developed an effective immunoediting route, unlike transgenic models where
the route must be developed and will therefore vary between individual mice. In the
context of TPA-driven skin carcinogenesis, where IDO was critical, bone marrow
transplant experiments revealed that the most important source of IDO function were
radiation-resistant, non-hematopoietic cells in the model, supporting evidence that
Bin1 deficiency in myc + ras-transformed skin cells was sufficient to facilitate IDO-
mediated immune escape by a cell autonomous mechanism [120]. Together, these
findings argued that IDO was a key element of “cancer-associated” inflammation
that tilts the immune system toward tumor support. More broadly, they prompted the
concept that mediators of immune escape and cancer-associated inflammation may
be genetically synonymous.

Other observations from Ido1-deficient mice strengthen the concept that IDO ex-
erts a proximal influence on inflammation that is too subtle to understand as simply
immunosuppressive. If IDO were a solely immunosuppressive enzyme, inflamma-
tion might be expected to run rampant in Ido1-deficient mice where this presumptive
check is no longer in place. However, Ido1 deficiency does not produce such effects,
in contrast to deficiency of an immunosuppressive function like CTLA-4. Moreover,
the inflammation that develops in Ido1-deficient mice treated with TPA is not dis-
cernibly different than in wild-type control animals receiving the same treatment
[121]. So, rather than IDO simply being an immunosuppressive counterbalance in
inflammatory reactions, a more nuanced interpretation for the role of IDO is required
in which IDO shapes the pathogenicity of the tissue microenvironment.

The degradation of normal cellular physiology leading to malignancy involves
acquisition of the cell-intrinsic traits of immortalization, growth sufficiency, insen-
sitivity to growth inhibitory signals, and resistance to apoptosis, along with the
cell-extrinsic traits of angiogenesis, invasive capability, metastatic capacity, and im-
mune escape. In this context, immune escape mechanisms utilized by tumors, such
as IDO induction, have been postulated to be a terminal feature of the immunoedit-
ing process, which comprises the three distinct phases of elimination, equilibrium,
and escape [122]. However, a contrarian argument has also been made that tumoral
immune escape is not a late event driven by selective pressure, but instead develops
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as an early, integral component of the tumorigenic process [123]. The multistage
aspect of the DMBA/TPA carcinogenesis protocol described above provided us with
a unique opportunity to investigate this question with regard to the role of IDO in-
duction in the contextual setting of de novo tumor development. The immunoediting
postulate would require that there be at least some nascent tumor present for IDO to
be induced. Instead, however, TPA treatment alone was sufficient to induce IDO in
the proximal lymph nodes [118]. Because these mice were never exposed to DMBA-
based tumor initiation, this elevation of IDO occurred in the absence of cancer, as
TPA alone is not able to drive the development of neoplasia in the absence of an
initiating agent. This outcome, therefore, was more in line with IDO elevation being
an early event driven by TPA-elicited inflammation, rather than a late event driven
by immune selection.

Other studies extend the notion that IDO acts in a proximal manner to program
pathogenic inflammatory processes which then go on to direct antigenic tolerization
in the adaptive immune system at a more distal level. In one study, ectopic modu-
lation of IDO in murine breast cancer cells not only influenced T-cell responses in
immunocompetent mice but also affected primary tumor growth and metastasis in
immunodeficient severe combined immunodeficiency (scid)/beige mice which lack
T, B, and natural killer (NK) cells [124]. Thus, these pathogenic effects of IDO
overexpression could not be readily interpreted as mediated solely by adaptive im-
munological mechanisms. The conceptual realization that IDO acts as an integral
component of the inflammatory milieu is supported additionally by evidence of a
role in supporting other pathogenicities associated with chronic inflammation. For
example, IDO-mediated tryptophan degradation is elevated in rheumatoid arthritis
and systemic lupus erythematosus patients, suggesting a role for increased IDO activ-
ity in promoting autoimmune disease [125], [126] that has some direct corroborative
support from studies in the K/BxN spontaneous mouse model of arthritis [127]. In
the KxB/N model, IDO activity is elevated at disease onset, and administration of the
IDO inhibitor 1MT resulted in alleviation of joint inflammation, with 1MT-treated
animals exhibiting minimal synovial expansion and fewer infiltrating inflammatory
cells [128]. In this setting, 1MT treatment did not affect levels of Treg cells or T
helper type 1 (Th1)/Th2/Th17 cytokines, but it did greatly diminish the autoreactive
B-cell response, indicative of a role for IDO upregulation in supporting the develop-
ment of autoimmune disease by supporting the activation of autoreactive B cells. In
conjunction with results from cancer models, these results argue strongly that IDO
contributes to pathogenic forms of chronic inflammation in a manner that is more
complex than simply acting as an immunosuppressive brake.

4.3 IDO Activation Is a Critical Contributor to Tumor
Angiogenesis and Metastasis

Our most recent findings further elucidate how IDO contributes to cancer devel-
opment by altering the inflammatory milieu. Ido1-deficient mice exhibit a reduced
tumor burden in a K-RasV12-induced model of lung adenocarcinoma and a reduced
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susceptibility to development of pulmonary metastases in the 4T1 model of breast
cancer, in both settings displaying improved survival [129]. Notably, IL-6 levels
were attenuated by Ido1 deficiency in each model, leading to an impairment of
myeloid-derived suppressor cell (MDSC)-mediated suppression of T cells. The im-
portance of these findings to pulmonary tumor development was demonstrated in
the metastatic model where restoration of IL-6 overcame the MDSC impairment and
allowed metastatic disease to progress at the rate observed in Ido1-competent mice
[129]. The implication that IL-6 serves as a key regulator of tumor growth down-
stream of IDO has therapeutic value as increased IL-6 levels are associated with
recurring tumors in patients [130]. In yet another clue to the role of IDO beyond
adaptive immune control, Ido1-deficient mice were found to display an angiogenic
defect in lungs even in the absence of tumors. Together, these studies highlight a
more complex and nuanced interpretation of what tryptophan catabolism means to
a developing tumor, extending beyond adaptive immunoregulation to inflammatory
programming, metastasis, and angiogenesis.

5 IDO Effector Pathways in Cancer Pathogenesis

5.1 Kynurenine Activates the Aryl Hydrocarbon Receptor
to Modulate Inflammation

Kynurenine production resulting from IDO-mediated tryptophan catabolism is
widely recognized as one of the elements which mediate the immunosuppressive
effects of IDO [131], [132]. How kynurenine may contribute to inflammatory pro-
gramming by IDO has been less clear, but an important perspective has opened up on
this aspect with the identification of AhR as the physiological receptor for kynurenine
[54]. This connection links the fields of toxicology, immunology, and cancer biology,
and it may help explain why tryptophan consumption assists pathogenic inflamma-
tory programming and drives malignant progression. In activating AhR, kynurenine
not only mediates an effector signaling pathway from IDO but also TDO2 in driving
cancer growth [54]. Kynurenine binding to AhR is essential to generate Treg cells
that suppress adaptive immunity [133]. In binding AhR, kynurenine triggers nuclear
translocation of this receptor, licensing activation of its target genes. A broad litera-
ture implicates AhR in immune regulation, inflammation, and carcinogenesis [134]
in the same vein that IDO has been implicated [135]. Elevated levels of AhR corre-
spond with poor prognosis in cancer patients [54]. The discovery that kynurenine is
an endogenous ligand for AhR helps explain why there is a selection for tryptophan
consumption mediated by IDO or TDO2 during tumor development, because the
kynurenine that is produced binds AhR to help tumors program a pathogenic inflam-
mation in their microenvironment that can tilt it from an antagonist to a facilitator
role (i.e., from immunosurveillance toward immune escape). By connecting trypto-
phan consumption to AhR activation, this discovery also helps explain why immune
escape and tryptophan consumption are so integrally connected in cancer [135].
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5.2 IDO Activation Stimulates Stress Kinase GCN2 and Elevates
IL-6 Synthesis

In a nutrient-deprived tissue microenvironment, such as that which occurs within
tumors, tryptophan degradation by IDO (or IDO2 or TDO2) may cause a local tryp-
tophan deficiency that leads to the accumulation of uncharged tryptophan-transfer
RNA (tryptophan-tRNA). In this way, IDO activity may lead to activation of GCN2,
a stress-response kinase that is simulated by elevations in uncharged tRNA and that
limits or alters protein translation in response to this condition. Notably, T cells
where GCN2 is genetically disrupted are not susceptible to IDO-mediated suppres-
sion of proliferation in vitro or in vivo, and these T cells cannot be anergized by
IDO-expressing DCs [136]. Further, IDO-expressing DCs can induce the production
of immunosuppressive Treg cells, but this effect is abolished by genetic disrup-
tion of GCN2. Thus, one critical downstream effector pathway for IDO to blunt T
cell-mediated tumor immunity appears to involve GCN2 activation in T cells, which
allows them to respond to IDO activity manifested in a local tissue microenvironment.

GCN2 functions to blunt protein translation by phosphorylating the initiation
factor eukaryotic initiation factor 2 alpha (eIF-2α) which blunts its activity and
prevents the readout of most RNA transcripts. However, under such conditions, some
RNA transcripts actually become preferentially translated, including LIP, an isoform
of the immunoregulatory transcription factor NF-IL6 (also known as CEBP-β), which
then goes on to activate the expression of certain immunoregulatory cytokines such
as IL-6 [137]. The relevance of this pathway is documented in vivo in tumor-bearing
animals, where IDO genetic deficiency leads to reduced IL-6 production, a factor
that is causally related to tumor outgrowth and metastasis [129]. The consequences
of GCN2 activation by IDO in this regard may differ between cell types, since the
effect of IDO on IL-6 production through this pathway can be repressive or inductive
[129], [136]. Nevertheless, in experiments conducted in at least two mouse models
of cancer, it appears that IDO supports IL-6 production and that this production is
critical for MDSC function and malignant progression [129].

5.3 IDO Activation Inhibits mTORC1 and Stimulates Autophagy

While GCN2 is recognized as an important effector of the IDO pathway, studies in
our laboratory suggested that its role in detecting tryptophan deprivation and regu-
lating IL-6 may be insufficient for the manifestation of inflammation-driven cancers.
In particular, in the mouse model of DMBA + TPA-induced inflammatory skin car-
cinogenesis, we found that genetic ablation of GCN2 did not promote resistance to
papilloma tumor development in the same manner that IDO did [119], [138]. This
difference implied the existence of additional cancer-relevant pathways that operate
downstream of IDO. In considering effector mechanisms beyond GCN2 activation,
we hypothesized that IDO may suppress the master metabolic regulator mammalian
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Fig. 11.1 Trp deprivation caused by IDO generates signals sensed by distinct amino acid sufficiency
and deficiency pathways. Trp deficiency is sensed by the integrated stress kinase GCN2 that inhibits
eIF-2α and blocks translation. Through a distinct pathway, the lack of Trp sufficiency causes mTOR
to be inactivated, leading to autophagy via LC3 de-repression and translational blockade via S6
kinase inactivation. D-1MT acts as a mimetic of Trp in the sufficiency pathway, thereby functionally
reversing the effects of IDO on mTOR. (The figure and legend are taken from [138])

target of rapamycin complex 1 (mTORC1), which is known to monitor not only
energy status through adenosine monophosphate-activated protein kinase (AMPK)
but also essential amino acid status [139], [140]. Indeed, in a set of experiments
employing cells harboring an inducible IDO gene, we demonstrated [138] that IDO-
mediated catabolism of tryptophan inhibits mTORC1 as well as the T-cell receptor
(TCR) regulatory kinase PKC-θ, both of which are regulatory targets of a master
amino acid-sensing kinase glucokinase 1 (GLK1) acting upstream of mTORC1 (also
known as mitogen-activated protein kinase kinase kinase kinase 3, MAP4K3) [141].
Our findings suggest that tryptophan deprival resulting from IDO activation is read
out in two distinct effector pathways, one of which is activated by tryptophan insuffi-
ciency (GCN2) and the other suppressed by tryptophan insufficiency (mTOR/PKC-θ
via presumptive GLK1 blockade). As expected, mTORC1 suppression by IDO trig-
gered autophagy, as measured by light chain 3 (LC3) processing and relocalization
in cells, and this effect could be reversed by tryptophan restoration which relieved
mTOR blockade [138]. The finding that IDO can regulate mTORC1 and autophagy
distinct from GCN2 control may advance understanding of IDO function in the many
settings where mTOR acts as a pivotal immune regulator. Further, this work offers
a novel conceptual perspective on IDO by suggesting its analogy to the mTOR in-
hibitor rapamycin and by revealing how IDO can trigger autophagy to anergize T
cells in the tumor microenvironment.

5.4 An Integrated Model for Effector Signaling by IDO-Mediated
Tryptophan Deprival

Integrating our findings with existing knowledge of IDO signaling, our work supports
a model in which IDO coordinately affects pathways of essential amino deficiency
and sufficiency via GCN2 and mTOR, respectively, in controlling inflammatory
responses and immune tolerance (see Fig. 11.1). Nutrient-sensing processes in



328 G. C. Prendergast et al.

mammalian cells involve a set of master regulatory kinases, including AMPK, which
monitors levels of ATP (energy), GCN2, which monitors levels of uncharged tRNA
(amino acids), and mTOR, which integrates all nutrient information to control cell
growth and autophagy. Studies in yeast [142] and hepatocytes [143] suggest that the
GCN2 and mTOR pathways function in concert, for example, by demonstrations
that deprivation of an essential amino acid can elevate insulin sensitivity through
coordinate GCN2 activation and mTOR repression in settings where AMPK is ac-
tive (i.e., energy is sufficient) [144], [145]. mTOR receives insulin or other growth
factor-derived signaling information via the PI3K/Akt pathway, with Akt directly
phosphorylating and activating mTOR in the rapamycin-sensitive mTORC1 com-
plex and directly phosphorylating and inactivating tuberous sclerosis 2 (TSC2) in
the mTORC1 repressor complex Rheb/TSC1-2. When activated, mTOR licenses
protein synthesis by phosphorylating S6K and other translational regulators, but only
if amino acid sufficiency is established by the Ragulator small guanosine triphos-
phatase (GTPase) complex and other signals needed to recruit mTOR to late-stage
autophagosomes where it blocks autophagy (a starvation-induced process for gen-
erating amino acids). In this way, mTORC1 licenses protein synthesis if AMPK,
PI3K/AKT, and Ragulator signals are all positive.

While it is not yet clear how the mTORC1 complex receives amino acid sufficiency
signals, recent work [146] suggests a pivotal role for MAP4K3/GLK1, a kinase that
is stimulated by undefined amino acid-binding molecules acting further upstream.
MAP4K3/GLK1 would seem to offer a logical effector molecule for IDO acting
upstream of mTOR and PKC-θ, based on present evidence of its role in regulating
amino acid sufficiency signaling [141], [147]. In considering direct sensors of tryp-
tophan that act further upstream of MAP4K3/GLK, the most logical candidates are
the tryptophan-tRNA synthetases WARS1 and WARS2. The candidacy of a WARS
molecule or variant as a proximal effector molecule for IDO is based not only upon
existing evidence of WARS multifunctionality [148] but also on the recent striking
discovery that the leucine-tRNA synthetase LARS senses branched chain amino acid
to control mTOR activation status [149]. In future work, it will be important to es-
tablish whether WARS and MAP4K3/GLK will complete the connections of IDO to
mTOR and PKC-θ to fully define this new IDO effector pathway which influences
amino acid sufficiency signaling.

IDO-mediated tryptophan deprival may provide an integrated molecular switch
to establish an immunosuppressive environment by amplifying tolerogenic APCs,
expanding Treg cells, downregulating cytotoxic T-cell activity, and sustaining other
cells that provide critical support to inflammatory carcinogenesis [120], [129]. By
analogy to the mTOR inhibitory agent rapamycin, IDO may blunt immune activation
and D-1MT may reorient this process by controlling tryptophan sufficiency signals
needed to license mTOR activation, relieve immunosuppression, and reestablish
proinflammatory states that together limit the progression of cancer or other diseases
characterized by disordered inflammation and immunity. Given the implications of
all mammalian tryptophan-catabolizing enzymes IDO, IDO2, and TDO in cancer
progression [54], [102], [129], [135], [150], [151], further investigation is needed
to understand how tryptophan depletion promotes immune escape by supporting the
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development of Treg cells and MDSCs that are important to IDO-mediated can-
cer progression [129]. On the other hand, deprivation of any essential amino acid
may be sufficient to reorient naı̈ve CD4+ T helper cells to support Treg generation
[140], as the rarest amino acid Trp may assume a special position in modulating
local GCN2 and mTOR status in tissue microenvironments. In future work, it will
be important to explore in more detail the crosstalk between IDO and the Ragulator,
MAP4K3/GLK1, and PKC-θ signals which all exert major physiological and patho-
physiological effects on inflammatory programming and immune control. PKC-θ is
a notable connection given its predominant function in TCR signaling which has
been elucidated most fully only recently [152]. PKC-θ is dispensable for general
T-cell development but critical for Treg development [153]. Its activation relies upon
T538 phosphorylation [154], which occurs only upon stimulation of the TCR along
with co-activator signals such as those provided by CD28 ligation. Notably, the ki-
nase responsible for PKC-θ activation is MAP4K3/GLK [141], which is essential
for signaling and differentiation of Th2 cells and IL-17-producing helper cells (Th17
cells), but not for Th1 cells. In summary, our work supports a role for PKC-θ func-
tion in IDO effector signaling, perhaps through MAP4K/GLK, as a novel potential
mechanism for Treg control by IDO-mediated tryptophan catabolism.

6 IDO Inhibitors in Cancer Therapy

6.1 Therapeutic Prototype 1MT

Many studies have now provided evidence that IDO inhibition with 1MT or other
small-molecule inhibitors of the IDO pathway can exert anticancer effects. Initial
evidence was offered in 2002 that the IDO inhibitor 1MT could partly retard the
growth of mouse lung carcinoma cells engrafted onto a syngeneic host [155]. Similar
results were obtained as part of an investigation to assess the ramifications of IDO
overexpression, which was detected in a wide range of human tumors [102]. In this
study, ectopic overexpression of IDO in an established tumor cell line was shown to
be sufficient to enable tumor formation in animals pre-immunized against a specific
tumor antigen, and 1MT partially suppressed tumor outgrowth in this context as
well. Against established, autochthonous (spontaneously arising) mammary tumors
in the mouse mammary tumor virus-neu/human epidermal growth factor receptor 2
(MMTV-neu/HER2) transgenic mouse model of breast cancer, we found that 1MT
could likewise retard tumor outgrowth [68]. By itself, however, 1MT was unable
to elicit tumor regression in this model, as shown previously in the tumor cell graft
models, suggesting that IDO inhibition may produce limited antitumor efficacy when
applied as a monotherapy.

In contrast, the delivery of 1MT in combination with a variety of classical cyto-
toxic chemotherapeutic agents elicited regression of established MMTV-neu/HER2
tumors which responded poorly to any single-agent therapy [68]. In each case, the
observed regressions were unlikely to result from a drug–drug interaction, that is,



330 G. C. Prendergast et al.

by 1MT acting to raise the effective dose of the cytotoxic agent, because efficacy
was increased in the absence of increased side effects (e.g., neuropathy produced
by paclitaxel, which is displayed by hind leg dragging in affected mice). Immun-
odepletion of CD4+ or CD8+ T cells from the mice before treatment abolished the
combinatorial antitumor effect, confirming the expectation that 1MT acted indirectly
through activation of T cell-mediated antitumor immunity. We have observed that
combinatorial efficacy in achieving tumor regressions can be replicated by oral dos-
ing of 1MT at 400 mg/kg on a b.i.d. schedule, again in the absence of any detectable
side effects [156]. These striking findings were one harbinger in emerging concepts
of immunochemotherapy, which is the combination of conventional chemotherapy
with modalities that interfere with tumoral immune escape as a strategy to improve
therapeutic outcomes [157], [158]. Our results demonstrating the powerful combina-
torial effects of 1MT with conventional chemotherapy helped propel this compound
onto a select list of immunotherapeutic agents identified by a National Cancer In-
stitute (NCI) workshop panel in 2008 as having high potential for use in cancer
therapy [159]. First-in-man trials were initiated that year with the D isoform of 1MT,
a racemic agent. Phase IA single-agent evaluation and phase IB combinatorial eval-
uations (with taxotere or an adenoviral p53 vaccine) are now reported to be complete
(H. Soliman, N. Vahanian, pers. comm.). Some preclinical results obtained during
these trials have encouraged IDO inhibitor applications in immunochemotherapy,
for example, with illustrations that the powerful efficacy of the anticancer drug ima-
tinib (Gleevec®) in the treatment of solid gastrointestinal stromal tumors relies on
a blockade in the IDO expression driven by activated KIT oncogenes in this disease
[160].

6.2 Mechanisms of Action of D-1MT (Indoximod): Relief
of mTORC1 Suppression by IDO

Since 1MT is a racemic compound, it was necessary to choose a single molecular
species for clinical testing. For a variety of reasons, D-1MT was selected instead of L-
1MT, but this choice has drawn some controversy because the mechanism of action of
these isoforms, particularly D-1MT, has been somewhat enigmatic. Using classical
in vitro assays that employ recombinant IDO1 enzyme and the non-physiological
reductant methylene blue, L-1MT acts as a weak catalytic inhibitor. In contrast,
under the same conditions, D-1MT exerts little, if any, effect as a catalytic inhibitor
[150]. Our laboratory has observed that in cell-based assays D-1MT can inhibit IDO2
activity [137]. Further, efficacious effects of D-1MT which have been observed in the
K/BxN mouse model of rheumatoid arthritis indicate a genetic requirement for Ido2
but not Ido1 in the drug-targeting mechanism (L. Merlo, E. Pigott, J. DuHadaway, S.
Grabler, R.M., G.C.P., and L. M-N, unpublished observations). However, in studies
conducted in different cell systems, other groups have not extended the evidence
that D-1MT can inhibit IDO2 activity [53], [161], [162], finding instead that D-1MT
was inactive and that L-1MT was either effective [53] or ineffective [53] in blocking
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IDO2 catalytic activity (including in a human T-cell assay where IDO2 function was
biologically relevant [53]).

Overall, it is clear that L-1MT is more potent than D-1MT as a biochemical in-
hibitor of IDO, but under traditional non-physiological assay conditions that may
impact catalysis by IDO and possibly even more by IDO2 (which, in such assays,
displays weaker catalytic activity). As a further complexity, D-1MT can also upreg-
ulate IDO expression in cells [50] albeit only at relatively high concentrations that
may be irrelevant in vivo. Factors in choosing to clinically translate D-1MT instead
of L-1MT included evidence that D-1MT is more potent at relieving IDO-mediated
suppression of T-cell proliferation in mixed lymphocyte reactions involving human
IDO+ plasmacytoid DCs; displays superior anticancer activity relative to L-1MT in
preclincal models, both as a single agent and in combination with chemotherapy;
and has been genetically validated in terms of IDO targeting based on the loss of
anticancer activity in Ido1-nullizygous mice [150]. As alluded to above, questions
concerning D-1MT as a direct inhibitor of IDO enzymes [163] must be tempered by
concerns about the use of non-physiological reductants in enzyme assays. This issue
is critical to appreciate, because of emerging evidence that these reductants can exert
differential effects on inhibitor binding and activity when compared to physiological
reductants used in the reactions (R.M., J.D., and G.P., unpublished observations).

Our recent work in identifying mTORC1 suppression as an effector mechanism
in IDO-mediated tryptophan catabolism also revealed a likely mechanism of action
for D-1MT (which having entered clinical trials is now also known as NLG8189 or
indoximod). Specifically, we found unexpectedly that D-1MT acts as a high-potency
tryptophan mimetic in reversing mTORC1 inhibition and autophagic induction by
IDO, even though D-1MT is insufficient to charge tryptophan-tRNA and therefore
to rescue protein translation or return GCN2 to a quiescent state. Strikingly, D-1MT
relieved mTOR suppression by IDO at even higher potency than L-tryptophan itself
(i.e., at lower concentrations), within a nanomolar range concentration consistent
with clinical pharmacodynamics associated with patient responses in phase I trials
(H. Soliman, pers. comm.). The implications of this discovery are discussed in more
detail below and elsewhere [138], [164], but they provide timely insight into the
unique mechanism of action of D-1MT relative to indisputable catalytic inhibitors
of IDO.

The findings suggest why D-1MT is generally superior to L-1MT at breaking
IDO-dependent immune tolerance in preclinical mouse models of cancer [150].
D-1MT did not affect GCN2 activation status in Trp-deprived cells, like Trp or
L-1MT, arguing that D-1MT may act exclusively by restoring the mTOR pathway,
unlike Trp or L-1MT which would also be expected to restore GCN2 quiescence
and block kynurenine production. Mechanistically, preliminary work suggests that
L-1MT but not D-1MT can inhibit WARS1A-mediated tryptophan-tRNA amino
acylation (R.M., unpublished observations), thereby explaining why D-1MT could
not alter levels of uncharged Trp-tRNA that would be needed to reverse activation
of GCN2 triggered by IDO-mediated Trp deficiency. In contrast, an inhibition of
WARS1A activity by L-1MT could explain why L-1MT is inferior to D-1MT as an
anticancer compound, because WARS1A inhibition would counteract IDO inhibition
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by blocking elevation of uncharged Trp-tRNA levels that are needed to activate
GCN2. Moreover, given evidence [138] that L-1MT may serve as a weak substrate
of IDO, unlike D-1MT, it is conceivable that catabolism of L-1MT leads to produc-
tion of the product N-methyl-kynurenine, which by activating the AhR pathway like
kynurenine [165] may actually limit the immunostimulatory effects of L-1MT as an
IDO enzyme inhibitor. Developing these concepts may yield a more complete un-
derstanding of why L-1MT serves as a poor physiological inhibitor of IDO function
compared to D-1MT and therefore a weaker candidate for clinical exploration.

The discovery that D-1MT can reverse the suppression of mTORC1 by IDO is
important in translational terms, because it suggests that D-1MT may have broader
clinical uses against cancers that overexpress any tryptophan catabolic enzyme (IDO,
IDO2, or TDO), perhaps even being suitable to combine with specific biochemical
inhibitors of these enzymes. The definition of mTORC1 and PKC-θ as candidate
pharmacodynamic markers for D-1MT responses may be useful in studying the
response of patients recruited to ongoing phase IB/II cancer trials, addressing a
current clinical need. In this regard, we note that the concentrations at which D-
1MT affects these key immunoregulatory molecules are consistent with the clinical
pharmacokinetics documented in human trials [166].

6.3 Discovery and Development of Novel Enzymatic Inhibitors
of IDO

IDO has a number of appealing features as a target for small-molecule drug develop-
ment. First, IDO is a single-chain catalytic enzyme with a well-defined biochemistry.
Unlike many proposed therapeutic targets in cancer, this means that IDO is very
tractable for discovery and development of small-molecule inhibitors. Second, the
other known tryptophan-catabolizing enzyme on the kynurenine pathway, TDO2,
is structurally distinct from IDO and has a much more restricted pattern of ex-
pression and substrate specificity, which mitigates “off-target” issues usually posed
by novel agents. Third, bioactive and orally bioavailable “lead” inhibitors exist
which can serve as useful tools for preclinical validation studies. Fourth, the Ido1-
deficient mouse that has been constructed is viable and healthy [167], and further
analysis encourages the notion that IDO inhibitors will not produce unmanage-
able, mechanism-based toxicities [168]. Fifth, pharmacodynamic evaluation of IDO
inhibitors can be performed by examining blood serum levels of tryptophan and
kynurenine, the chief substrate and downstream product of the IDO reaction, respec-
tively. Lastly, small-molecule inhibitors of IDO offer logistical and cost advantages
compared to biological or cell-based therapeutic alternatives to modulating T-cell
immunity.

While early-phase clinical trials with D-1MT are currently ongoing, concerns
regarding its inhibitory effects on IDO catalytic activity prompt the development
of pharmacologically superior IDO inhibitory compounds. The rational design and
development of new inhibitory compounds requires understanding of the IDO active
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site and catalytic mechanism. Proposed models for the processes at work in the active
site have been developed based on mechanistic studies [169]. The publication of an
X-ray crystal structure for IDO complexed with a simple inhibitor [31] has greatly
facilitated this work. Alternately, screening for novel inhibitors is likely to identify
novel structural series to evaluate. Through this route, our group initially identified
the natural product brassinin as an IDO inhibitor and evaluated brassinin derivatives
for in vitro potency and cell-based activity [170]. Brassinin is a phytoalexin-type
compound found in cruciferous vegetables that has potent chemopreventive activity
against breast and colon cancer in rodent models [171], [172]. In order to probe the
relationship between inhibitors and the active site, that is, to perform a structure–
activity relationship (SAR) analysis, we synthesized a series of derivatives from the
core brassinin structure [170]. Among the conclusions drawn, we determined that the
indole core is not essential for enzyme inhibitory activity, consistent with the known
promiscuity of the active site in IDO [36], thus broadening the spectrum of potential
inhibitory compounds. In addition, we found that the dithiocarbamate segment of
brassinin is an optimized moiety for inhibition, probably on the basis of chelation of
the heme iron at the active site. Of the large number of derivatives evaluated, the most
potent were only ∼ 1 μM suggesting that it may be difficult to achieve significant
improvements in potency within this simple structural class.

High-throughput screening of comprehensive compound libraries remains the
most effective way to identify new structural series. A unique yeast screen has been
used to identify IDO inhibitory compounds representing diverse structural classes
[173] including several complex natural products with potent IDO inhibitory activity
[174], [175]. The insight that a naphthoquinone pharmacophore might be at the core
of several of the most potent IDO inhibitory compounds led us to conduct an SAR-
driven study that yielded a promising series of pyranonapthoquinone-based IDO
inhibitory compounds, some with inhibition constants of less than 100 nM [176].
Similar studies based on the phenylamidazole pharmacophore have likewise yielded
a series of IDO inhibitory compounds, though not achieving the degree of inhibitory
potency seen with pyranonapthoquinones [177].

Recently, starting from the IDO inhibitory compound 4-phenyl-1,2,3-triazole
[178], Rohrig et al. employed computational structure-based methods to design a set
of more potent bioactive inhibitors that lacked cellular toxicity and exhibited high
selectivity for IDO over TDO2. Explanative power in understanding the activities of
this set of compounds was gained through a quantitative SAR based on electrostatic
ligand–protein interactions in the docked binding modes and on quantum chemically
derived charges of the triazole ring.

Starting from another structural class, a new IDO inhibitor termed INCB024360
entered phase I trials for advanced malignancies in 2010. INCB024360 is a hydrox-
yamidine that competitively blocks the degradation of tryptophan to kynurenine by
IDO with an IC50 of approximately 72 nM [179]. Oral administration of this com-
pound in mice and dogs reduced kynurenine levels in the plasma as well as in tumors
and TDLNs [180]. Using several mouse models, INCB024360 delayed tumor growth
in wild-type mice but not in nude mice or Ido1−/− mice indicating not only that this
drug targets IDO1 but also that it mediates its antitumor effects through the immune
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system [179], [180]. The in vivo data complement in vitro experiments showing that
INCB024360 does not inhibit IDO2 or TDO2 activity [179]. An important mecha-
nistic observation is the ability of INCB024360 to increase the survival and decrease
the apoptosis of DCs suggesting that this drug may improve the number of func-
tional DCs, thereby allowing T cells to be more effectively primed against tumor cell
antigens [179].

6.4 Inhibitors of IDO Expression: Gleevec and Beyond

Possible alternative targeting strategies include inhibiting IDO expression (upstream)
or inhibiting the signaling pathway through which IDO acts (downstream). As men-
tioned earlier, some non-steroidal anti-inflammatory drugs (NSAIDs) have been
shown to indirectly block IDO activity by inhibiting COX2 [80], and the anti-
inflammatory compound, ethyl pyruvate, previously found to inhibit NF-κB activity,
has been shown in mouse models to be an effective inhibitor of IDO expression and
to produce robust antitumor responses that were both T cell and IDO dependent [69].
Inadvertent targeting of IDO expression may already be providing a clinical benefit,
as recent investigations into the therapeutic role of Gleevec in treating gastrointesti-
nal stromal tumor (GIST) found that the inhibition of oncogenic Kit signaling could
potentiate antitumor T-cell responses by interfering with the induction of IDO [181].
Downstream of IDO, the integrated stress-response kinase GCN2 has been identi-
fied as responding to tryptophan depletion to limit T-cell responses [136] and thus
might represent an alternative target. Recent attention has also focused on AhR in
mediating the downstream response to tryptophan catabolites, including kynurenine
and kynurenic acid [87], [88]. The liver enzyme TDO2 catalyzes the same reaction
as IDO, and recent reports indicate that TDO2 elevation in some cancers may serve
as an alternate mechanism for eliciting the same immune escape mechanism [54],
[182]. Thus, while targeting the IDO pathway has clearly been established as an
attractive approach for leveraging cancer treatment, it remains to be determined how
this will be translated to provide the greatest benefit to patients.

6.5 Potential Safety Risks of IDO Inhibitors Suggested by Studies
of Ido1-Deficient Mice

As summarized above, small-molecule inhibitors of IDO are being developed to
treat cancer, chronic infections, and other diseases, so the systemic effects of IDO
disruption on inflammatory phenomena may influence the design and conduct of
early-phase clinical investigations of this new class of therapeutic agents. In assess-
ing potential safety risks that might be monitored clinically in patients during trials
of IDO inhibitors, phenotypes revealed in Ido1-deficient mice may be useful to con-
sider. In a recent report, our group summarized a set of cardiac and gastrointestinal
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phenotypes we have observed during several years of study of Ido1-deficient mice
in various contexts that may warrant consideration in planned assessments of the
safety risks of IDO inhibitors [183]. The most striking phenotype observed to date
was calcification of the cardiac endometrium proximal to the right ventricle. This
phenotype was 30 % penetrant, specific to Ido1 deficiency on the BALB/c strain
background and sexually dimorphic in nature [183]. Additionally, we observed that
administration of complete Freund’s adjuvant containing Toll-like receptor ligands
known to induce IDO caused acute pancreatitis in Ido1-deficient mice [183], with
implications for the design of planned combination studies of IDO inhibitors with
cancer vaccines. Further, in an established model of hyperlipidemia, caused by ho-
mozygous deletion of the murine low-density lipoprotein (LDL) receptor, we found
that IDO deficiency caused a dramatic elevation in levels of serum triglycerides [183].
This risk factor may be relevant in cancer patients receiving IDO inhibitors who may
also have occult unstable cardiovascular plaques. Lastly, we observed an increased
sensitivity of Ido1-deficient mice to induction of acute colitis, with a marked eleva-
tion in tumor incidence, multiplicity, and staging in animals subjected to regimens of
inflammatory colon carcinogenesis [183]. These findings suggested risks of colitis
in the short term and colon carcinoma in the longer term in patients who may receive
IDO inhibitors as part of their therapy. Here, we note that administration of D-1MT
has never been observed to produce any of these phenotypes, but the benign nature of
this compound may relate to its limited activity in blocking the IDO pathway at the
level of mTORC1 restoration (or other targets), relative to more potent biochemical
inhibitors in development. Together, while the phenotypes in Ido1-deficient mice
characterized to date have been observed only under certain stress conditions, they
suggest potential cardiac and gastrointestinal risks of IDO inhibitors, in particular as
they will be tested in combination with other therapeutic modalities, that should be
monitored in patients as this class of drugs proceeds through clinical development.

7 Conclusions

In a relatively short period, IDO has become recognized as a major regulator of the
immune system. Pathophysiologically, IDO has been strongly implicated in tumoral
immune tolerance and immune escape and appears to be widely overexpressed in
cancer at the level of tumor cells and/or tumor-associated immune regulatory cells.
IDO has a variety of characteristics that make it an appealing target for cancer drug
development. To date, preclinical validation of IDO inhibitors suggests they may
offer the greatest promise in combination with classical cytotoxic drugs, but their
potential to heighten the response to active immunotherapeutic agents such as TLR
ligands or tumor vaccines is also important to consider. Given the provocative pre-
clinical findings that have emerged from studies of agents targeting IDO and the IDO
pathway, one would expect therapeutic interest in this pathway to continue to grow.



336 G. C. Prendergast et al.

Acknowledgments Work in the authors’ laboratories has been supported by grants from the NIH,
Department of Defense Breast and Lung Cancer Research Programs, Susan G. Komen for the
Cure and the W.W. Smith Foundation with additional support from NewLink Genetics Corporation,
Sharpe-Strumia Foundation, Dan Green Foundation, Lankenau Medical Center Foundation and the
Main Line Health System. C.S. was the recipient of a Postdoctoral Fellowship through the DoD
Breast Cancer Research Program.

The authors declare competing financial interests. G.C.P. andA.J.M. are significant stockholders
and G.C.P. is a member of the scientific advisory board at New Link Genetics Corporation, a
biotechnology company that has licensed IDO intellectual property created by the authors, described
in U.S. Patents Nos. 7705022, 7714139, 8008281, 8058416, 8383613 and 8389568.

References

1. Prendergast GC, Jaffee EM (2007) Cancer immunologists and cancer biologists: why we
didn’t talk then but need to now. Cancer Res 67(8):3500–3504

2. Prendergast GC (2008) Immune escape as a fundamental trait of cancer: focus on IDO.
Oncogene 27(28):3889–3900. doi:onc200835 [pii]10.1038/onc.2008.35

3. Prendergast GC (2012) Immunological thought in the mainstream of cancer research: past
divorce, recent remarriage and elective affinities of the future. OncoImmunology 1(6):793–
797

4. Melief CJ, Toes RE, Medema JP, van der Burg SH, Ossendorp F, Offringa R (2000) Strategies
for immunotherapy of cancer. Adv Immunol 75:235–282

5. Finn OJ (2003) Cancer vaccines: between the idea and the reality. Nat Rev Immunol 3(8):630–
641

6. Gilboa E (2004) The promise of cancer vaccines. Nat Rev Cancer 4(5):401–411
7. O’Neill DW, Adams S, Bhardwaj N (2004) Manipulating dendritic cell biology for the active

immunotherapy of cancer. Blood 104(8):2235–2246
8. Figdor CG, de Vries IJ, Lesterhuis WJ, Melief CJ (2004) Dendritic cell immunotherapy:

mapping the way. Nat Med 10(5):475–480
9. Rosenberg SA, Packard BS, Aebersold PM, Solomon D, Topalian SL, Toy ST, Simon P, Lotze

MT, Yang JC, Seipp CA, et al (1988) Use of tumor-infiltrating lymphocytes and interleukin-2
in the immunotherapy of patients with metastatic melanoma. A preliminary report. N Engl J
Med 319(25):1676–1680

10. Dudley ME, Wunderlich JR, Robbins PF,Yang JC, Hwu P, Schwartzentruber DJ, Topalian SL,
Sherry R, Restifo NP, Hubicki AM, Robinson MR, Raffeld M, Duray P, Seipp CA, Rogers-
Freezer L, Morton KE, Mavroukakis SA, White DE, Rosenberg SA (2002) Cancer regression
and autoimmunity in patients after clonal repopulation with antitumor lymphocytes. Science
298(5594):850–854

11. Zou W (2005) Immunosuppressive networks in the tumour environment and their therapeutic
relevance. Nat Rev Cancer 5(4):263–274

12. Dunn GP, et al (2006) Nat Rev Immunol 6:836
13. Kim R, Emi M, Tanabe K, Arihiro K (2006) Tumor-driven evolution of immunosuppressive

networks during malignant progression. Cancer Res 66(11):5527–5536
14. Muller AJ, Scherle PA (2006) Targeting the mechanisms of tumoral immune tolerance with

small-molecule inhibitors. Nat Rev Cancer 6(8):613–625
15. Muller AJ, Prendergast GC (2005) Marrying immunotherapy with chemotherapy: why say

IDO? Cancer Res 65(18):8065–8068
16. Boyland E, Williams DC (1956) The metabolism of tryptophan. 2. The metabolism of

tryptophan in patients suffering from cancer of the bladder. Biochem J 64(3):578–582
17. Ivanova VD (1959) Studies on tryptophan metabolites in the blood and urine of patients with

leukemia. Probl Gematol Pereliv Krovi 4:18–21



11 IDO in Inflammatory Programming and Immune Suppression in Cancer 337

18. Ivanova VD (1964) Disorders of Tryptophan Metabolism in Leukaemia. Acta Unio Int Contra
Cancrum 20:1085–1086

19. Ambanelli U, Rubino A (1962) Some aspects of tryptophan–nicotinic acid chain in Hodgkin’s
disease. Relative roles of tryptophan loading and vitamin supplementation on urinary excretion
of metabolites. Haematol Lat 5:49–73

20. Chabner BA, DeVita VT, Livingston DM, Oliverio VT (1970) Abnormalities of trypto-
phan metabolism and plasma pyridoxal phosphate in Hodgkin’s disease. N Engl J Med
282(15):838–843

21. Wolf H, Madsen PO, Price JM (1968) Studies on the metabolism of tryptophan in patients
with benign prostatic hypertrophy or cancer of the prostate. J Urol 100(4):537–543

22. Rose DP (1967) Tryptophan metabolism in carcinoma of the breast. Lancet 1(7484):239–241
23. Kotake Y, Masayama T (1937) Uber den mechanismus der kynurenine-bildung aus trypto-

phan. Hoppe-Seyler’s Z Physiol Chem 243:237–244
24. Taylor MW, Feng GS (1991) Relationship between interferon-gamma, indoleamine 2,3-

dioxygenase, and tryptophan catabolism. FASEB J 5(11):2516–2522
25. Gailani S, Murphy G, Kenny G, Nussbaum A, Silvernail P (1973) Studies on tryptophen

metabolism in patients with bladder cancer. Cancer Res 33(5):1071–1077
26. Higuchi K, Kuno S, Hayaishi O (1963) Enzymatic formation of D-kynurenine. Federation

Proc 22:243 (abstr.)
27. Higuchi K, Hayaishi O (1967) Enzymic formation of D-kynurenine from D-tryptophan. Arch

Biochem Biophys 120(2):397–403
28. Shimizu T, Nomiyama S, Hirata F, Hayaishi O (1978) Indoleamine 2,3-dioxygenase.

Purification and some properties. J Biol Chem 253(13):4700–4706
29. Watanabe Y, Yoshida R, Sono M, Hayaishi O (1981) Immunohistochemical localization of

indoleamine 2,3-dioxygenase in the argyrophilic cells of rabbit duodenum and thyroid gland.
J Histochem Cytochem 29(5):623–632

30. Sono M (1989) Enzyme kinetic and spectroscopic studies of inhibitor and effector interactions
with indoleamine 2,3-dioxygenase. 2. Evidence for the existence of another binding site in
the enzyme for indole derivative effectors. BioChemistry 28(13):5400–5407

31. Sugimoto H, Oda SI, Otsuki T, Hino T, Yoshida T, Shiro Y (2006) Crystal structure of human
indoleamine 2,3-dioxygenase: catalytic mechanism of O2 incorporation by a heme-containing
dioxygenase. Proc Natl Acad Sci U S A 103:2311–2316

32. Hayaishi O, Ryotaro Y, Takikawa O, Yasui H (1984) Indoleamine-dioxygenase—a possible
biological function. In: Progress in Tryptophan and Serotonin Research. Walter De Gruyter
and Co., Berlin, pp 33–42

33. Ozaki Y, Edelstein MP, Duch DS (1988) Induction of indoleamine 2,3-dioxygenase: a
mechanism of the antitumor activity of interferon gamma. Proc Natl Acad Sci U S A
85(4):1242–1246

34. Mellor AL, Munn DH (1999) Tryptophan catabolism and T-cell tolerance: immunosuppres-
sion by starvation? Immunol Today 20:469–473

35. Munn DH, Shafizadeh E, Attwood JT, Bondarev I, Pashine A, Mellor AL (1999) Inhibition
of T cell proliferation by macrophage tryptophan catabolism. J Exp Med 189:1363–1372

36. Cady SG, Sono M (1991) 1-methyl-DL-tryptophan, beta-(3-benzofuranyl)-DL-alanine (the
oxygen analog of tryptophan), and beta- [3-benzo(b)thienyl]-DL-alanine (the sulfur analog
of tryptophan) are competitive inhibitors for indoleamine 2,3-dioxygenase. Arch Biochem
Biophys 291:326–333

37. Munn DH, Zhou M, Attwood JT, Bondarev I, Conway SJ, Marshall B, Brown C, Mellor AL
(1998) Prevention of allogeneic fetal rejection by tryptophan catabolism. Science 281:1191–
1193

38. Mellor AL, Sivakumar J, Chandler P, K. S, Molina H, Mao D, Munn DH (2001) Prevention
of T cell-driven complement activation and inflammation by tryptophan catabolism during
pregnancy. Nat Immunol 2:64–68

39. Grohmann U, Fallarino F, Puccetti P (2003) Tolerance, DCs and tryptophan: much ado about
IDO. Trends Immunol 24(5):242–248



338 G. C. Prendergast et al.

40. Mellor AL, Munn DH (2004) IDO expression by dendritic cells: tolerance and tryptophan
catabolism. Nat Rev Immunol 4(10):762–774

41. Munn DH, Mellor AL (2007) Indoleamine 2,3-dioxygenase and tumor-induced tolerance. J
Clin Invest 117(5):1147–1154

42. Fallarino F, Grohmann U,You S, McGrath BC, Cavener DR, Vacca C, Orabona C, Bianchi R,
Belladonna ML, Volpi C, Santamaria P, Fioretti MC, Puccetti P (2006) The combined effects
of tryptophan starvation and tryptophan catabolites down-regulate T cell receptor zeta-chain
and induce a regulatory phenotype in naive T cells. J Immunol 176(11):6752–6761

43. Katz JB, Muller AJ, Metz R, Prendergast GC (2008) Indoleamine 2,3-dioxygenase in
T-cell tolerance and tumoral immune escape. Immunol Rev 222:206–221. doi:IMR610
[pii]10.1111/j.1600-065X.2008.00610.x

44. Ball HJ, Sanchez-Perez A, Weiser S, Austin CJ, Astelbauer F, Miu J, McQuillan JA, Stocker
R, Jermiin LS, Hunt NH (2007) Characterization of an indoleamine 2,3-dioxygenase-like
protein found in humans and mice. Gene 396(1):203–213

45. Metz R, Duhadaway JB, Kamasani U, Laury-Kleintop L, Muller AJ, Prendergast GC (2007)
Novel tryptophan catabolic enzyme IDO2 is the preferred biochemical target of the antitu-
mor indoleamine 2,3-dioxygenase inhibitory compound D-1-methyl-tryptophan. Cancer Res
67(15):7082–7087

46. Kadoya A, Tone S, Maeda H, Minatogawa Y, Kido R (1992) Gene structure of human
indoleamine 2,3-dioxygenase. Biochem Biophys Res Commun 189(1):530–536

47. Najfeld V, Menninger J, Muhleman D, Comings DE, Gupta SL (1993) Localization of in-
doleamine 2,3-dioxygenase gene (INDO) to chromosome 8p12–>p11 by fluorescent in situ
hybridization. Cytogenet Cell Genet 64(3–4):231–232

48. Yuasa HJ, Ball HJ, Ho YF, Austin CJ, Whittington CM, Belov K, Maghzal GJ, Jermiin LS,
Hunt NH (2009) Characterization and evolution of vertebrate indoleamine 2, 3-dioxygenases
IDOs from monotremes and marsupials. Comp Biochem Physiol B Biochem Mol Biol
153(2):137–144

49. Vogel CF, Goth SR, Dong B, Pessah IN, Matsumura F (2008) Aryl hydrocarbon receptor sig-
naling mediates expression of indoleamine 2,3-dioxygenase. Biochem Biophys Res Commun
375(3):331–335. doi:S0006-291X(08)01495-2 [pii]10.1016/j.bbrc.2008.07.156

50. Opitz CA, Litzenburger UM, Opitz U, Sahm F, Ochs K, Lutz C, Wick W, Platten M (2011)
The indoleamine-2,3-dioxygenase (IDO) inhibitor 1-methyl-D-tryptophan upregulates IDO1
in human cancer cells. PLoS One 6(5):e19823. doi:10.1371/journal.pone.0019823PONE-D-
10-05482 [pii]

51. Nguyen NT, Kimura A, Nakahama T, Chinen I, Masuda K, Nohara K, Fujii-Kuriyama
Y, Kishimoto T (2010) Aryl hydrocarbon receptor negatively regulates dendritic cell
immunogenicity via a kynurenine-dependent mechanism. Proc Natl Acad Sci U S A
107(46):19961–19966. doi:1014465107 [pii]10.1073/pnas.1014465107

52. Witkiewicz AK, Costantino CL, Metz R, Muller AJ, Prendergast GC, Yeo CJ, Brody
JR (2009) Genotyping and expression analysis of IDO2 in human pancreatic can-
cer: a novel, active target. J Am Coll Surg 208(5):781–787; discussion 787–789.
doi:10.1016/j.jamcollsurg.2008.12.018

53. Qian F, Liao J, Villella J, Edwards R, Kalinski P, Lele S, Shrikant P, Odunsi K (2012) Effects
of 1-methyltryptophan stereoisomers on IDO2 enzyme activity and IDO2-mediated arrest of
human T cell proliferation. Cancer Immunol Immunother. doi:10.1007/s00262-012-1265-x

54. Opitz CA, Litzenburger UM, Sahm F, Ott M, Tritschler I, Trump S, Schumacher T, Jestaedt L,
Schrenk D, Weller M, Jugold M, Guillemin GJ, Miller CL, Lutz C, Radlwimmer B, Lehmann
I, von Deimling A, Wick W, Platten M (2011) An endogenous tumour-promoting ligand of
the human aryl hydrocarbon receptor. Nature 478(7368):197–203. doi:10.1038/nature10491

55. Pilotte L, Larrieu P, Stroobant V, Colau D, Dolusic E, Frederick R, De Plaen E, Uyttenhove
C, Wouters J, Masereel B, Van den Eynde BJ (2012) Reversal of tumoral immune resistance
by inhibition of tryptophan 2,3-dioxygenase. Proc Natl Acad Sci U S A 109(7):2497–2502.
doi:1113873109 [pii]10.1073/pnas.1113873109



11 IDO in Inflammatory Programming and Immune Suppression in Cancer 339

56. Nowak EC, de Vries VC, Wasiuk A, Ahonen C, Bennett KA, Le Mercier I, Ha DG, Noelle RJ
(2012) Tryptophan hydroxylase-1 regulates immune tolerance and inflammation. J Exp Med
209(11):2127–2135. doi:10.1084/jem.20120408

57. Yoshida R, Imanishi J, Oku T, Kishida T, Hayaishi O (1981) Induction of pulmonary
indoleamine 2,3-dioxygenase by interferon. Proc Natl Acad Sci U S A 78(1):129–132

58. Carlin JM, Borden EC, Sondel PM, Byrne GI (1987) Biologic-response-modifier-induced
indoleamine 2,3-dioxygenase activity in human peripheral blood mononuclear cell cultures.
J Immunol 139(7):2414–2418

59. Carlin JM, Borden EC, Sondel PM, Byrne GI (1989) Interferon-induced indoleamine 2,3-
dioxygenase activity in human mononuclear phagocytes. J Leukoc Biol 45(1):29–34

60. Takikawa O, Tagawa Y, Iwakura Y, Yoshida R, Truscott RJ (1999) Interferon-gamma-
dependent/independent expression of indoleamine 2,3-dioxygenase. Studies with interferon-
gamma-knockout mice. Adv Exp Med Biol 467:553–557

61. Hwu P, Du MX, Lapointe R, Do M, Taylor MW, Young HA (2000) Indoleamine 2,3-
dioxygenase production by human dendritic cells results in the inhibition of T cell
proliferation. J Immunol 164(7):3596–3599

62. Du MX, Sotero-Esteva WD, Taylor MW (2000) Analysis of transcription factors regulat-
ing induction of indoleamine 2,3-dioxygenase by IFN-gamma. J Interferon Cytokine Res
20(2):133–142

63. Chon SY, Hassanain HH, Pine R, Gupta SL (1995) Involvement of two regulatory elements
in interferon-gamma-regulated expression of human indoleamine 2,3-dioxygenase gene. J
Interferon Cytokine Res 15(6):517–526

64. Chon SY, Hassanain HH, Gupta SL (1996) Cooperative role of interferon regulatory factor
1 and p91 (STAT1) response elements in interferon-gamma-inducible expression of human
indoleamine 2,3-dioxygenase gene. J Biol Chem 271(29):17247–17252

65. Konan KV, Taylor MW (1996) Importance of the two interferon-stimulated response element
(ISRE) sequences in the regulation of the human indoleamine 2,3-dioxygenase gene. J Biol
Chem 271(32):19140–19145

66. Robinson CM, Hale PT, Carlin JM (2005) The role of IFN-gamma and TNF-alpha-responsive
regulatory elements in the synergistic induction of indoleamine dioxygenase. J Interferon
Cytokine Res 25(1):20–30

67. Grohmann U, Volpi C, Fallarino F, Bozza S, Bianchi R, Vacca C, Orabona C, Belladonna
ML, Ayroldi E, Nocentini G, Boon L, Bistoni F, Fioretti MC, Romani L, Riccardi C, Puccetti
P (2007) Reverse signaling through GITR ligand enables dexamethasone to activate IDO in
allergy. Nat Med 13(5):579–586

68. Muller AJ, DuHadaway JB, Donover PS, Sutanto-Ward E, Prendergast GC (2005) Inhibition
of indoleamine 2,3-dioxygenase, an immunoregulatory target of the cancer suppression gene
Bin1, potentiates cancer chemotherapy. Nat Med 11(3):312–319. doi:10.1038/nm1196

69. Muller AJ, DuHadaway JB, Jaller D, Curtis P, Metz R, Prendergast GC (2010) Immunother-
apeutic suppression of indoleamine 2,3-dioxygenase and tumor growth with ethyl pyruvate.
Cancer Res 70(5):1845–1853

70. Pine R (1997) Convergence of TNFalpha and IFNgamma signalling pathways through syner-
gistic induction of IRF-1/ISGF-2 is mediated by a composite GAS/kappaB promoter element.
Nucleic Acids Res 25(21):4346–4354

71. Soichot M, Hennart B, Al Saabi A, Leloire A, Froguel P, Levy-Marchal C, Poulain-Godefroy
O, Allorge D (2011) Identification of a variable number of tandem repeats polymorphism and
characterization of LEF-1 response elements in the promoter of the IDO1 gene. PLoS One
6(9):e25470. doi:10.1371/journal.pone.0025470PONE-D-11–08817 [pii]

72. Mellor AL, Baban B, Chandler PR, Manlapat A, Kahler DJ, Munn DH (2005) Cutting edge:
CpG oligonucleotides induce splenic CD19+ dendritic cells to acquire potent indoleamine
2,3-dioxygenase-dependent T cell regulatory functions via IFN Type 1 signaling. J Immunol
175(9):5601–5605

73. Grohmann U, Orabona C, Fallarino F, Vacca C, Calcinaro F, Falorni A, Candeloro P, Bel-
ladonna ML, Bianchi R, Fioretti MC, Puccetti P (2002) CTLA-4-Ig regulates tryptophan
catabolism in vivo. Nat Immunol 3(11):1097–1101



340 G. C. Prendergast et al.

74. Orabona C, Belladonna ML, Vacca C, Bianchi R, Fallarino F, Volpi C, Gizzi S, Fioretti MC,
Grohmann U, Puccetti P (2005) Cutting edge: silencing suppressor of cytokine signaling 3
expression in dendritic cells turns CD28-Ig from immune adjuvant to suppressant. J Immunol
174(11):6582–6586

75. Puccetti P, Grohmann U (2007) IDO and regulatory T cells: a role for reverse signalling and
non-canonical NF-kappaB activation. Nat Rev Immunol 7(10):817–823. doi:10.1038/nri2163

76. Yuan W, Collado-Hidalgo A, Yufit T, Taylor M, Varga J (1998) Modulation of cellular trypto-
phan metabolism in human fibroblasts by transforming growth factor-beta: selective inhibition
of indoleamine 2,3-dioxygenase and tryptophanyl-tRNA synthetase gene expression. J Cell
Physiol 177(1):174–186

77. Belladonna ML, Volpi C, Bianchi R, Vacca C, Orabona C, Pallotta MT, Boon L, Gizzi S,
Fioretti MC, Grohmann U, Puccetti P (2008) Cutting edge: Autocrine TGF-beta sustains
default tolerogenesis by IDO-competent dendritic cells. J Immunol 181(8):5194–5198

78. Belladonna ML, Grohmann U, Guidetti P, Volpi C, Bianchi R, Fioretti MC, Schwarcz
R, Fallarino F, Puccetti P (2006) Kynurenine pathway enzymes in dendritic cells initiate
tolerogenesis in the absence of functional IDO. J Immunol 177(1):130–137

79. Belladonna ML, Orabona C, Grohmann U, Puccetti P (2009) TGF-beta and kynurenines as
the key to infectious tolerance. Trends Mol Med 15(2):41–49

80. Sayama S, Yoshida R, Oku T, Imanishi J, Kishida T, Hayaishi O (1981) Inhibition of
interferon-mediated induction of indoleamine 2,3-dioxygenase in mouse lung by inhibitors
of prostaglandin biosynthesis. Proc Natl Acad Sci U S A 78(12):7327–7330

81. Rutella S, Bonanno G, Procoli A, Mariotti A, de Ritis DG, Curti A, Danese S, Pessina G,
Pandolfi S, Natoni F, Di Febo A, Scambia G, Manfredini R, Salati S, Ferrari S, Pierelli L,
Leone G, Lemoli RM (2006) Hepatocyte growth factor favors monocyte differentiation into
regulatory interleukin (IL)-10++ IL-12low/neg accessory cells with dendritic-cell features.
Blood 108(1):218–227. doi:10.1182/blood-2005-08-3141

82. Marshall B, Keskin DB, Mellor AL (2001) Regulation of prostaglandin synthesis and cell
adhesion by a tryptophan catabolizing enzyme. BMC Biochem 2:5

83. Cesario A, Rocca B, Rutella S (2011) The interplay between indoleamine 2,3-dioxygenase 1
(IDO1) and cyclooxygenase (COX)-2 in chronic inflammation and cancer. Curr Med Chem
18(15):2263–2271. doi:BSP/CMC/E-Pub/2011/ 164 [pii]

84. Braun D, Longman RS, Albert ML (2005) A two-step induction of indoleamine 2,3
dioxygenase (IDO) activity during dendritic-cell maturation. Blood 106(7):2375–2381

85. Lawrence BP, Sherr DH (2012) You AhR what you eat? Nat Immunol 13(2):117–119.
doi:10.1038/ni.2213

86. Vogel CF, Goth SR, Dong B, Pessah IN, Matsumura F (2008) Aryl hydrocarbon receptor sig-
naling mediates expression of indoleamine 2,3-dioxygenase. Biochem Biophys Res Commun
375(3):331–335. doi:10.1016/j.bbrc.2008.07.156

87. Mezrich JD, Fechner JH, Zhang X, Johnson BP, Burlingham WJ, Bradfield CA (2010) An
interaction between kynurenine and the aryl hydrocarbon receptor can generate regulatory T
cells. J Immunol 185(6):3190–3198. doi:10.4049/jimmunol.0903670

88. DiNatale BC, Murray IA, Schroeder JC, Flaveny CA, Lahoti TS, Laurenzana EM, Omiecinski
CJ, Perdew GH (2010) Kynurenic acid is a potent endogenous aryl hydrocarbon receptor
ligand that synergistically induces interleukin-6 in the presence of inflammatory signaling.
Toxicol Sci 115(1):89–97

89. Smith C, Chang M-Y, Parker K, Beury D, DuHadaway JB, Flick HE, Boulden J, Sutanto-
Ward E, Soler AP, Laury-Kleintop LD, Mandik-Nayak L, Metz R, Ostrand-Rosenberg S,
Prendergast GC, Muller AJ (submitted) IDO is a nodal pathogenic driver of lung cancer and
metastasis development.

90. Fujigaki S, Saito K, Takemura M, Maekawa N, Yamada Y, Wada H, Seishima M (2002) L-
tryptophan-L-kynurenine pathway metabolism accelerated by Toxoplasma gondii infection is
abolished in gamma interferon-gene-deficient mice: cross-regulation between inducible nitric
oxide synthase and indoleamine-2,3-dioxygenase. Infect Immun 70(2):779–786



11 IDO in Inflammatory Programming and Immune Suppression in Cancer 341

91. Fujigaki H, Saito K, Lin F, Fujigaki S, Takahashi K, Martin BM, Chen CY, Masuda J,
Kowalak J, Takikawa O, Seishima M, Markey SP (2006) Nitration and inactivation of IDO
by peroxynitrite. J Immunol 176(1):372–379

92. Chiarugi A, Rovida E, Dello Sbarba P, Moroni F (2003) Tryptophan availability selectively
limits NO-synthase induction in macrophages. J Leukoc Biol 73(1):172–177

93. Alberati-Giani D, Malherbe P, Ricciardi-Castagnoli P, Kohler C, Denis-Donini S, Cesura AM
(1997) Differential regulation of indoleamine 2,3-dioxygenase expression by nitric oxide and
inflammatory mediators in IFN-gamma-activated murine macrophages and microglial cells.
J Immunol 159(1):419–426

94. Daubener W, Posdziech V, Hadding U, MacKenzie CR (1999) Inducible anti-parasitic effector
mechanisms in human uroepithelial cells: tryptophan degradation vs. NO production. Med
Microbiol Immunol (Berl) 187(3):143–147

95. Thomas SR, Mohr D, Stocker R (1994) Nitric oxide inhibits indoleamine 2,3-dioxygenase
activity in interferon-gamma primed mononuclear phagocytes. J Biol Chem 269(20):14457–
14464

96. Hucke C, MacKenzie CR, Adjogble KD, Takikawa O, Daubener W (2004) Nitric oxide-
mediated regulation of gamma interferon-induced bacteriostasis: inhibition and degradation
of human indoleamine 2,3-dioxygenase. Infect Immun 72(5):2723–2730

97. Samelson-Jones BJ, Yeh SR (2006) Interactions between nitric oxide and indoleamine 2,3-
dioxygenase. BioChemistry 45(28):8527–8538

98. Fallarino F, Bianchi R, Orabona C, Vacca C, Belladonna ML, Fioretti MC, Serreze DV,
Grohmann U, Puccetti P (2004) CTLA-4-Ig activates forkhead transcription factors and
protects dendritic cells from oxidative stress in nonobese diabetic mice. J Exp Med
200(8):1051–1062

99. Yoeli-Lerner M, Toker A (2006) Akt/PKB signaling in cancer: a function in cell motility and
invasion. Cell Cycle 5(6):603–605

100. Liu X, Newton RC, Friedman SM, Scherle PA (2009) Indoleamine 2,3-dioxygenase, an
emerging target for anti-cancer therapy. Curr Cancer Drug Targets 9(8):938–952

101. Friberg M, Jennings R, Alsarraj M, Dessureault S, Cantor A, Extermann M, Mellor AL, Munn
DH, Antonia SJ (2002) Indoleamine 2,3-dioxygenase contributes to tumor cell evasion of T
cell-mediated rejection. Int J Cancer 101(2):151–155

102. Uyttenhove C, Pilotte L, Theate I, Stroobant V, Colau D, Parmentier N, Boon T, Van Den
Eynde BJ (2003) Evidence for a tumoral immune resistance mechanism based on tryptophan
degradation by indoleamine 2,3-dioxygenase. Nat Med 9(10):1269–1274

103. Ge K, DuHadaway J, Du W, Herlyn M, Rodeck U, Prendergast GC (1999) Mechanism for
elimination of a tumor suppressor: aberrant splicing of a brain-specific exon causes loss of
function of Bin1 in melanoma. Proc Natl Acad Sci U S A 96:9689–9694

104. Pineda-Lucena A, Ho CS, Mao DY, Sheng Y, Laister RC, Muhandiram R, Lu Y, Seet BT, Katz
S, Szyperski T, Penn LZ, Arrowsmith CH (2005) A structure-based model of the c-Myc/Bin1
protein interaction shows alternative splicing of Bin1 and c-Myc phosphorylation are key
binding determinants. J Mol Biol 351(1):182–194

105. Karni R, de Stanchina E, Lowe SW, Sinha R, Mu D, Krainer AR (2007) The gene encod-
ing the splicing factor SF2/ASF is a proto-oncogene. Nat Struct Mol Biol 14(3):185–193.
doi:nsmb1209 [pii]10.1038/nsmb1209

106. Anczukow O, Rosenberg AZ, Akerman M, Das S, Zhan L, Karni R, Muthuswamy SK,
Krainer AR (2012) The splicing factor SRSF1 regulates apoptosis and proliferation to promote
mammary epithelial cell transformation. Nat Struct Mol Biol 19(2):220–228. doi:nsmb.2207
[pii]10.1038/nsmb.2207

107. Golan-Gerstl R, Cohen M, Shilo A, Suh SS, Bakacs A, Coppola L, Karni R (2011)
Splicing factor hnRNP A2/B1 regulates tumor suppressor gene splicing and is an oncogenic
driver in glioblastoma. Cancer Res 71(13):4464–4472. doi:0008-5472.CAN-10-4410
[pii]10.1158/0008-5472.CAN-10-4410

108. Barekati Z, Radpour R, Lu Q, Bitzer J, Zheng H, Toniolo P, Lenner P, Zhong XY (2012)
Methylation signature of lymph node metastases in breast cancer patients. BMC Cancer
12:244. doi:1471-2407-12-244 [pii]10.1186/1471-2407-12-244



342 G. C. Prendergast et al.

109. Radpour R, Barekati Z, Kohler C, Lv Q, Burki N, Diesch C, Bitzer J, Zheng H, Schmid S,
Zhong XY (2011) Hypermethylation of tumor suppressor genes involved in critical regula-
tory pathways for developing a blood-based test in breast cancer. PLoS One 6(1):e16080.
doi:10.1371/journal.pone.0016080

110. Radpour R, Kohler C, Haghighi MM, Fan AX, Holzgreve W, Zhong XY (2009) Methylation
profiles of 22 candidate genes in breast cancer using high-throughput MALDI-TOF mass
array. Oncogene 28(33):2969–2978. doi:onc2009149 [pii]10.1038/onc.2009.149

111. Kuznetsova EB, Kekeeva TV, Larin SS, Zemlyakova VV, Khomyakova AV, Babenko OV,
Nemtsova MV, Zaletayev DV, Strelnikov VV (2007) Methylation of the BIN1 gene promoter
CpG island associated with breast and prostate cancer. J Carcinog 6:9. doi:1477–3163-6-9
[pii]10.1186/1477-3163-6-9

112. McKenna ES, Tamayo P, Cho YJ, Tillman EJ, Mora-Blanco EL, Sansam CG, Koellhof-
fer EC, Pomeroy SL, Roberts CW (2012) Epigenetic inactivation of the tumor suppressor
BIN1 drives proliferation of SNF5-deficient tumors. Cell Cycle 11(10):1956–1965. doi:20280
[pii]10.4161/cc.20280

113. Prendergast GC, Muller AJ, Ramalingam A, Chang MY (2009) BAR the door: cancer
suppression by amphiphysin-like genes. Biochim Biophys Acta 1795(1):25–36. doi:S0304-
419X(08)00052-8 [pii]10.1016/j.bbcan.2008.09.001

114. Muller AJ, DuHadaway JB, Donover PS, Sutanto-Ward E, Prendergast GC (2005) Inhibition
of indoleamine 2,3-dioxygenase, an immunoregulatory target of the cancer suppression gene
Bin1, potentiates cancer chemotherapy. Nat Med 11(3):312–319. doi:10.1038/nm1196

115. Muller AJ, DuHadaway JB, Donover PS, Sutanto-Ward E, Prendergast GC (2004) Targeted
deletion of the suppressor gene bin1/amphiphysin2 accentuates the neoplastic character of
transformed mouse fibroblasts. Cancer Biol Ther 3(12):1236–1242

116. Johnson BA 3rd, Kahler DJ, Baban B, Chandler PR, Kang B, Shimoda M, Koni PA, Pihkala
J, Vilagos B, Busslinger M, Munn DH, Mellor AL (2010) B-lymphoid cells with attributes of
dendritic cells regulate T cells via indoleamine 2,3-dioxygenase. Proc Natl Acad Sci U S A
107(23):10644–10648

117. Munn DH, Sharma MD, Hou D, Baban B, Lee JR, Antonia SJ, Messina JL, Chandler P, Koni
PA, Mellor AL (2004) Expression of indoleamine 2,3-dioxygenase by plasmacytoid dendritic
cells in tumor-draining lymph nodes. J Clin Invest 114(2):280–290

118. MullerAJ, Sharma MD, Chandler PR, Duhadaway JB, Everhart ME, Johnson BA, 3rd, Kahler
DJ, Pihkala J, Soler AP, Munn DH, Prendergast GC, Mellor AL (2008) Chronic inflammation
that facilitates tumor progression creates local immune suppression by inducing indoleamine
2,3 dioxygenase. Proc Natl Acad Sci U S A 105(44):17073–17078

119. Muller AJ, Sharma MD, Chandler PR, Duhadaway JB, Everhart ME, Johnson BA, 3rd,
Kahler DJ, Pihkala J, Soler AP, Munn DH, Prendergast GC, Mellor AL (2008) Chronic
inflammation that facilitates tumor progression creates local immune suppression by in-
ducing indoleamine 2,3 dioxygenase. Proc Natl Acad Sci U S A 105(44):17073–17078.
doi:0806173105 [pii]10.1073/pnas.0806173105

120. Muller AJ, DuHadaway JB, Chang MY, Ramalingam A, Sutanto-Ward E, Boulden J, Soler
AP, Mandik-Nayak L, Gilmour SK, Prendergast GC (2010) Non-hematopoietic expression of
IDO is integrally required for inflammatory tumor promotion. Cancer Immunol Immunother
59(11):1655–1663. doi:10.1007/s00262-010-0891-4

121. Muller AJ, Duhadaway JB, Chang MY, Ramalingam A, Sutanto-Ward E, Boulden J, Soler
AP, Mandik-Nayak L, Gilmour SK, Prendergast GC (2010) Non-hematopoietic expression of
IDO is integrally required for inflammatory tumor promotion. Cancer Immunol Immunother
59(11):1655–1663

122. Dunn GP, Old LJ, Schreiber RD (2004) The immunobiology of cancer immunosurveillance
and immunoediting. Immunity 21(2):137–148

123. Willimsky G, Czeh M, Loddenkemper C, Gellermann J, Schmidt K, Wust P, Stein H,
Blankenstein T (2008) Immunogenicity of premalignant lesions is the primary cause
of general cytotoxic T lymphocyte unresponsiveness. J Exp Med 205(7):1687–1700.
doi:10.1084/jem.20072016



11 IDO in Inflammatory Programming and Immune Suppression in Cancer 343

124. Levina V, Su Y, Gorelik E (2012) Immunological and nonimmunological effects of in-
doleamine 2,3-dioxygenase on breast tumor growth and spontaneous metastasis formation.
Clin Dev Immunol 2012:173029. doi:10.1155/2012/173029

125. Pertovaara M, Hasan T, Raitala A, Oja SS, Yli-Kerttula U, Korpela M, Hurme M (2007) In-
doleamine 2,3-dioxygenase activity is increased in patients with systemic lupus erythematosus
and predicts disease activation in the sunny season. Clin Exp Immunol 150(2):274–278

126. Schroecksnadel K, Winkler C, Duftner C, Wirleitner B, Schirmer M, Fuchs D (2006) Trypto-
phan degradation increases with stage in patients with rheumatoid arthritis. Clin Rheumatol
25(3):334–337

127. Mandik-Nayak L, Allen PM (2005) Initiation of an autoimmune response: insights from a
transgenic model of rheumatoid arthritis. Immunol Res 32(1–3):5–13

128. Scott GN, DuHadaway J, Pigott E, Ridge N, Prendergast GC, Muller AJ, Mandik-
Nayak L (2009) The immunoregulatory enzyme IDO paradoxically drives B cell-mediated
autoimmunity. J Immunol 182(12):7509–7517

129. Smith C, Chang MY, Parker KH, Beury DW, Duhadaway JB, Flick HE, Boulden J, Sutanto-
Ward E, Soler AP, Laury-Kleintop LD, Mandik-Nayak L, Metz R, Ostrand-Rosenberg
S, Prendergast GC, Muller AJ (2012) IDO Is a nodal pathogenic driver of lung can-
cer and metastasis development. Cancer Discov 2:722–735. doi:2159-8290.CD-12-0014
[pii]10.1158/2159-8290.CD-12-0014

130. Kita H, Shiraishi Y, Watanabe K, Suda K, Ohtsuka K, Koshiishi Y, Goya T (2011) Does post-
operative serum interleukin-6 influence early recurrence after curative pulmonary resection
of lung cancer? Ann Thorac Cardiovasc Surg 17(5):454–460

131. Prendergast GC, Chang MY, Mandik-Nayak L, Metz R, Muller AJ (2011) Indoleamine 2,3-
dioxygenase as a modifier of pathogenic inflammation in cancer and other inflammation-
associated diseases. Curr Med Chem 18(15):2257–2262. doi:0929-8673/11 $58.00+.00

132. McGaha TL, Huang L, Lemos H, Metz R, Mautino M, Prendergast GC, Mellor AL (2012)
Amino acid catabolism: a pivotal regulator of innate and adaptive immunity. Immunol Rev
249(1):135–157. doi:10.1111/j.1600-065X.2012.01149.x

133. Mezrich JD, Fechner JH, Zhang X, Johnson BP, Burlingham WJ, Bradfield CA (2010) An
interaction between kynurenine and the aryl hydrocarbon receptor can generate regulatory T
cells. J Immunol 185(6):3190–3198. doi:jimmunol.0903670 [pii]10.4049/jimmunol.0903670

134. Stevens EA, Mezrich JD, Bradfield CA (2009) The aryl hydrocarbon receptor: a perspec-
tive on potential roles in the immune system. Immunology 127(3):299–311. doi:IMM3054
[pii]10.1111/j.1365-2567.2009.03054.x

135. Prendergast GC, Metz R, Muller AJ (2010) Towards a genetic definition of cancer-
associated inflammation: role of the IDO pathway. Am J Pathol 176(5):2082–2087.
doi:ajpath.2010.091173 [pii]10.2353/ajpath.2010.091173

136. Munn DH, Sharma MD, Baban B, Harding HP, Zhang Y, Ron D, Mellor AL (2005) GCN2
kinase in T cells mediates proliferative arrest and anergy induction in response to indoleamine
2,3-dioxygenase. Immunity 22(5):633–642

137. Metz R, DuHadaway JB, Kamasani U, Laury-Kleintop L, Muller AJ, Prendergast GC (2007)
Novel tryptophan catabolic enzyme IDO2 is the preferred biochemical target of the antitumor
IDO inhibitory compound D-1MT. Cancer Res 67:7082–7087

138. Metz R, Rust S, Duhadaway JB, Mautino MR, Munn DH, Vahanian NN, Link CJ, Prendergast
GC (2012) IDO inhibits a tryptophan sufficiency signal that stimulates mTOR: A novel IDO
effector pathway targeted by D-1-methyl-tryptophan. Oncoimmunology 1(9):1460–1468.
doi:10.4161/onci.21716

139. Cobbold SP, Adams E, Farquhar CA, Nolan KF, Howie D, Lui KO, Fairchild PJ, Mellor
AL, Ron D, Waldmann H (2009) Infectious tolerance via the consumption of essential amino
acids and mTOR signaling. Proc NatlAcad Sci U SA 106(29):12055–12060. doi:0903919106
[pii]10.1073/pnas.0903919106

140. Peter C, Waldmann H, Cobbold SP (2010) mTOR signalling and metabolic regulation
of T cell differentiation. Curr Opin Immunol 22(5):655–661. doi:S0952-7915(10)00119-6
[pii]10.1016/j.coi.2010.08.010



344 G. C. Prendergast et al.

141. Chuang HC, Lan JL, Chen DY, Yang CY, Chen YM, Li JP, Huang CY, Liu PE, Wang
X, Tan TH (2011) The kinase GLK controls autoimmunity and NF-kappaB signaling by
activating the kinase PKC-theta in T cells. Nat Immunol 12(11):1113–1118. doi:ni.2121
[pii]10.1038/ni.2121

142. Staschke KA, Dey S, Zaborske JM, Palam LR, McClintick JN, Pan T, Edenberg HJ, Wek RC
(2010) Integration of general amino acid control and target of rapamycin (TOR) regulatory
pathways in nitrogen assimilation in yeast. J Biol Chem 285:16893–16911

143. Chotechuang N, Azzout-Marniche D, Bos C, Chaumontet C, Gasusserés N, Steiler T, Guau-
dichon C, Tomé D (2009) mTOR, AMPK, and GCN2 coordinate the adaptation of hepatic
energy metabolic pathways in response to protein intake in the rat. Am J Physiol Endocrinol
Metab 297:E1313–E1323

144. Cherkasova V, Qiu H, Hinnebusch AG (2010) Snf1 promotes phosphorylation of the al-
pha subunit of eukaryotic translation initiation factor 2 by activating Gcn2 and inhibiting
phosphatases Glc7 and Sit4. Mol Cell Biol 30:2862–2873

145. Xiao F, Huang Z, Li H, Yu J, Wang C, Chen S, Meng Q, Cheng Y, Gao X, Li J, Liu Y, Guo F
(2011) Leucine deprivation increases hepatic insulin sensitivity via GCN2/mTOR/S6K1 and
AMPK pathways. Diabetes 60:746–756

146. Yan L, Lamb RF (2011) Signalling by amino acid nutrients. Biochem Soc Trans 39(2):443–
445. doi:BST0390443 [pii]10.1042/BST0390443

147. Findlay GM,Yan L, Procter J, Mieulet V, Lamb RF (2007) A MAP4 kinase related to Ste20 is
a nutrient-sensitive regulator of mTOR signalling. Biochem J 403(1):13–20. doi:BJ20061881
[pii]10.1042/BJ20061881

148. Zeng R, Chen YC, Zeng Z, Liu WQ, Jiang XF, Liu R, Qiang O, Li X (2011) Effect of mini-
tyrosyl-tRNA synthetase/mini-tryptophanyl-tRNA synthetase on ischemic angiogenesis in
rats: proliferation and migration of endothelial cells. Heart Vessels 26:69–80

149. Han JM, Jeong SJ, Park MC, Kim G, Kwon NH, Kim HK, Ha SH, Ryu SH, Kim S (2012)
Leucyl-tRNA Synthetase Is an Intracellular Leucine Sensor for the mTORC1-Signaling
Pathway. Cell 149(2):410–424. doi:S0092-8674(12)00282-6 [pii]10.1016/j.cell.2012.02.044

150. Hou DY, Muller AJ, Sharma MD, DuHadaway J, Banerjee T, Johnson M, Mellor AL, Pren-
dergast GC, Munn DH (2007) Inhibition of indoleamine 2,3-dioxygenase in dendritic cells
by stereoisomers of 1-methyl-tryptophan correlates with antitumor responses. Cancer Res
67(2):792–801

151. Witkiewicz AK, Costantino CL, Metz R, MullerAJ, Prendergast GC,Yeo CJ, Brody JR (2009)
Genotyping and expression analysis of IDO2 in human pancreatic cancer: a novel, active
target. J Am Coll Surg 208(5):781–787; discussion 787-789. doi:S1072-7515(09)00050-7
[pii]10.1016/j.jamcollsurg.2008.12.018

152. Gruber T, Hermann-Kleiter N, Pfeifhofer-Obermair C, Lutz-Nicoladoni C, Thuille N,
Letschka T, Barsig J, Baudler M, Li J, Metzler B, Nusslein-Hildesheim B, Wagner J,
Leitges M, Baier G (2009) PKC theta cooperates with PKC alpha in alloimmune re-
sponses of T cells in vivo. Mol Immunol 46(10):2071–2079. doi:S0161-5890(09)00102-3
[pii]10.1016/j.molimm.2009.02.030

153. Gupta S, Manicassamy S, Vasu C, Kumar A, Shang W, Sun Z (2008) Differential requirement
of PKC-theta in the development and function of natural regulatory T cells. Mol Immunol
46(2):213–224. doi:S0161-5890(08)00650-0 [pii]10.1016/j.molimm.2008.08.275

154. Liu Y, Graham C, Li A, Fisher RJ, Shaw S (2002) Phosphorylation of the protein kinase C-
theta activation loop and hydrophobic motif regulates its kinase activity, but only activation
loop phosphorylation is critical to in vivo nuclear-factor-kappaB induction. Biochem J 361
(Pt 2):255–265

155. Friberg M, Jennings R, Alsarraj M, Dessureault S, Cantor A, Extermann M, Mellor AL, Munn
DH, Antonia SJ (2002) Indoleamine 2,3-dioxygenase contributes to tumor cell evasion of T
cell-mediated rejection. Int J Cancer 101:151–155

156. Hou DY, Muller AJ, Sharma MD, DuHadaway J, Banerjee T, Johnson M, Mellor AL, Pren-
dergast GC, Munn DH (2007) Inhibition of indoleamine 2,3-dioxygenase in dendritic cells
by stereoisomers of 1-methyl-tryptophan correlates with antitumor responses. Cancer Res
67(2):792–801



11 IDO in Inflammatory Programming and Immune Suppression in Cancer 345

157. Peggs KS, Segal NH, Allison JP (2007) Targeting immunosupportive cancer therapies:
accentuate the positive, eliminate the negative. Cancer Cell 12(3):192–199

158. Ramakrishnan R, Antonia S, Gabrilovich DI (2008) Combined modality immunotherapy and
chemotherapy: a new perspective. Cancer Immunol Immunother 57(10):1523–1529

159. Cheever MA (2008) Twelve immunotherapy drugs that could cure cancers. Immunol Rev
222:357–368

160. Balachandran VP, Cavnar MJ, Zeng S, Bamboat ZM, Ocuin LM, Obaid H, Sorenson EC,
Popow R, Ariyan C, Rossi F, Besmer P, Guo T, Antonescu CR, Taguchi T, Yuan J, Wol-
chok JD, Allison JP, Dematteo RP (2011) Imatinib potentiates antitumor T cell responses
in gastrointestinal stromal tumor through the inhibition of Ido. Nat Med 17(9):1094–1100.
doi:nm.2438 [pii]10.1038/nm.2438

161. Lob S, Konigsrainer A, Zieker D, Brucher BL, Rammensee HG, Opelz G, Terness P
(2009) IDO1 and IDO2 are expressed in human tumors: levo- but not dextro-1-methyl
tryptophan inhibits tryptophan catabolism. Cancer Immunol Immunother 58(1):153–157.
doi:10.1007/s00262-008-0513-6

162. Yuasa HJ, Ball HJ, Austin CJ, Hunt NH (2010) 1-l-methyltryptophan is a more effective
inhibitor of vertebrate IDO2 enzymes than 1-d-methyltryptophan. Comp Biochem Physiol B
Biochem Mol Biol. doi:S1096-4959(10)00100-4 [pii]10.1016/j.cbpb.2010.04.006

163. Lob S, Konigsrainer A, Rammensee HG, Opelz G, Terness P (2009) Inhibitors of indoleamine-
2,3-dioxygenase for cancer therapy: can we see the wood for the trees? Nat Rev Cancer
9(6):445–452. doi:nrc2639 [pii]10.1038/nrc2639

164. Prendergast GC, Metz R (2012) A perspective on new immune adjuvant principles: repro-
gramming inflammatory states to permit clearance of cancer cells and other age-associated
cellular pathologies. OncoImmunology 1(6):924–929

165. Obeid M, Tesniere A, Ghiringhelli F, Fimia GM, Apetoh L, Perfettini JL, Castedo M, Mignot
G, Panaretakis T, Casares N, Metivier D, Larochette N, van Endert P, Ciccosanti F, Piacentini
M, Zitvogel L, Kroemer G (2007) Calreticulin exposure dictates the immunogenicity of cancer
cell death. Nat Med 13(1):54–61

166. Soliman HH, Antonia S, Sullivan D, Vahanian N, Link C (2009) Overcoming tumor antigen
anergy in human malignancies using the novel indeolamine 2,3-dioxygenase (IDO) enzyme
inhibitor, 1-methyl-D-tryptophan (1MT). J Clin Oncol 27:15s

167. Baban B, Chandler P, McCool D, Marshall B, Munn DH, Mellor AL (2004) Indoleamine 2,3-
dioxygenase expression is restricted to fetal trophoblast giant cells during murine gestation
and is maternal genome specific. J Reprod Immunol 61(2):67–77

168. Chang MY, Smith C, Duhadaway JB, Pyle JR, Boulden J, Peralta Soler A, Muller AJ,
Laury-Kleintop LD, Prendergast GC (2011) Cardiac and gastrointestinal liabilities caused
by deficiency in the immune modulatory enzyme indoleamine 2,3-dioxygenase. Cancer Biol
Ther 12(12):1050–1058

169. Malachowski WP, Metz R, Prendergast GC, Muller AJ (2005) A new cancer immunosuppres-
sion target: indoleamine 2,3-dioxygenase (IDO). A review of the IDO mechanism, inhibition,
and therapeutic applications. Drugs Fut 30:897–813

170. Gaspari P, Banerjee T, Malachowski WP, Muller AJ, Prendergast GC, Duhadaway J, Bennett
S, Donovan AM (2006) Structure-activity study of brassinin derivatives as indoleamine 2,3-
dioxygenase inhibitors. J Med Chem 49(2):684–692

171. Mehta RG, Liu J, Constantinou A, Thomas CF, Hawthorne M, You M, Gerhuser C, Pez-
zuto JM, Moon RC, Moriarty RM (1995) Cancer chemopreventive activity of brassinin, a
phytoalexin from cabbage. Carcinogenesis 16(2):399–404

172. Park EJ, Pezzuto JM (2002) Botanicals in cancer chemoprevention. Cancer Metastasis Rev
21(3–4):231–255

173. Vottero E, Balgi A, Woods K, Tugendreich S, Melese T, Andersen RJ, Mauk AG, Roberge
M (2006) Inhibitors of human indoleamine 2,3-dioxygenase identified with a target-based
screen in yeast. Biotech J 1:282–288

174. Brastianos HC, Vottero E, Patrick BO, Van Soest R, Matainaho T, Mauk AG, Ander-
sen RJ (2006) Exiguamine A, an indoleamine-2,3-dioxygenase (IDO) inhibitor isolated
from the marine sponge Neopetrosia exigua. J Am Chem Soc 128(50):16046–16047.
doi:10.1021/ja067211+



346 G. C. Prendergast et al.

175. Pereira A, Vottero E, Roberge M, Mauk AG, Andersen RJ (2006) Indoleamine 2,3-
dioxygenase inhibitors from the Northeastern Pacific Marine Hydroid Garveia annulata. J
Nat Prod 69(10):1496–1499. doi:10.1021/np060111x

176. Kumar S, Malachowski WP, Duhadaway JB, Lalonde JM, Carroll PJ, Jaller D, Metz R,
Prendergast GC, Muller AJ (2008) Indoleamine 2,3-Dioxygenase Is the Anticancer Target for
a Novel Series of Potent Naphthoquinone-Based Inhibitors. J Med Chem 51(6):1706–1718

177. Kumar S, Jaller D, Patel B, LaLonde JM, DuHadaway JB, Malachowski WP, Prendergast
GC, Muller AJ (2008) Structure based development of phenylimidazole-derived inhibitors of
indoleamine 2,3-dioxygenase. J Med Chem 51(16):4968–4977

178. Rohrig UF, Awad L, Grosdidier A, Larrieu P, Stroobant V, Colau D, Cerundolo V, Simpson
AJ, Vogel P, Van den Eynde BJ, Zoete V, Michielin O (2010) Rational design of indoleamine
2,3-dioxygenase inhibitors. J Med Chem 53(3):1172–1189. doi:10.1021/jm9014718

179. Liu X, Shin N, Koblish HK, Yang G, Wang Q, Wang K, Leffet L, Hansbury MJ, Thomas B,
Rupar M, Waeltz P, Bowman KJ, Polam P, Sparks RB, Yue EW, Li Y, Wynn R, Fridman JS,
Burn TC, Combs AP, Newton RC, Scherle PA (2010) Selective inhibition of IDO1 effectively
regulates mediators of antitumor immunity. Blood 115(17):3520–3530. doi:10.1182/blood-
2009-09-246124

180. Koblish HK, Hansbury MJ, Bowman KJ, Yang G, Neilan CL, Haley PJ, Burn TC, Waeltz P,
Sparks RB, Yue EW, Combs AP, Scherle PA, Vaddi K, Fridman JS (2010) Hydroxyamidine
inhibitors of indoleamine-2,3-dioxygenase potently suppress systemic tryptophan catabolism
and the growth of IDO-expressing tumors. Mol Cancer Ther 9(2):489–498

181. Balachandran VP, Cavnar MJ, Zeng S, Bamboat ZM, Ocuin LM, Obaid H, Sorenson EC,
Popow R, Ariyan C, Rossi F, Besmer P, Guo T, Antonescu CR, Taguchi T, Yuan J, Wol-
chok JD, Allison JP, Dematteo RP (2011) Imatinib potentiates antitumor T cell responses in
gastrointestinal stromal tumor through the inhibition of Ido. Nat Med 17(9):1094–1100

182. Pilotte L, Larrieu P, Stroobant V, Colau D, Dolusic E, Frederick R, De Plaen E, Uyttenhove
C, Wouters J, Masereel B, Van den Eynde BJ (2012) Reversal of tumoral immune resistance
by inhibition of tryptophan 2,3-dioxygenase. Proc Natl Acad Sci U S A 109(7):2497–2502.
doi:10.1073/pnas.1113873109

183. Chang MY, Smith C, Duhadaway JB, Pyle JR, Boulden J, Peralta Soler A, Muller AJ,
Laury-Kleintop LD, Prendergast GC (2011) Cardiac and gastrointestinal liabilities caused
by deficiency in the immune modulatory enzyme indoleamine 2,3-dioxygenase. Cancer Biol
Ther 12(12). doi:18142 [pii]


	Chapter 11 IDO in Inflammatory Programming and Immune Suppression in Cancer
	1 Introduction
	2 Background on IDO and Its Recently Discovered Relative IDO2
	2.1 Historical Perspective
	2.2 IDO: Function in Immune Modulation
	2.3 IDO2: Discovery and Distinctions from IDO
	2.4 Immune Suppression by Other Tryptophan Catabolic Enzymes TDO2 and TPH

	3 Complex Control of IDO by Immune Regulatory Factors
	3.1 Transcriptional Control
	3.2 IDO Control in Dendritic Cells
	3.3 COX2 and Prostaglandins in IDO Control
	3.4 IDO Control by Aryl Hydrocarbon Receptor Signaling
	3.5 Negative Control of IDO by Nitric Oxide

	4 IDO Dysregulation in Cancer Pathogenesis
	4.1 IDO Upregulation in Cancer Cells Through Attenuation of Tumor Suppressor Gene Bin1
	4.2 IDO is a Crucial Contributor to the Inflammatory Tumor Microenvironment
	4.3 IDO Activation Is a Critical Contributor to Tumor Angiogenesis and Metastasis

	5 IDO Effector Pathways in Cancer Pathogenesis
	5.1 Kynurenine Activates the Aryl Hydrocarbon Receptor to Modulate Inflammation
	5.2 IDO Activation Stimulates Stress Kinase GCN2 and Elevates IL-6 Synthesis
	5.3 IDO Activation Inhibits mTORC1 and Stimulates Autophagy
	5.4 An Integrated Model for Effector Signaling by IDO-Mediated Tryptophan Deprival

	6 IDO Inhibitors in Cancer Therapy
	6.1 Therapeutic Prototype 1MT
	6.2 Mechanisms of Action of D-1MT (Indoximod): Relief of mTORC1 Suppression by IDO
	6.3 Discovery and Development of Novel Enzymatic Inhibitors of IDO
	6.4 Inhibitors of IDO Expression: Gleevec and Beyond
	6.5 Potential Safety Risks of IDO Inhibitors Suggested by Studies of Ido1-Deficient Mice

	7 Conclusions
	References




